APPENDIX B: AMINO ACID SEQUENCES 
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> RXA00003 (1-741, translated) 247 residues 

VQVRILSSEL VCSLSGAIRG VNLDIAAPKP KKSGRRTLTK PEWDAVIKHL LTRDTEPLLT 
PTKHKNIRQS TKNIHARIVR LTLLQAVSGL RIAEANQLQW KHI IDGDDGM LINASADIVK 
GRKGKERGRY IPILRADVAE YLRTHREDDE HFIVGSPTTT ARPWDATNAD DKVPELYRQI 
AEATGVKTLQ DLRSHSWRAT LHGVYADVMD PATRAAIFGH TEQVAEEYYN DRQNIESLMR 
QVKRAYA 

> RXA00008 (1-492, translated) 164 residues 
MAKKKKKVDE NNSVLATNRK ARHDYHI I DT WEAGVVLLGT EIKSLREGKV 
NGEIWLQHLH IPQYSMGSWT NHTPKRTRKL LLHRNEIDSL MGKVRDGNRT 
GRVKLELGLA QGKQDYDKRQ DIKRRTEERE VTRELGRRIK GINA 

> RXA00015 (1-309, translated) 103 residues 
MIDMCTTPRQ EIMIREQFKE INNGRVVPHY DQLEQLAEIF STDKDS I DMVN EILNRDTDFL 
SNEGTIFMEY I FNGGFHTDN GYQPLSYAYV ERGLAIRPPR WL 

> RXA00018 (1-1299, translated) 433 residues 

MSALSRPHKI ATGVAVATLT LTLCTSAAGV VHAAQQSISG PESSSCAFNQQ RWDDSKVKLD 
DTIATAKNSL VQTGELHRNE QDLLTGYLFQ QPHSSNYLAL NNAYADAVAI KDSFVRPTCD 
GSKESKIASE HAVSEVVGAV NVLARAQKAL QINSDTYEQQ RRCDALRLAS RDESDVLMRI 
DRTMLQLRRT LAD I DQASTD IRDIRAQTTS FERDLAREQK E A D AAARAQ A VDTSTTPTSS 
TEDRVNDILK ESRTDHSGDS YTRSTTTSAQ STEPDSATNT SYLJ3RRLDSL ERSAQHI DLN 
TQCDNLDDLR ELTNNDTRDH TGSVISIADQ LTDITNEINE LRDSTFATRD SAQQAQDQVI 
AQREELQRAK EARLEEQRLA KEAEEGARNA AIQERDAAEA ALREAQDLLS RLDDTGNATS 
DDTAALVDGL LNN 



SLVDSFATID 
LVPLKLYLKN 



> RXA00020 (1-780, translated) 260 residues 

MTVTTAQRIA DEFQRGISIG PWDLCEVPAG DDYLEHTTKV RRRHSTAVEI HTDSLIICAP 

EGSTYSHNRT KAGLASTGTV TVPVKGLSEP VKLSLNLLAD YGNSFDTVHD DLWQRELREQ 

TRGQLLTLNA VSGLGDDSVA IMGTPWGDGL TGEANTIKGR EHFVMWAAGC RFEDGYGRHA 

LREDRHVRHQ ARAGEDSTAH HGWLLKGTVF GKELTGDAVT AAMTVFSDVV VTVDEGRIPG 
MKSGQPFSMA TRLRASSAPV 



> RXA00021 (1-1773, translated) 591 residues 

MSDTTDSHDP ATSPTVDSAA SGTSDPNQQP KKKFTI IKQV NMIARTAIDD CINRLGPDVV 
TMSSEDIADQ VVNSINVAIA RENTRAQDAN AAVRYTPIFK LDFSHVAVLM RRLHVIINIA 
PSHNS.DPDSD MLAIYDPNPR SEHYGI YRTS E AE I RRVARE_ YCPDLTSAQF RELQMALSDA 
APRKVRHKQR DLIPVKNGIF NYSTKQLEPF SQEFVFLAKS AVNYNPNAQN PV1THPQDGS 
VWDVESWMND LSDDPEVVNL LWEIIGAIVR PYVSWNKSAW FYSEAGNNGK GTLVELMRNI 
LGAEAYTSIQ LSDFSKEFHL ESLTRAQAIL VDENDVGAFL EKSANLKAIV TNDVISINRK 
HKTMLSYQFY GFMVQCINGF PKVKDQSESF FRRQLFVPFE KSFTGAERKY IKDDYMSRTD 
VLEYVLHRVL HMNYDNLSTP AAALAVLDEY KEFVDPVRAF WNEFSDQFVW DLLPLQFLYE 
FYRKWFDRDS PSGSVLGKRS FIQKITTIAV DSGQWEYPLT AQRPGGDMAV PEPLVIDYDL 
TEWQNATVPK GHVNKGLPLP LKANYRGLLR KPLTTPATPP AAPVNPTPPT P 



> RXA00022 (1-735, translated) 245 residues 

MSAPTIYPGT KTSI DPITMD DARI IFFDIE SLHNI FTVAT YDSLSHHVDV FYLLDHTTSP 
QITVLPHSMD YFDQTRSDAV MAAI IEQNPA FAEIKGSPIT TADVALHNLG DTNANRRWQS 
NVLLARLLGG ISVRGEVPEH QSHNHLAKQF AEATLVTRDF DVNYDPTSAH PFTAGFNSIN 
YDTTLLSLYF AMLTSNIGST PTYFPVITAQ ELRAHNDKLF SPEFIKNMPK YFWDRDSGAG 
LRAAS 



> RXA00025 (1-1437, translated) 479 residues 

MAWMNVSVIV PGSDEELFVK GLFTGEGLTW LTTNLGANYI GFPPLLTVLP ILLAVGVAER 

SGMLAALIRK LFGSAKKIVL PYAVGVIGVT ASIMADAAFV VVPPLAAMVF KAAGRHPVAG 

LLGSFAAVGA GYSTAIVPTS LDAL FAGITN AVMETLPGIA TTEVNPVSNY YFNIASSIVL 

GLLCGFLIDK VLEPRMWRQK IATEYAES IE PTSAADDEEI SATLTAQENR ALTISMWTTL 

ATAIIVLVVV LIPGSPWRNE DGGFLPTSPL LSSVVFIVFL FFMVMGLAYG MVVGTIKNMD 

DVVNMMGEAI KDMIGFLVLA FILGQFVALF NWTGIGTWTA VQGAAGLEAI GLTGFPAIIA 
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FIILASCLNL LIISGSAMWT LMAAVFVPMF ALLGYEPSFI QAAFRVGDSA TQVITPLNPY 
MIVILGLLRR YEPDAGLGTL MSRLIPFVIP FWLAWATLLA IWFYADLPLG PGSAIFLEG 

> RXA00027 (1-366, translated) 122 residues 

VDERSRFARS VFPDGEEPDP RFTLANERTF LAWTRTSLAF LAGGIAFEAF QISGLSDTVR 

TTIAVFIIAV GMI IAAGAAV RWMNVERAMR KQKPLPVPAI IPFLSIAALV ASAAVLVLII 
VQ 



> RXA00028 (1-1947, translated) 649 residues 

MTLTASSLEA GKMSFSGGYI VGETMI FLVD PDEVEIRRSP NSLHVLRNGS DILRRNEHHC 
WVFENFNKPI DPPVRLGPRD IICPSALAWV LQQHSISRSL SHHLHADKIT AGEIAGRPTW 
ILREEPTSGG QDPSRLVSLE IDQEHGVILA VETGQERLEA TEISFPDTLP NPSWDGAWEP 
FHYPDSTPHT APDVAEI PGY IQSLPPQSED PRRLRVFVNE IALEGDFPDY RQGQSVRLTL 
GISSSPVPLE GMTTRRRGRV RNLGEEASPG DDGMPQWPIL LTGDGWTALA YTPI PKRGDA 
EIQGWFYYSA YGI VDVPTDL RVERIFAGIG TSGTNERLWQ EIDNTSSAYH SEDWWIRDVV 
LDVTLDGAVP PPLRRDVFTA VDPIVAGDKL WLCDVHFPVA RCWETTTGRY LGQTLXPAPL 
RDRSYVLELH SDQQLGAVAA SGKSGWILTP GQAVATKAPD WTPPTRATDL PQVPSPWEIV 
AVRGQGLFEL QVETSRRTAL GRVNATGGVD IGELPPNGYT ISSVVQIGDE YIVGRWVEEY 
RLNSKLEVIS TKELDISASG WKSKGTVAYL SEDTHICFFD QVSGAELPSL GIAEGHQGEV 
MSATSSESIV LI YRRNPNNS MSIVPTSVAT YDNGTWTTMP LQEAPAELS 

> RXA00031 (1-402, translated) 134 residues 

VAAGQWLAGN IGEIDHVLCS DATRTQLTWE RVQLGGATAK GSSFHNDI YE NQVSEFKHLI 
TGLPDVVGTA LLIGHWPGVE ELAHYFGIRD EHPGWDQMEE KFPTSAIAVL EFNTPWSKLE 
RNSARLTDFV IPRG 

> RXA00036 (1-1416, translated) 472 residues 

MLERTQVFVD TSYLLASFYN SWETGARAQL EIDLPEVVGV LGRMIEQQLK QPVQRQMWYD 
GIPDSGPHRY QRALRTCDGV QLRAGQLIEW GERRTQKAVD TRLVADLVLA GVRGQCSDIV 
LVSGDADMIP GVQEAANAGL RVHLYGFGWD SMSSQLRHCC DTTTILDPRE DFAECMQLQV 
LEGPLPPVVR VKPINDAEPI EDLDFTPVPG VASPFEEVSA KDEKFSPRPS EPAEALSEQV 
CEAQYEISKH EGQTADSGEI TESFEAAEIK VTEFFGEPAA PVAESGVEAP TPEAPTVPEA 
AKPTPAKPKT PKAEPQKQES PKPGTPKPKA PSPADIPPKA PADTEEHSEV EAEIEDSRPK 
IPSPSMMAPR RKLRSRYVPL PNEVWATAGF QTPYDVGQQY AS WW FENAAT STQRDQAHLL 
SGGGLPPEID RPLLQFACET LHEYTLTEAQ RVALRDGFHS GIRGVLLNQR DS 

> RXA00037 (1-873, translated) 291 residues 

MANPLSKGWK YLMASFDNKI DENADPKIQI QQATEAAQKQ HQQIMQHASQ IIGQQKQLEM 

KLNRLVTDRD_KLQEQARQAI QLADKSANEG DSVKAQEFNN TAEVFASQLV AVEQQLEQTT- 

ALHQQAEVAA KDAVAKSKES EMRLKEQMSQ IDALRAQADQ AKMQESVTKS MDSLNQFGTQ 

DSSVPTLDAV REKIERRYAD ALGAQELTQN TVSDRMAEIA QSGTDMRASA RLAELRAEAL 

GTSATPKGQL EAGVEDAEEL IDETSTPSAT PETASPEADA PEASADESEK K 

> RXA00049 (1-687, translated) 229 residues 

MPTPSQHKDA STAQTDNQVP TGRRAQKREQ TRARLITSAR TLMAERGVDN VGIAEITEGA 
NIGTGTFYNY FPDREQLLQA VAEDAFESVG IALDQVLTKL DDPAEVFAGS LRHLVRHSLE 
DRIWGGFFIQ MGAAHPVLMR ILGPRARRDL LHGLETGRFT IEDLDLATTC TFGSLIAAIQ 
MALSADQDSN DDKDQIFAAA MLRMVGVQAA EAREIASRPL PEISPVKPQ 

> RXA00052 (1-711, translated) 237 residues 

VAFILFNFVK TNDETSNVSQ SESTAETVSE TNGVLSDGAE NIASQSDESK SGVEIIDSGF 
GQSSNSAMAI VIAKTSGGSL AGEFVTATVN FLDESGAVVA TEDQVETLSW EDQELVLPVS 
HYKEDSSRPE ITSIEAFLSV TDYGSGQPDE TALPVLETTD ISNPYAGSYN ASFALKNDSS 
DDFKNLRVGI VCYNEQTDI I GGGFKFPNLV PAGGSIRMDA SVTVSEMPAS CKAYLNH 

> RXA00054 (1-2913, translated) 971 residues 

MSPFDSKLGR DTHFGFLDKT TASQQLLNPS LISNEDPHTM LQAIKLELRT AQSFTFSVAF 
ISSRGIALLK QALLDFKGKG RIITSRYLDF NDPTMFRELL TLENVEVLIH QGDGFHSKGY 
VFHHDVGITA VVGSSNLTDN ALLVNREWNL KFSASKNGDI AFQLDDAINR QIERSTPLTP 
EWISEYEATR RVPERLVSQN IPLEDQSNAG TIVPNVMQEE ALDALLSLTE KGEKRGVI IS 
ATGTGKTILA ALATRMLKPE RVLFVVHREQ ILDKARSEFI KVLERPAVDF GKMSGSTKEL 
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DKPFVFGTIQ TLTKEATLSQ ISPTDFDLVI VDEVHRAGAE SYLALLNHLQ PQFLLGLTAT 
PERTDGFNIY ELFDFNVPYE IRLQAALESN MLVPFHYYGV TDFTLDSETT VTDTSKLSAL 
VSEERVHHIL EALKTYGHPE NVRGLI FCSK TEEAEELSKL LDQSLFNGSL LKTKALSAKD 
SIPYREEVVA ELESGDLDYI LTVDI FNEGI DIPSVNQIVM IRSTQSSIVF TQQLGRGLRK 
AAGKDHLRVI DFIGNYANNY LI PIALFGDN SRNKNSIRRR LIESDIDGTI SGVSSVNFDP 
IAQERIFAAL KAAKLDSKAQ FKQDIVQLQD RLNHVPALLD FARFNTVDPF ILATHSGNYW 
SLLSSVKFVD HAPSESEKYF LDFLTGELLN GKRPHELLLI QELMKQPETS TEEFRKLLQA 
QSTSSDEQTI NSVERILSQE FYTGPNRKKF G EHPILSVQN RTYSFTPEFR RAT.DEST.KVT 
DRDEAAQNFK FHVQDIIDTG LFIARNNGFW QGNLVVGERY SRRDVCRILN WERNNESTIY 
GYKVDSYTST CPI FVTYHKA DDVSESTRYQ DELVDPNTLH WYSRGNRKIT SNEIKPIAAN 
AVDLHVFVKK DDAEGLDFFY LGQAHSENSK QSSMPGNKGV VQPVVTMDLQ FDTPVEQSLF 
EYLSTNLAVT E 

> RXA00056 (1-750, translated) 250 residues 

LLNRVSRIAG ASAITLCIGL TTILSPTSTA QSLEQITPLP ESAI DLNAEI HVNTSDISAE 
QILGAQDEIT TMYDSHDPYE YFDTLTDIEQ RSI IAALKRD PSSLQQRQET RLAAQSDPYK 
I YISGLEMLS CINLVDVVSC GIANQAATKA NNEAVARYPG DSLRNGKGDA FRHCSWNALM 
TIRIGSNGAE RIATNHETIG DGPADENAMD LFNNAQGRQI GAGFINSKDE TSALAICALW 
TNLGRLKTLK 



> RXA00058 (1-564, translated) 188 residues 

MKFFGFYRPI ALIAGITVSA SILTSVATAA ESPTSFQAIT PAFSSSSAPE ADAEANTSEA 

TADLLYVAEN QLLIKLSNAV VEDVNGEILM KDNKGTLLEN LTAELQAQPG FSIEKVDSHT 

ALLTMNPDEV PDLQDWRCGV GALSGGVAGV VATGLALAAL GVATGGTGFA VLAAGGLAGY 
GTGAVANC 



> RXA00059 (1-282, translated) 94 residues 

VLTGILLAMV STALRIRFGS GVAIAATVLW TVISITLGGD VLAETMLWLV AVPSWPETAD 
TTTRFLIAML LQAVLITGST IWAIREIRDS ERRG 

> RXA00063 (1-285, translated) 95 residues 

MTDGDLDADI SPRQIGLMTT RTVVEIVRLR HMIAQQLERA TIMENEYLKE IAALKKELAH 
YKQKDHQNQM VIDILGKAIG TRPNPGEGLD EE DAT 

> RXA00065 (1-273, translated) 91 residues 

MANLPQEGFS VVHGILADPR IWGPEIPYVR EEAGQVNVEA PDEAGDLARL TLPLQLILLT 
EEEFAI ALNE GSDVMFERMA EQEVDLLDLK R 

> RXA00067 (1-486,' translated) 162 residues 

MVDAQRPKAG IFGSHTEETW VWLGNELFDE SGEVIADVRS DVLYVDRERL LIESTPGTMR 
FRCRATLSGG EVYTMTQNSF TVGDLTAVCG RRTYSLKRVS PWRKERLITN NGVEVARLRP 
MTSGKVEFI V GTAGSEALPF VDAVFLSWAC VLVDSAVRRP KI 



> RXA00068 (1-582, tra 

MTSKDLIVTS YTSWGKRFKN 

QQWELSFSID GTATAKLPDG 

DSEENKVAQF TGMNNGVRRA 

LIILTPIIIF LTFS 



nslated) 194 residues 
DGKLFINLLR STTDSADEKV 
RVFSANAGEK TFTKSKRIEI 
IVEFEPDVEV TQEQEIFLSW 



LATFGEVPSK SFETTATVDE 
DMDGTAMAAV NEDKNNWIID 
VARKTLESRM LGSSWGLTLF 



> RXA00071 (1-1452, translated) 484 residues 

MSITTHVQAL TTALNAI DNH LASMXDHGVT PDQYKAIEPD LIALEHTINH HATIAAQTXA 

LAERTXXXXX IGSTHLIDYL TTTFGLSKAR AHHRINLAHS LYPIPKPNSG SGNGGNGGNP 

DGGPDGGDSG DDDSGDDDPD PEPDKPEDGK PDSDKPRRPR ISAEKHAIIT DELARLNPNT 

TPSAEEXRXQ ALSXAIWRTP EDLRTWLRHQ VTTANKNNPN PITAMKRRYL SVGKPDADNM 

VRISGLVPAA TAALITANTA PLTKRGNLVD LPAAEDMRTR GQRHADALHH IMEI YNHGI V 

TPARGGTASI I ISMTTDDLD EINHGDHGDG SLLNNLYPTN TGYSLNLAEI MNLIAAKYDF 

AVLLDGETGQ PLNVNRMQRS ANLTQRIALF ASELVCSAPN CDRPQLECEV HHLDPWMRGG 

LTNLVNLTHQ CFNHHPRNDD SRSGVNGKGF MDRDPVTGRV GHYSASGEGP VFNRSAAADR 
SGGA 



> RXA00077 (1-1362, translated) 454 residues 
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MNDENIQSSN YQPFPSFDDW KQIEVSLLDV IESSRHFSDL KDSTDRSALD AALERAKRAA 
AVDTNAIEGI FQTDRGFTHT VATQVGAWEQ QMAMKGKHVK PAFDDTLEGF EYVLDAVTGR 
TPISQQWIRN LHAVILRSQE SHEVFTAVGV QNQALQKGEY KTQPNSPQRS DGSVHAYAPV 
EDTPAEMARF ISELESKEFL AAEKVIQAAY AHYAFVCIHP FADGNGRVAR ALASVFLYKD 
PGVPLVIYQD QRRDYIHALE AADKNNPLLL IRFFAERVTD TINSIIVDLT TPIAGKSGSA 
KLSDALRPTR VLPELHDAAH RLQESLFTEI RSRLDEEGKR NGLEFLLQRI FIGSPFNLPE 
GYNAFPDSYC LTLAFNSNSP KQIFHPLSIV IAARDGKRAS SDLVAATSIG YNFHAYGREV 
EPVVTESFRE RVKI YADGIV DHFLTE LAKK FQQN 

> RXA00079 (1-222, translated) 74 residues 

MGLVHTEFTP INTYGILDHV VTLPDGTKVL NPFRVI PHDT GSELI FTVRP NENFEEDCQA 
VAADLERLVA LAEK 

> RXA00080 (1-420, translated) 140 residues 

MI VLLFINLP FAQLWAKLLL I PNHYLYSGI ALFCGLGIYA TSGAVFDLLM LLGIGVVALI 
MRRYGYPLAP LMIGMVLGPL AETSLRDALL SSVGDFSILV SSPITWSLYA VLAIFIAVSV 
ITAIRGRRKH LTSQLETIDA 

> RXA00082 (1-564, translated) 188 residues 

VNVTEQSGES HIDIPESHQL PGPRPVGEGT FWEGRSGLIM PAILTAFSLY LLIGVLNMDV 
GNAAFPGPRF FPTILGIAGL LVAVALTIQT IKYPMHPENE SGRSWKFHSD YVSLAWAIGG 
FFAFAVLLPY LGWVLAGSLL FWTMTRAFGS KRPGFDVLVS LMMSSVVYLA FDVGLGLNLP 
SGLLGGGF 

> RXA00083 (1-300, translated) 100 residues 

VLALPSSIID PLWCQFAALI PPVTDTHPLR CHRPRIPDRI IFDKLIQVLV LGAS YAKIAD 
TTCSATTLRT RRDEWITAGI FEQLEQICLE FYDRIVGLDL 

> RXA00087 (1-528, translated) 176 residues 

MIGGI IGLIL SVI IMAEKLA I LEDPGHITS CDFNAVLACG DVMRSGQANA FGIPNPLIGI . 
AGFAAVAIIG AGILAGGGFR GWFWFGAQAG LTFAMMFCHW LAYQSMSVIR ALCPYCMGVW 
TVSIIMFVLV TAWNVKTFSG SDSTFVNALY KYKWVIAIVW LLLIAAAAVW SFRYMF 

> RXA00093 (1-2223, translated) 741 residues 

VTTLLAATRP TLRDAFKHPW RSLAAILLVA VPMFLVSFFL TYDQSINNAA SYPGSQVQAH 
YDGEGAYQLL QENLPEDFHL ELFANGYPEV SFGDEEVNFF VVQSTNVQQA SFPADALDVL 
GATIGDTVTI HGTPVEVQSI SPTNILLPEG TLFSLENFSE SETFSGTWYF PGSNFTEENR 
QALEAVGFEV NEYRRGPISV DPNLIPSYIM GFLSTTILAV VALMLISPVF TISASRQTRT 
FAL LAS QG AT PRHIRWAVLT YGLFAGLVGA SIGLVLGQIG IYGWWKYTYP EFSLTTPWLV 
LVGFWALAII AS T I'AAFL P A VFVSRSSIIN " GI'YGGISDKl" I RWSPRMLIG PI VLIAAAVI 
ALFIGDGEWG GVVKQLCFLA AVIALPASVP AVLWALGRLP GLTFKLATRD MLRRSMHSIP 
AIGALAAVIM LGTFMQTTGL ATQAS DREAT ASVYPEAVFL RGDTQIPGLM GQKIDVYGDN 
HGFGI YELDV DFYSANYVPA LTSFFGGPVI ATPKILDMFG VHEQADI YAP STYNSGLQEY 
AIYPGDETYM LDTAAVLPPL YSHVLLSPET FEEIGGQTEF LGTIVLPQEL DDQTVQAINR 
SRDAHFSHDG HNSSLASSAA LTAVAIVVVS LVI VLANRKL QQHALIAIGA TPGTI YKVNA 
LNAALLALVG GIMGLVSGWI AALLTGTTDE IVDGAILNYG TLEHMMLPWP LLVSLLVVAP 
LVCAVIGAIA SPSGRHQEAS I 

> RXA00096 (1-303, translated) 101 residues 

MTNAGDNFEI RMPSGTDDPL SDAEIQKYRE EINRLDREIL DAVKRRTKIS QTIGKTRMSS 
GGTRLVHTRE VAIINQFREE IGEEGPALAG ILLRMGRGKL G 

> RXA00097 (1-1161, translated) 387 residues 

LFTNFFAVNN PDSPPARQKT KLRELEHRFW QEHLPGDDDD HSTAISSLAI VTGLTKAQVS 
RISIAFATLA DLPELKALQQ KLYHLDLSRL ITISNELAGI NPDNLAGADA ILTEYLTATS 
PNQILPSPAS IGRKIKEIRD LLDDARATGS RGTQDDSSFG VTFSPDGTAE IGASVDAVDG 
HI INDAVTQH AKKNDLTYGE AFSDILRNNI QVKVVLNLYT AKDLANAPVW ASGIGWLDAK 
TGTFWSEKAN KEQDMDAAAK ISTDKHDPPP ALRDALIGRD GTCRFPGCSV PALKTQADHR 
I PYEEGGETC LGGIGCLCQH HHNMKTDGRV TYLLDPFSGI I VWLMGDGTW AVSEPNGPLN 
PKNARWAQTV AQHRARHHKR WVKEDAK 
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> RXA00101 (1-408, translated) 136 residues 

MRLILNLIWL FFGGIWLALG YVFFGIIACI FIVTIPAGIA SFRMANYALW PFGRTVVRNP 
KAGGFSALSN GLWFIIAGLW LAIGHLTTAA AQAITIIGIP LAIANIRMIP VTCFPFGKEI 
YDSNRIPFGY EPMVKF 

> RXA00108 (1-543, translated) 181 residues 

MKKFFVAGAV LSSALVMAAC SPANQSDSTS TSVETTSSSS TQVSDAVITT ENAVVRASVE 
DSDMTAVFAT LVNNSDDEIN VSGFTADVDA ASFEVHEVVD GVMQEKPGGF VIP~AGESIEL 
APGGDHLMIM GLANPIEAGD EVTVTLELAD GSEVKLDPIP ARTIAAGDED YGDLGTEGHE 
G 

> RXA00110 (1-549, translated) 183 residues 

VSNKDGLFTD GNSTFAPKVD SIPLSDVDTS VSGEASIGTL ISNATSQMSS LFRAEVELAK 
TELAGEAKKA AIGGGAFSVA GVIALYSSFF FFFFVAALLS EWIKPWAAFL IVFLFMLVIA 
AALAL FGWRK VKKMGAPKNT IQSVNQLKNL VPGQASEKLE KANKRGLYTS ASFHSPGAIT 
GDH 

> RXA00114 (1-489, translated) 163 residues 

MKLLKFAAAG TFALALAGCT QTESLVATIE SATSAAQASG NDVEGDQTSA FELSVGECFN 
DTYEEEI SEV PIVDCAEPHD NEI YYLYDIE GDDFPTDITT TGYEGCLPTF EGFVGAPYET 
SIYEVYPMTP TFGSWTNGDR EVVCSVYLAT GEQMTGTAAG TAQ 

> RXA00117 (1-591, translated) 197 residues 

MTSAQPITSV DAQTLKSWID KHEGLTVIDV RTAHEFSNLH IKGSYNVPLT TLAEHSEEIS 
SRVGEHVVLV CQSGIRAGQA QQKLAPLGIS TVAVLEGGIN SFAKADGDVV RGTQVWDIER 
QVRFAAGSLV LAGLAGGKFL SPKVRTLSGI IGAGLTFSGV SNTCAMGKAL SALPWNKTKP 
VPTETETLSK LPSPKEN 

> RXA00118 {1-255, translated) 85 residues 

MQLNPDEITP VLNRLKRAQG QLTGVIRMLD EGEDCKAVVT QLAAVTKALD RAGFAIIATG 
LEQCLTNPDG DMDKKELEKL FLSLA 

> RXA00119 (1-759, translated) 253 residues 

MLEFPADVIP EN1KHIAQTK FQTEATSVED IRRAINLLSD QAERAGASFN PGFILAQVGS 
TIVEVYGGAP V AWL DAVE LL ISPDVEWVGV HGSRKLDINV SGELSGVISA GDKLGELLGD 
DWTINIVHGE YKIQIEDARP STAFLADATE LINQANSEIV PFHVRMLSNS KIVMSGFSDY 
SLAGDAITSA GKLAELARPF AHWKENV1PT IEIAMDYEPS PVADLWQGDS SETPEPFDDF 
ERLLREEMLI PEI 



> RXA00120 (1-654, translated) 218 residues 

VESLYFDSAD LRCYTEKIEG LKFRRKLRIR TYGDGVLTPE STVSVEIKQR VNKVTQKRRL 
DLPFI YALAL GDSTGAAVGE QVDVEKLLEI SPENQHALIH EMAS FAKNYR LRPIATTKYH 
REAFVGADAE ESSRVTIDHG VSGRDRDFLL GQDLEDRPTV AQGLAVVEIK CDERVPFWLT 
DMTAQLEMSV IRMSKYCETI EAFHNRPASA FGAVDPIF 

> RXA00121 (1-711, translated) 237 residues 

MLSDLSSIFD FQDLSGTFSV VDVLITLVLS FVLTSIVGVV YQKTHRHISY SQSFVQTLVL 
VGMVIA1IML VVGSNIARAF ALVGALSVIR FRNAVKETRD VGFLFLAMAI GMTCGTRFYV 
LAIAATIVVC GVLFIMYRFD WFKADIQRQV IKVQVPADGQ ADSGRSYAEE VELILAQYCT 
SFEMMSAESV RGGALTEFSY TAQMRKNVKP HELVAKMRDV NYGQKATVLT GHDQTDV 

> RXA00122 (1-1623, translated) 541 residues 

MNRRLFLGTS AAI IAVGGVL GGVQVVPYIS SGEIQTSASS TATI DVGAGN VDIFDTSVSH 
EISLQVSQES LDEMLADYQE DGSKTWVKAT ITIDGVTIEN VGIRLKGNST LSGLGRTSEE 
GGPQAPEGVE EFTDLSEEEI AQFEEQFAAQ QETTDASETG ETAENEETRG PGGGMGGGGM 
GGMTSVDADD VSTWPLLISF DKYEDGRVYQ GMTQLALRPG TTVVNEAMAL ALTAETGQVS 
QQSSFTTFSL NDEPSTTRLL LKHPDENYAD ALGNGVLFKA DSNSSFTYQG EDQTEYDGQF 
KQINGDGNGD IQPIINLLKW LDTASDEEFA EHLSDYVDVE SFARYVATQN LLVNSDDMAG 
PGSNYYLWYD YDTGLISVIS WDLNLAMSGS TDAGPDDEIS MGGGGGGGMR PGGTTDTEIE 
GTATEDMPDM GNMQQRERPE GMPDMGEMPD MGDREGGGSM GGNQLKERFL ASDAFTEI YE 
QVYWELYEEM YGSGTAIELL DEIAAS I PET DAVTADEIAT EVASMREWIT ARTEALAALQ 
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> RXA00127 (1-456, translated) 152 residues 

LSPYDGPHRN VLIALKEHGR ADLVAFVGAV VGASISYLAA QGEIEHDITL VPAPTRATSR 

RRRGGDPVER VCNASRLSTF PCLQISSRTP DSVGQTAQQR RLNMRVELVR QPRGSVLIID 

DVVTTGATIS ASANVLRAAG VQVRGALTYC QA 



> RXA00128 (1-1704, translated) 568 residues 

VSKISTKLKA LTAVLSVTTL VAGCSTLPQN TDPQVLRSFS GSQSTQEIAG PTPNQDPDLL 
IRGFFSAGAY PTQQYEAAKA YLTEGTRSTW NPAASTRILD RIDLNTLPGS TNAERTIAIR 
GTQVGTLLSG GVYQPENAEF EAEITMRRED GEWRI DALPD GILLERNDLR NHYTPHDVYF 
FDPSGQVLVG DRRWLFNESQ SMSTVLMALL VNGPSPAISP GVVNQLSTDA SFVGFNDGEY 
QFTGLGNLDD DARLRFAAQA VWTLAHADVA GPYTLVADGA PLLSEFPTLT TDDLAEYNPE 
AYTNTVSTLF ALQDGSLSRV SSGNVSPLQG IWSGGDIDSA AISSSANVVA AVRHENNEAV 
LTVGSMEGVT SDALRSETIT RPTFEYASSG LWAVVDGETP VRVARSATTG ELVQTEAEI V 
LPRDVTGPIS EFQLSRTGVR AAMI IEGKVY VGVVTRPGPG ERRVTNITEV APSLGEAALS 
INWRPDGILL VGTSIPETPL WRVEQDGSAI SSMPSGNLSA PVVAVASSAT TVYVTDSHAM 
LQLPTADNDI WREVPGLLGT RAAPVVAY 



> RXA00134 (1-570, translated) 190 residues 

MAVHLTKIYT RTGDDGTTGL SNFERVPKDD PRLIAYADSD EANCAIGQVL ALSSPTEDMA 

TLLRTIQNEL FDVGADLATP IEENPKYPPL RVLPEYIERL EKECDKWNED VPALDSFILP 

GGTPAAALLH TARVITRRAE RAAWIAVREF PSTTSTLPAQ YLNRLSDLLF ILSRVANNGN 
DVKWVPGGKR 



> RXA00140 (1-186, translated) 62 residues 

MSDESIEEQE KELAALKAQI DELEKKDKQN KLI IEILSKA VEKNVAEAEA KRARKYPPNP 
LW 



> RXA00141 (1-462, translated) 154 residues 

MTTDSNSATI PTPKPIPVTI DRISLIMKEF GIDLSIADEQ GTGSQVASAN LNGHHVMFAV 
IGSVLIVRAD RATEMPVSDG NPAWHLACNQ VNCFNFAAKA VVVDRTDNIV IRAEKDVPIA 
AGLNDIQLSA MLKNAI DHVL AIQDAVANAG KEIG 

> RXA00142 (1-477, translated) 159 residues 

VPQSPTAHDP NDIQEFNLDA VAGILQDEKL DYRIDEHDGE KVIRTGFINA AISFILLDGS 
LTMEAMWRGA PSTDAAAQVL AATNEWNLTQ FAPTIRFFEL NEGTLAINAL RHVVVSAGMS 
HNQVGSYVMS SIESAVQCFE WLEQQFPDLV TWKDEHHDH 



> RXA00150 (1-774, translated) 258 residues 

MVFSMHDKGE TQENPADMSG RLNTPISTVF HFFSSLFHDA LRSVAQWSAW KKIAVSVV1V 

AIISVTFLVD VPPISVYRDW ANN AG DAFVL VFCAFYILIT QFPIPRTVLT LASGVLFGPV 

LGSVVALGST TVSAVISLLI VRGLLGDWMA PRLTHPAVSR INTRLEQRGW LAITSLRMI A 

AIPFSILNYV AALTSVPVFS FAIATLIGSA PGTIVTVVLG DAVTGSGNWT AVAFTVFLAI 

LGVLGIFLDQ KMPVKPGK 



> RXA00151 (1-597, translated) 199 residues 

MWALHARYRG RDTRRAELVK RFAEALSTLE GAGQFEVIGV EDIRAHITSP LTTCDVVMAL 
LAAG DWAIGI GVIPTVDGTV DESDEA1IEQ VKKISSDALR PTAKAGTVKV RIAGTKRDNT 
QAFNISAAFT LIGQVLSKRT IEGREATALV RSGLNQNEAA QELGISKQAM SQRLQAAGWQ 
AESAGWQLAV NLIEQAGKR 

> RXA00153 (1-426, translated) 142 residues 

VGAIIWFIGA LVLAGLELAV GEFTLLMLGG AALATAGVAL IGVPVWAEFV TFAVASAALL 
MFIRPAIRKR LLKPKVLDSS PRALVGHRAE VLEDVGATSG QVRLDGSIWS ARSMDPTHTF 
AEGEIVSVID IQGTTAI VWK EA 

> RXA00154 (1-843, translated) 281 residues 

MSFSDPYAGN IFGGHSRNKQ PEYPDVPAKP GLVVEVRGDG FVGAVTGFER TYDGDFVRLE 
DRRGRDALYK LRKGAFMIDG QI VNLTRFVE KQAPRKSNSG SRRVENAQAK VAAPSRIWVE 
G1HDAAI VEK VWGHDLRVEG VVVEYLEGLD NLEERLAEFQ PGPGRRIGVL ADHLVEGSKE 
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TRMTKSLPAD VAVTGHPYID IWAAVKPERL GLKAWPEVPY GEDWKTGICK RVGWSDPKEG 
WHRVYNAVNS FRDLDYTLIG AVERLVDFVT NLDLSKEDVL A 



> RXA00155 (1-783, translated) 261 residues 

MEIRANVYSP LQNTAVWLGA WLYELVPTED VIDAFVDLGG PHTFGDGGLL DMLRTLKELT 

STLIDAPFHG PILTLALSGP GQVPALPAGS RAAVLAS AS K EGALVLGGVD KQHSWALIPT 

RGKDATEWNL VEVEGFLPAI ATVSPGEADQ LLRQATDQAA NIIELSGYAS LAPKSLKNPR 

LTVGMLSDFY DTPGLPYAVP ERSAKLFARA DRVAA1AETV QET1GDHSLD PQLIFLWSHI 

RTARMAGVSY ALAE FARDYH S 



> RXA00159 (1-1182, translated) 394 residues 

MENVSSVTSD GSVADVHAER WQELLARLDA DAPDIAEGTA AKLLATI PGY ELVDAGPIRE 
SSIRNTALII RVINAGTEPK AEDLPEALRL ADERIAQNVP LGSVLHGFRM SLGEILEHLV 
QLGPEYNIDP GRMLRWSTLM WAVNDAFSTR ATRVYRDHEV ATAIADSVRR SEWIGKAVSE 
GSELSELLWG AAMYDVPADT PLRALAATSP DHAKAETQIQ KWTQRAGVRV LASVQPSVIV 
GIVIGEPKRN VDGPGFAVGL GRAEVLSKLA DSYKDASLVL KAADNLKLNE VQRAQDLSWK 
LAIHASPRVT EILAQKYVKP LRESGEFAHE I VESLRAYVD NQMNI PAAAR SIPVHVNTLR 
YRLRRFEELT GCYLEDTSTV IEVSWVLEVF GREL 



> RXA00161 (1-462, translated) 154 residues 

MSEPGPSGVK EKKKVKASHI VFLLICFIAA CALAWWQWSR FQSGSGTFQN LGYAFQWPLI 
GAFFVYAYRK YLQYENESIE LENMEAKMMA EQGKTPVAQS EQEDSFVQLS HRPSLVEDDS 
VKEIDESFLP SRPTMDVEEF NRLNDPHARR RRKA 

Q > RXA00162 (1-354, translated) 118 residues 

CO VSTTTPIHPE RKKRVRQALT MFS IAAWVTG VFLLALVAEM IMKYI IGMDL PEWARFVPIA 

p HGWVYIVFLM TTLNLGLKAR WNPTRWVTTA IAGVVPLLSF FVEHNRRKEV TQTFQLNS 

t\ > RXA00167 (1-261, translated) 87 residues 

f ! s MYLLNPPVTE PEILTVNEIP TVVAVFDNHP MNDMPAAFDQ TYQVLFPTLG AKGIAPIGPG 

^ FALYTSEPTD TVSFEVGMPV SQPLEGE 



> RXA00169 (1-2073, translated) 691 residues 

MSLGNPAAML AAYNTSTQVA PQPQLGPRAG EVQLSSEQQA MI DYVLAGKD VIVDATVGSG 

KTTAIQRLCS IMGADHDVLY LTYSKLLKVD AQQRVRGAKV QNYHGIVYPH LLKAGIKCGI 

SESIREFNKN FKHISRTFPS YDLLVTDEYQ DINEDYAELL RNIKSVNPLM QIVMVGDLEQ 

KVRSDTTLDP QEFAAQLCED PVFAPFTQSF RIGEAMAAGL ADAWNKPIVG ANTAQQIEYR 

SFAEAVVLIQ STEPSKLLCL GSRNGQMSDA LNVVERKS PA KFNKKTVFAS IRDGDSQIAH 

PNDAAVFTTF DSSKGLERDT CVVFDYDEEF WDMRLGYPNV DPVVMRNVFL VAASRGKNKV 

VFVRSDSLQA AYEAGADWAA GLAVGVVDNN TEVAPEVDAH TPAEESKGDV GEVQSQIERM 

MGFIPVSVFK ELPELAPSEY ARPISVTEAF DFKYAENVEA CFDLLDVKRL DNGKGAAIEV 

NRSDGLI DLS PTVGNFQEAV FFKDYNVHTA LSAYPSQFAK NLKRLVKKNN . SVWRNCLIVT 

AASTEQMRYV DQVRSSIPVA AEKALVSRLS TRLNADSRNQ I PLILDGEAV QSKVVRTPMS 

FAGVADAVHK GVLYELKFVS ELTHPMFLQL AMYLVMSGMK DGILWNTRTD EAWQVRVPDP 

KRFLNAVVLC VSKQDYRVGN FDLPSTGGGA R 



> RXA00170 
MLLAIGVASP 
VVIEYHEHVN 
ARLMAATGCE 
AIYWHPDTGA 
LTGGAVWGDI 
LATQRVWDAL 
LWLQYQNTDT 
SSGSSSSSQE 
FVVRKGHYDR 
FLDCRTYTFN 
PEISQCPDHV 



(1-1854, t 
VAQAQVEDQF 
DSKDNVEELP 
AMWPTGFSVC 
YAVTLDGLRQ 
KQRYEELGGS 
GRETGRLGFP 
PLGWPIPSLT 
MTLFSQRAQY 
YRNEGWGYLK 
KNSGCKEMHA 
NLYNKLRI 



ranslated) 
ELVKEISDEQ 
LPKRDIVAGE 
GRILDAYRQV 
WGTLNWESGP 
NHAIGIPITN 
EADETPEVSG 
SLNESLEQEF 
VDCKNLPDLD 
NYCKHNFANH 
PQWVTIIYNP 



618 residues 
FADDGVDYVP 
MRSDVIELPE 
GGQLSWLGPP 
LGYPTSGPMD 
ELPSGTEYFY 
LFHVVNFAER 
TRGVVLGSGD 
EQRKTENNIE 
AMAEAVVDKA 
HTFTGANSNR 



NRNAPTVKEQ 
GVSKDEADQV 
KSNELTNPDG 
TNYPLTQRQT 
NNFFNGTISW 
GVIAWNGILG 
ALTWI PDDEE 
KNGGPIKKEY 
VIDYGSSPGT 
PKGVISAWCN 



LEDFESAHPE 
EVAEARLNEG 
VGKRSEFVGG 
FQGGDNYYNP 
RNDRQTRFMY 
ARELYGDVYS 
RSLEDFLPIG 
SSRGFPTEFR 
SYYKFEKTVY 
STPPGGIEHE 



> RXA00171 (1-231, translated) 77 residues 

LAAEVKRLRE RDDARDQQLG VLNEAMFSLL GDGLDRFRES GDEAS FNAAL NYQAVVAPEM 
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FKTVYGVDPS TGEPIPT 



> RXA00173 (1-333, translated) 111 residues 

MSTTIKAAAP YSLHAHDLEQ LAVDLTLVTT FDSNAAVDVT PTHTEAPGFT LHEGTDTAPM 
APTLVVPISS DISTAVSEIS TLVQQARTDA ASAIHEAEAE FYNQLAAVLA Q 

> RXA00174 (1-285, translated) 95 residues 

MPNHPPISTF DDRRSAMREG ITDYLANTNA NGLGGYSISD THLDNLAEKF TRTHGEAQYD 
AGFDPNDLEP ETFVRDIEMS WDERAIDRAL IHTQL 



> RXA00175 (1-630, translated) 210 residues 

MAVCQLPQPE KTTLI KKDLL LMTSTTNSTA MFNDHLI PMA ELDEQALRDS VGSWAQYKHP 

LDQRKEPELV LIRRVNSSER VWVLSFTDLR ADAGLVPRST PNADPSNIRN TIFSVAVRDL 

VLDRSLPRLL NLNGQPPAGE WEEGFVYVDY DQSDTVDGYL IEHSEPVSIE SQTTGEMHYF 

DKVPGGVAVT NNPDGTEQGD ARRWVSHWES 



> RXA00176 (1-159, translated) 53 residues 

QLMYSTSSFT TVKQTIGIDL AELIQGRALG QAQGEAQGKA SAAALEQAPH NEQ 



> RXA00179 (1-459, translated) 153 residues 

MIAIHAIAAI LFLGPATVAN SQFHVRAYDA HNGNTQAAGS AKTLFKISQS YGMLSLLVPL 
LGIAIMLLDW SFYKSEGQFH AAIALSVITW ALLLFVI FPR QKKMMGALDL LEDDEQAAKT 
O YEIENWDKAK SQLSMFGGIW ALLWVIIAVL MFI 

fji > RXA00180 (1-540, translated) 180 residues 

(2 MKNFIRVLIA FSVFLCIYTV APHIGRGPGD LAPVTAIPQR ATVLGYDRAS MFGGWLGGVR 

rS EGIVDEAGDT DPYSGNRLDL SSAEVDHILP LSAAWDLGAH RWSAGERISF ANDPLNLVLV 

?'! SKAENQEKSD QLPSEWLPSD RSARCWYVER L FA VAN A YE L PLPENDIRVG RKQCGFAKPW 

H > RXA00183 (1-852, translated) 284 residues 

W MTESRRVKMD NVI YANFGSK QRVSTPDDRT QVINKSRHKQ FSPAGTRTVM LTEKNADSGR 

- RSRGEQYYRN GNVTGMTVLE GRVECTVAGS QNEPFVTTVT FPYRSSEKLR EAYAAIADTP 

Q NGLRLVRDGH LTSSMLDHLV GSPDESI YFD CTCPDRSLVC KHAVAS AY H V AEKMTANPGL 

[fi ILDIRGQGMA GLEALIRTYH TKVETEPEDN DSFWNGRELP ALPDPKIAPA IDDSDINYLH 

f\l . KALRMVS YTS LEQLRAVSDI EDMYEILVAN HPDNQQVYEE EDTD 



> RXA00185 (1-2628, t: 
MRIHEI I IDN FRAIEHLELR 
KATQPVDRDV PISITLEATV 
ILESHLDTSL LDAL FMKQGE 
YLKFYTNSGK ANTRFLQFSK 
PKAEEELAGR KAELEEAQKV 
EVEKAEAGQE NLAQEASREA 
EHLTVMLGEL DRIGQRLYEL 
LSASTPTDIQ LGDDTVSATD 
ALAELLDQLD VSDLDQLRER 
EDLDPSISVD DAQTQLNEAE 
RNLSSAQVEL DRAVAETSDD 
AAEANVRSYK TAVSDATTEL 
ARRLYALMVF YRDESRKRYA 
LANLSGGAKE QLAILTRFAI 
KDSQVFVLTC VPDRYNYVEV 



anslated) 876 residue; 
DIPDQGVIVI HGDNEQGKSS 
GTVRFRIHKR FLKSTAAELQ 
VEAGISAVGI PTLTSALNAQ 
QVETLRTDLD EANAEVAKLS 
KAQATEILAQ FSRAEEQLEQ 
EEFLALSEKF EAARAAETLA 
RSVQHSSVRV SQRDI DALQK 
AGTTVALDRE LTVVVGDVTL 
FTAQEQRDAD IAELVREQQR 
ESRELAAEAH KHANAALDGL 
EVDAAVQRCA EALAGVRVQK 
VRLEGLIGVA AGAKERLDKV 
APFADKLSRL AASVFGESAD 
AELVAESSAQ GAVPVFI DDA 
TQKHSIESLK TANALL 



ILEAIKTVLN SKHRTTSKTI 
VIEPRPSNHR GLEAEAALAE - - 
NGNTEDATED TALMEAVEKE 
SHVDRVKRLE IDRDQATAQL 
ATGAQKRRKE LRNKLELAQT 
VEKVKAARQS VAGIKNRDRK 
AITEVDIQRT LVEAQQGSIT 
VINPGKTAAE SRTDFESAEA 
MSGGTETTVL RAELEGLHVP 
RSRPVDKALT VFNAQLAALQ 
QEIEQVLAKT NPDMAQRLCD 
KSALTAAENR FESEQRRAHA 
FDLDDELKIS SRSIGPRTVD 
LGSTDPERLT RISTLFSDAG 



> RXA00194 (1-285, translated) 95 residues 

VAGSSHTIEP EI YRGVSTLD EPSAAWGWHG LKRNTIQLAG WISVLFMLGY NFGNHKGHVE 
TIWLLVITAL LVIGLLIHLF EPKALPGSHH HFSQQ 

> RXA00197 (1-1011, translated) 337 residues 

VAAYLLGVVL FFLGIAVTI A LHEWGHFITA RIFGMKVRRF FIGFGPTVFA KRRGETVYGL 

KAI PVGGFCD IAGMTAQDEL DPEDLPRAMY LKPWWQRIIV LSGGVIMNLI VGFLVLYGVA 

VSSGIPNPDV DTTATVDTVQ CVPETQISAT ELSSCVGSGP AGDAGIEHGD KILAVNGQEM 
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ASFTAIRDAI LELPGETATL TIEREGTLFD VDLQVASVTR LASDGSEITV GAVGMSSLPP 
TDVYKKYGPI EGVGATARFT GDMISATWDG LKAFPAKIPG VVASI FGAER DVESPMSVVG 
ASRIGGEFVE RSMWDMFMMM LASLNFFLAL FNLVPLP 



> RXA00199 {1-1419, translated) 473 residues 

MEDLEI FDRH LQHSDFEDQG SIGLELELNL VDKHMQPALA GHAVLSHLDD EYQSEIGNFN 

VEMNHPPLSV KGDALRRLEQ GITSRLGRVR AAATSENVNV AMIGTLPTIT PEFLEDPAWM 

TQ ENRYRALS NAVMESRGEL VHINI ADREQ I IHDFTDLAP ESTCTSIQLH T.QT.APNKFAA 

AWNASQAIAG VQAALSANSP LFLGRRVWHE SRIPVFQQAI DTRTPELVNQ GVRPRVWFGE 

RWITSVFDLF EENVRYFSPL IAESRALSGT PMMKGKSPAL HYLNLHNGTV WRWNRPIYAP 

GEERSHLRLE NRLLPAGPTP I DITADAAFY YGLVKYLAEE NRPVWSRLLF PDAEKNFQSG 

ARSGLFARMT WPTLGQVNVA NLVQEHLIPQ ARIGLERLEV NKDLIDQYLG I ITERAKSRQ 

NGATWQLRSL NKLEAHGSMP GSDARKAGLA AMLQQYLQNQ ESGQPVHTWA IGS 

> RXA00200 (1-303, translated) 101 residues 

HYAGVTEIPE YRISPDHGGK STLSPFQDWA GGGSMGTAEA VNNAYEIPSY LRN DWGRDWG 
SIERYSLRTN SNGDAPKVAD INLETIQRSG LWNPGHMKVD E 

> RXA00207 (1-318, translated) 106 residues 

MEMKLKKASQ VSTATVVAAG LIGGWLTARE SGIRPLGTIP LAASGALAAR SWNEKKGPAV 
ATGLLATYVG AFGLSHPLAK KIGAW PAVLT VTAGAAAIAY AVSDSQ 

> RXA00211 (1-663, translated) 221 residues 

MSFLIRVLLS DTPGSLALLA EALGI VEANI QSVDVVERFP NGTVMDDLVI SI PRDVMADT 

I ITAAEEVDG VEIDSIRPFS GTVDRRGQIQ MLAAVAHQRR DITAAMEEMV DVIPRTMTSG 

WALVIDLKGP ITRIAGSLAA PEDDGTVPEN IVLKEARMLN PENDPWIPES WTLLDSSLAI 

APIGKHGLAL I IGRPGGPDF LASEVEHLGQ VGDIIGAMLQ K 



> RXA00218 
MSARNPFRPT 
EDAAASQGWI 
DPTKKDPTPT 
IALVAAGLPE 
ELAAQISKGY 
VPDGELTILY 
FTLPYMREHL 



(1-1140, t 
FGVSPTVLAG 
TLRAYPDNSM 
LISRLRELAT 
GIDRLLQHEG 
PYSMQLTGSL 
AIAQLSKNGE 
LNSPHHRPIT 



ranslated) 
RDSLLQSFKL 
VDGLVNSAIP 
RLQKHGSGIL 
TTFIRRAERI 
AWARSTLDNS 
MVSTGDIAHL 



380 residue; 
GLAEGPGSPF 
EALQNLDGPQ 
ITLDELQSAN 
LLNPVNHEDS 
DTIQAEQVDA 
MGVKPNALSM 



RALLISGSRG 
SKRMLSGVAI 
VDLLHVLATA 
VEMFLDTAAE 
VRDEVVRRMG 
QRKQLLSRGL 



MGKTVLLNEF 
PGIATVTAIA 
VQDLLRDDFD 
GQRHMTSEAA 
MQVHEPSLHQ 
VEVPKYGFLN 



> RXA00220 (1-504, translated) 168 residues 

MSAFHIRAEQ SHDISAIHDV TEAAFTGIEH SDGTEQDLVD KLRAAKALSL SLVAEADGEV 
IGHIAASEVL IGGGVQGWFG IGPVSVRPDK "QQQGVG'IALM" GSALDQLRAE GAGGI VLLGD 
PGYYRRFGFE VVPGLVYPDA PAEFFMAVCL NAPAFPQGVV EYHSAFGG 



> RXA00222 
MTPTADIWFK 
GLLPEGRRLS 
DFSAALTESG 
TKNKLRIELS 
IAQALTKVCA 
VYGDTTMALE 
FDTRMNRDLA 



(1-1146, translated) 382 residues 



DTLAAHFTRD 
SLRRNIKASA 
IADPVALAGV 
KVEVLHDKHG 
SPILAMRNLA 
IQGSKKDLSQ 
RVLKHRRSAW 



GDQTTFSYTA 
DDELSLLLAV 
QDKASARTIA 
RSGLLVHRFD 
FQIAVAWLSG 
KKFLKFCTS I 
GA 



DYAGPPIATS 
GADPVGAVAI 
VPVASDAILK 
RTPKGKI PVE 
NGDLHAKNIS 
GLPEKTAMSV 



LPINSEPVIT 
FPHGENTQPA 
LSPPEYPYLV 
DAGQVLGIWP 
I INKGRGFEI 
ANAALLATEN 



RSGAI PPFFA 
PPTVDFDDEL 
ENEAACYQLL 
ADKYLVSYED 
SPIYDIPATA 
AAETI LASGN 



> RXA00230 (1-720, translated) 240 residues 

LIHEQDVQKL LNYITSHFGV DPERWFHPEG YQS IALAILD S I YSTGNRYT GVLNLVNRYC 

GLRANEGSHP EADTATDLIE TFYRWGGVDE FVLKTNNRWR TSSKIHAPYK AYAALEAAKV 

LAGHSIESIS DVVGRFDSRE SREHSDIARE WLMITGQSSA LTWSYFLMLV GVPGVKADRM 

I VRFVTHVLE RPKEISRHEA SRLIEEVADI MCVNYI YLDH TIWRFQSGRP YLQEDSSPFE 



> RXA00232 (1-510, translated) 170 residues 

MNDRAHQRIG DIERSQALDR LGS YFADGYL DIDEFDTRTG AAAIARTAGE I DVLFTDLPE 
QQASTAVTPV QDDTEKELDL VLQRGKKLKQ IDSAIWAVVM VSFFLGLFVF NVPYFWVVFI 
LGGAASAGAR FLLKVDDADE KLFEELHSKE QSEREARLRI AAQRRRELEQ 
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> RXA00233 (1-417, translated) 139 residues 

MSVNEADLNA VEEQLGRAPR GVLDISYRSP DGVPGVVMTA PKLDDGTPFP TLYYLTDPRL 
TTEASRLEVA LVMKWMTDRL STDEELRADY QRAHEHFLAK RNA1EDLGTD FSGGGMPDRV 
KCLHVLIDYA LAEGPHHFL 



> RXA00234 (1-540, translated) 180 residues 

MAKQ KKTHKG LVPVSSRERA "SES V SAT RA P~F RLG AVG I G ATI ALVVLLILF VIAIPVRNYF 

QLRSDIAQTE ASIEAKEQQI KQLESDLNRY QSEAYIREQA RLRLGVIEPG ETAFRIVDPA 

LDTDTSVTSD GNEEKPLGAW YENLWDSVTK PEALGEEEIA PPAVEGEVPT LAPTEEATVQ 

> RXA00236 (1-726, translated) 242 residues 

MVISFVGWAL SFMDGTAPIR QLQQIPEDVP PARGVEVPQI DTEADGRTSN HLRFWAEPIA 

QDTGVSAQAI AAYGNAELIA STAWPGCNLG WNTLAG I GQV ETRHGTYNGK MFGGSSLDEN 

GVATPPIIGV PLDGSPGFAE IPDTDGGELD GDTEYDRAVG PMQFI PETWR LMGLDANGDG 

VADPNQI DDA ALSAANLLCS NDRDLSTPEG WTAAVHS YNM SNQYLMDVRD AAASYALRQP 
AI 



> RXA00237 (1-378, translated) 126 residues 

MKLSHRIAAM AATAGITVAA FAAPASASDF ANLSSTNKEL SPQYNWVACG ILEGGLKAAG 
VLEEGQYNRE LAEAIAAKGE GFWTTQFPQI GDWNEDQAAA LADRAQTCGL VKADTYLSEL 
SSNFSS 



> RXA00238 (1-369, translated) 123 residues 

MKKLRFATIA AATVALTASL TPSASAQDFN QIIDNFDCGI LQTAI YTTGL AHENSTRSEL 
AANLRNSAAV GQLDFPLNIA ATGYSERIAN RALTCGI VKE DPQDFLSQLQ LLSSNLSSSF 
FTA 

> RXA00239 (1-585, translated) 195 residues 

MRVVVVDPKH PVLPVSFLEA VLGRGEPVSI DPDFPFDIEK WGIKTSTSAS WFIIAKPQST 
LLIDAPLNPL HEAVGVMRAA VGRGEWERTQ THESLI PYLE EESQEFIEAI HGGDDEHMKS 
ELGDVLLQVL FHAEIAARQG RFDI FDVAAS FVAKMQSRSP YLFDGSTGIV DTDEQQRLWA 
QGKAQEKLSS EEGRR 

> RXA00240 (1-210, translated) 70 residues 

MGI FDEAKKK ATEFLDSDSG EQKSDGLLDK AADKAKGLLG EDKADQINKV RDAVDER1GK 
NNGGEENPAN 



>_ RXA0024 2 .(1-1203, translated-) 401 residues - 

VNEWRTVSLV DSTALTVIIS VAVFTSAVAL LGVVKKRSRW RVLGALISSA VLTSGAWVVI 
EKLWKPFPDP NPWTI YLSAG LAVFPLLSIL FRTGRTRILM ATLTVI ALVN TAAVINVIYQ 
PYPTLGSFNP VPTAVSMSYA DFESQTTAPT MDDREVGALV QVPLAGTTDD STSGFDARDA 
YAYI PPAYWD NPSLQLPVLV LMPGNPGQPD QWFSSGNADQ TADNFQATHD GISPIVISVD 
GTGSFSGNPA CVDSDAQSVM TYLSHDVPML IKQKFRVNQD QRTWTIGGLS YGGTCALQIM 
TNHPEAYGSF LDFSGQEEPT LGTRQQTVDQ LFGGDEDAFK AVNPEDLLNQ AISSGAHTYS 
GISGRFIAGS NDKSAVSALS HLDNLSNQAG MSTTFDTVAG G 



> RXA00244 (1-636, translated) 212 residues 

MNDQLWEGDT GTLTFGSRKA LVQLLKGPMV NALQHVEVWR AITTDQDALN AVLNNLFLEL 

VLDEDAGVAF TRPANGRQEV LVGNNKTEAM PKVLRTETLS HFDTLI ILIL RQELTMAPPG 

ERVI VDREEI REQVLLYRVD EERDEAKLAK RFDAAFRRI V DYSLAKKTET PERFEVSPAL 

RQI FDADTVA GVRAEYEKFN KAAHDGNEEE QK 

> RXA00245 (1-1485, translated) 495 residues 

MTVVSHALGF KRFRQESLEL SLLRSDNFPV VLAVVAQYFP QGAIAKPASE LYQLLSDDFR 

VLREEGFELP KSPSDYVSDW VKSRWFVRRP GSSQTGETVE PSEELLAVLD SVQRWDNPHR 

SISASRIESL TQALQTLALE SDPSTAKRLA ELERERDRIE RQIEAVHAGE FEVLTTVQIG 

DRVADILDLA ASI PADFARV RHELSDLNRK LRRQLLDPED SRGDVLEEIF RGVDLIGDSD 

AGRSFNS FFD VLLDRERSSL I DRWIREVLG RDEAI DLDSK LRTGLYRIFR DMEDAS FEVN 

GEMTGLARSL RHYVTTEEFA ESRRMIQLLR DTRSAAAKAA EAGEVTSLNH MDTPLVRIGM 

DVRSIAGLKL KNPGEERVED LPEPVEEQEL DTEVLMEQIR ASEIDFEELE EAVSLVLAEQ 
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SHATITEVLE HFPATQGLAS I VGLLYLAMR DGVPTGRAQI VEWESDDATH RRRITGWQFI 
RGLNSEDLAE SEMDK 



> RXA00247 (1-927, translated) 309 residues 

MQTLI FIAIA GVAAQLVDGG LGMGFGVTST TILIMLAGLG PAQASAVVHT AEVGTTLVSG 

LSHWKFGNVD WKVVVRLGIP GAIGAFAGAT FLSNISTEAA APITSLILAL IGMNLVWRFS 

KGRIRRDYSD RPHSRGFLGG LGIVGGFVDA SGGGGWGPVT TSTLLSLGRT EPRKVVGTVN 



TAEFLVSLAA 
TLIVTLNLPK 
PKGQKIKST 



TLGFVVGLWD DLVANLSAVL ALLIGGAIAA PIGAWMISRV NATVLGGFVG 
VLNVVGLDFI PTGLIQVTVL LIGLPLTYLG FRRYRKNLLN ETISSEVVSE 



> RXA00248 (1-723, translated) 241 residues 

MIPLITLSHG SRKKSAAAGI TALTHEAGRM LETPAVEAHL ELAEPSLDQV VATLSAEGVT 

RAALVPLLFS NAYHAKIDVP EAVKDASEKY GVELLVGPHL GTGSDVASVL AQRLSADAPT 

DAHVILYSVG SSHVSANESV I DLAHTIALL TGFSVEVVPA TGGPGAGGAG VIEVASKHKA 

VHILPLFVTE GLLLDRAIDQ SANIAAATGT NFTYSEPLTT DLAPLVAARY HAALSALLAH 
I 



> RXA00250 (1-216, translated) 72 residues 

ALGAALGQFD FVRNNIDLIF LLIVFISVVP GLVGMARKLA DGHKQANTEP QENPAVQTAP 
VKTQEAQEAP QN 

> RXA00252 (1-243, translated) 81 residues 

VFAGGVDGVA GVWSVAGAGV DVDDAAGCRA EGGQELATQL GRDNDVEIKV CVPFGHTAGF 
DGRVTRHRRG VHQRIHVVEV F 

> RXA00256 (1-771, translated) 257 residues 

MFMSLKTRRI FGALAVSLS1 SFSAIATPAA SAQELVVSTS AVNEFGVVTS DITAEQILQA 
QDLIAEMKQS EDI YEYFGAL SDVEQRSIIA AVKENPYLIE NESPRMRVQS ETPDEETPDK 
KKPSKTYKLY MSILEMMSCI NLVDVPSCAQ ALKAANIAER EAKARYPDSV TNGKGDALRH 
CAWSALMTIR IGKDAAERIG NAHETVVRGE PEEREMDLIN NALGRDIGER FIINGDETGA 
LSTCVSMANI GLLHTLL 



> RXA00257 (1-456, translated) 152 residues 

MKIKKFSITA LASVLMLTGC ATNHSSPLYS YLNASTSTTV EQVRLSDLYG EQWTEFALVC 
PYTTKDEVKE ELGIKINTYL TDSTDDSSND IVLRDKDGSY DWI YFNRFDI VYLCNGSAEN 
LKIYPIDSVL EFEHRDDYGT WKLSAITEPG NQ 

> RXA00258 "(l"-672, translated) 224 residues 

MRHTTSATST TSI IKRAMTI SAAVLIASAV GLTTSASSLN TLSATSPESP DQAATVSQAE 
SDSELDDGMK KLATKILNRA DNAENNDDTG KNLNNDDKKL NTKQPQRPAE KVAQAIELSL 
DTTTNAEKPD KSFHHEKPVN AYVTSVS YNK SNDTWTIKPS DSAVNTPTND AERISNIIQE 
ARDLGLSDDE SLTQQIAFHA HAANYLVTEW VLRGYQLANP KVLP 



> RXA00260 (1-1176, translated) 392 residues 

MHSDAVLAGA S IRAK I GALA TIYGAQNLEN VIHSVSFTDR RISPDGQLSK ELFREAWSAN 
LLIPDPSSDV EAFAWSEKNS TELAGGI FVE KMLFTVPDTG RSNNRVQSFS EELRNHISLK 
DMYSTQREEL LDLAYELMVG EAVRFANFRL YDQNLPPLTE ANI DKLRAHL REAAASASLG 
VLYLMVWRSV KDAAAAHTKH TRMSKENATT HSVTKVSIFV DQLLSGTFPC SKPFHESSQV 
PLSEATKIVF NLIMESPPME TEPSVLRNSL QEHSDWELLQ QCDEKIPDRE FLMEWLYQEQ 
TWTAEQFFDA LAMVSSSEFR ICAPGCAHQV SADIATQVLE FHDRVSFHDD RKSAMLAAEA 
TIIGNKIGSQ ARAGDFVLGE VITKLQNIPG EV 

> RXA00261 (1-429, translated) 143 residues 

MYSDKLILLF LSEQDSSYEC CVGLLDGSDG RDYIEKLLKG RKLKNHFLEW EDINKADVAR 

EEI YKGQLVH LVFVTALSTP GEISFVFPGQ SLMSATLEED FAALVLEEER TSFRPDLSHL 

WSLPVGWVAP GLEGFVERNS EAA 



> RXA00264 (1-378, translated) 126 residues 

LLVDSGDVQL EGVTVEPTQL AYTGINETQL RIRNIGTTPA RTVLLGGEPF TEDI VMWWNF 
IGRSHEEIAE YRKQWQAEAD RFGITHGYIS HHKDGLTRLP APELPNAAIK ARKNPAPTAR 
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> RXA00267 (1-270, translated) 90 residues 

VSVAVITRIA SSPSFIAIVA IIVAAIALFV GLNSRVGTKL VDQPVVFTQE QIDQLKELKS 

RDQEAAAIRQ AQLWSRGSSS EAVAEAVRKL 

> RXA00271 (1-990, translated) 330 residues 

MFSSRSKVLA S I FT VGALAL ASCSSDSSDS STSTDAAGGD SYRVGINQLV QHPALDAATT 

GFKEAFEEAG VDVTFDEQNA NGEQGTALTI SQQFASDNLD LVLAVAT PAA QATAQNITDI 

PVLFTAVTDA VSAELVDSNE APGGNVTGTS DIAPIEQQLE LLQQLVPDAK SIGIVYASGE 

VNSQVQVDEV TKAAEPLGLS VNTQTVTTVN EIQQAVEALG DVDVIYVPTD NMVVSGISSL 

VQVAEQKQIP VIGAESGTVE GGALATLGID YTELGRQTGE MALRILQDGE DPATMPVETA 

TEFTYVINED AAERQGVEIP QEILDKAERV 

> RXA00272 (1-372, translated) 124 residues 

MPEPETSTMG SIQKSGEWLV PAYSAYKLNG ADLFLDIRHA TAAAPVITFD VNMTMGSMTL 

IVPPGVYVEV QMASKNWSDF KVQTTNPLPG APRVFITGVA RASGLKVFTK HPHEPFGFWQ 
KMFE 



> RXA00273 (1-1113, translated) 371 residues 

MSLKLNSRRL ASIAVAVAVG VSGVAAVGAA PATAQQVGAG TPIHVVNLDR TVVDPVTGDI 

TFHFTDGTFV TLKAGVDGKD GTDGQDGVIG KDATIVDVAT ESNGDVKLTF SDGTVVTIPA 

AKDGVDGEDG KDGEDATVVS TATDANGNIV ITFSDGSVLV VANGKDGNDG SDGQDGADGE 

NGKDGENGAN ATIVDQIAND DGSITIVFSD GSEVTIPAPA KGATDELAQC LLNPKMLLLA 

A I PAAGAIAN AVAPAIPRVV EDVRAQFNLP SLNPQFDQWL YNATKDIDAG LLISGATGLA 

VLSVLADDFC GDI DADDNAD GDVAAEKPTG SSGLGSSEQS EKVDGDDDSV I DTETDADLE 
VEEDPELVNA G 



> RXA00274 (1-2610, translated) 870 residues 

LSLNLKKNSA RSITALTVAG LGLSIVPAAS AQDVADDTTN SDSTRDAICA AAPLVAGAAV 
GVGLLSQQPE FQHMVSQIQS DAQRIGQDLS NQFNNSLESL NIGLGNGVHG PQQNAVQGID 
LTEAARTMAG WNDLAAQVGQ TAGPAIGAVA GTAGLIALVD YCWLEGFDFA GGSSGTDGEN 
GVDGQDGTS I TITEIKTDDD GNTI VVFSDG SEITITNGKD GAAITIVNTY RDDEGNTVVE 
FSDGSTIVID KGEDGKDGED GKDGEDGKDL TVTDTYINDD GDTVVELSDG STI IVKKGTD 
GKDGADGSDG ADGVSITVEN SYVDADGNTV VEFSDGSNVT INKGEKGDKG DAGADGEDGA 
DGESITVVNT SNDAEGNTLV ELSDGTVITI NKGDKGDAGA DGEDGSNGAD GESITVIETR 
FDADGNT VVV FSNGTEITIN KGEKGDKGDT GEDGKDGLTP YIGPDGNWWI GENNTCTAAR 
GNDGKDGDTP RIGDNGNWWI GIVDTGVPAR GQDGANGADG ANTVEIINGY WYINGENTGV 
" KAVGENGTNG ADGQDGENGT NGANTVEI IN GYWYINGENT GVKAQGPKGD- KGDTGDTGAP 
GEGSGNVDIE IRESSYPGGG QATI IILDQF EYEIPHTVIG DNGNWYIGEK DTGIPAQGGT 
GTPGEDGLTP HIGDNGNWWI GDTDTGVSAS PTPVGEAVAG VTDVVFNTSD EPKTITATIN 
GEEYDYTLPP HSAVVFYATG SPMAYSLPNA SGLTVIGTEE TPGFTTIRFS DHSTVTI PHG 
RDGTNGTNEL TVRMVSPRTS VRTETGGSAK RTLVFRQPLA VAATLVPAMT ASRSQVMILD 
SQMMLRPVQR PVQMPKVLLT KGHRATTMTD 



> RXA00275 (1-459, translated) 153 residues 

LDKRRPELSD DFIKAFDDFL HSFACLDKTT ITLLAQSPVR TSTGYTGTFI GIPNNEPLSE 

EPTPTIYIVH DNHTGI IHSY PARMINLKSE LGSAEMIHEA IWGSPHQQQL ISWYETYYTN 

I YYGFNPPTE PHKSLEIFAQ DFCLTPPEKP PFF 

> RXA00276 (1-342, translated) 114 residues 

MDDLSSRQDH EAYGTYNPDN GVMPDHVIVP SPYEPYDDAA PIDPFDYDED LLDEIKEERA 
AHAVDAQVTE TTKADADVAQ LATAIDEQNR PTKSCSLRQI ARNYSPGWIS VAQN 



> RXA00279 (1-1386, translated) 462 residues 

LDTDDSPDHW LDPLTEKDTS KRTLVNSIVQ ETFGQPIFVA RKIWAFVNTS PGRMTLMTI I 

ISIAI FAAGY AMSVSSDTRQ SNLDDLITNA EPVSYNAHVL YTSLSVADTT ATTGFVQAGV 

EGPVNRVKYH TAIDRAAVAA THTAASADSS NEHLMELVLE IQRQLPVYTG LVETARTNNR 

AGNPVGVAYM SEASAMMRNE I LPMASELYN LTSRAVSDQQ RSVTGPQWFP LSGLLAALAM 

LIVAQWWLMR ITRRRINKGF ALATVMMMTA TLWVSAANWA TWQAGTKGFE EASGPLNSMT 

TARI YAQQTR TTETLSLVRR QSIQGSGTGF TATINQIKRA LDEYETTAQS QTPEHQQLIT 
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AIRNAIAAWT ADHDEFTVLL ASGDYNGAVN AVLNKDEEGQ TSFDELDTAL AELIADSRSS 
MRSYIQSGLQ ATELVSVMVM ILSVVSVLAL WVGIRPRLQE YL 

> RXA00282 (1-789, translated) 263 residues 

MSRDDQTNNN GEGDDTSREQ SWDQSWQNLN KDSQYGPTSH PEDAPGGFQG NGQGNSRGNA 
QGNGQGNGQG FGPGNASGYG GYGQPYPQTP. YQNSYQGYGA TSPQNDVALE ASNGKVDIMR 
AIRFGFKATF ANPAVWILGT VGLGLAFMIV SGLLGYLSFL IDPNAGTTTS GFSVSETLLN 
VAiGH-T-FA-I— T-I-GVMRGA-LL— SVBG 
FLTQNLVSFN DAAGTVEVNN SGL 

> RXA00283 (1-1128, translated) 376 residues 

LALAFLARYD AL I MAFVAMW TVGFMTWRAR YRRGFRDRIG FALVDMLLLV WPIGFAFVAW 
TGASWLTTGE LFAQFTSTDG NAAI IAASGG GAIGPQALFD ASVRTFLISP ALLLVAVVAV 
FFAYRRRDPE PIIPLALIGS VVFFQIITYS LGSTFGLLRF FLTALPLTII LLFQI 1PPRH 
RFPSLRPGAC YRDRVTGKYV PKTITGVLVL AIFGGTGITL YGMSSANWAP QEYAIQELVF 
NMGSPSQDAV HTLNTFSTEM DVADFVDSLN LGDGEVLLST TYGFAVLTAS NNQKQFIIPS 
DEDFITTLNE PAEHGVKYIL ALPREGRGAT DPINLRYPDM YETGSHIATM EIEFINQGQG 
QPNWRLYRVL TTPEQS 

> RXA00285 (1-513, translated) 171 residues 

GTELGALLLR VLNREEMMDR FARELGFFVD KQLEEVERIN CHHNYTVQEE HYGETIWLTR 
KGAVLADEGT PALI PGSMGT AS YVGSGKGN AEALRSAPHG AGRRMYRNQA KKRFSTADLD 
SRMAGIVYRP GKEWI DEI PD AYKDIDQVMA DAADLVTIRH KLRQIVNVKG T 

> RXA00286 (1-564, translated) 188 residues 

VLKI PRLLLR RVLPVLITLA LLCGLVLAWF I YPAKAEPKK DDVVLVLAGS SDGRHEYGAE 
LVEEGYASNY VVSNPSGSKD KVGYAHCAGK SRPKNAESFC MDPYPVITSG EARTFNELAK 
KEGWESVLVV TSRTHTQRVR TMFDQCYTGD STVLNVNSLG RTGLHNAVLH EIGGFIKFWI 
TAPCADTN 

> RXA00294 (1-429, translated) 143 residues 

MSISNAILRG VSGAYILQSG YGKLGLPNEA AAGIQGLAAT GIPAVADMDS DTFGKFVAYS 
ELGIGGALLA PFI PSRLAGL GLGAFSTGLL AIYFRNPAMT QDDGIRPSQD GTGLSKDLFL 
AA I AG AL V FA PAKKRKKAKN KSK 

> RXA00297 (1-912, translated) 304 residues 

MGFTVVFIVI GIGWILGRRD TLGTHAQKPL SLFVYYVATP ALLFDRVTKS DTSTIFSLNF 
VVIALSALIV GFLFFLLMRF VIKRTAAVSV IGMLAASYAN AGNLGI PLAA YILDDFTVVI 
PVILFQVAFY APITMTIMEM LTNKKSTNLV RNLLVTPLTN TMVLAAIAGI AVSLTSMSVP 
VVIAQPVEML ANASVPLALV VFGLSLSKSK ILEKGQVSRR DVFTAALFKN VLHPIVAGLL 
ALAFGMEGTA LLSAVILGAL PTAQNVYTYA LRFRTAESMA RDTGVVTTLI SFPVLVAVSI 
IFGS 

> RXA00318 (1-210, translated) 70 residues 

VSDVTVGDIL RILDEAYPPA LAESWDKVVL ICVDPTESVK RVGLALDCTQ ALADKAVDMG 
LDMLIIHHPL 

> RXA00320 (1-180, translated) 60 residues 

MAKEDLKWFY DLATGKVFQG KVSGFETRMG PYDTEEEAHH AISIAAARTK AAEIWDDKED 

> RXA00321 (1-1815, translated) 605 residues 

MGQHLEVETK FSVSESTQIP QLEAIAEVDH IDRTEIHQLS AVYFDTVDLR LTRAKITLRR 
RTGGNDAGWH IKFPGTIGRR EVQAPLDGEG ATETLPPREL LGHIRALIQG RELTPIAQVD 
NERHMSYLAD EDGAVIAEFC DDHVSTVSHL PGGVRKQWRE WEFELADGTL AEEAISVLLQ 
SAQSVLTAAG AFVSNSPSKL VSALDESVNH APKPPQMAQL DKNDPARGVL AAIAANASKI 
AEYDPRVRAD EYDSVHQMRV ATRELRSHLQ TFEGILGGED YLNLEKELKV LANILGRARD 
AEVVEERLSN LINTEVGDSI EEETKKELLE DLGAEYRREH ERVVRALDND RYTDLLQALE 
NLLVDPPLIT EVEEPEATEA PESAETTEST DVSEATEEAD AEAESVEEAT EQEESADAPE 
SADLDALDEE YSPGSQAPVE EPKEPKKVDA ALVLLEHLDK AHVKLVKLEK KARSQWDDLS 
I PMLEREENF HNLRKAAKKL RYSAEAVGKA TTVETKKLYK ACSGLQSVLG DYQDAITSRN 
ELLRRAQVAR RQGRDTFAYG ILYQHEQTLS REYLTGYSDA FKSVEKAYAK LAEDTAKRSK 
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> RXA00322 (1-1104, translated) 368 residues 

MTLSHFSDNV TDAQDSYRQI LEESIISHLG FCALRGWTPA DLRHEFSADI DPLLFHALPE 

IAYSCSDEMY TLWVNGTRAA ETSHLPVMTL EKILTELPKL STLPDWAMLA ELHALDNQDT 

SPMTPAQAKA HHRITALLKK AESTNFEEEA EALILKAETL RQQYRIESLL INSYDQDVQA 

RSSTIRASRV YLEAPWIRHQ YKLLNAIARV HSSEALLITK SGICTLFGEQ DDVAHI IDLF 

NSLNRQRAHF MKTSAGARIA QLNGETSSYR RSFMISYASQ ISRLLISAKE DA FN E LAG Q A 

PLAHSAIVPV LENRSVRSKE ALKETFPNMR TMTFKSTNRR GI I DGFNAAN ESHLGGESAS 
LEDSTFMF 



> RXA00325 (1-645, translated) 215 residues 

MTSIIASNSD LSEALRTHTA QAHEEAEHST FMNDLLTGKL DAQAFIKLQE QSWLFYTALE 

AAARACAEDS RAAGLLDPRL ERKETLEADL DKLHENTTWR DNVTATAATA SYVERLESIE 

AAKDFPRLVA HHYVRYLGDL SGGQVIARLV NREYGVSEEA LSFYCFEDLG KLKPYKDNYR 

AELDALELTA EERAALLDEA SDAFRFNQQV FQALA 

> RXA00326 (1-480, translated) 160 residues 

MAIKLS I DLS DAT FAELSAV IGYAHQLGVD ADEKLTFEGT VLNIEFDGDL QFDDVFDAFD 

EAEIELDNPR EDGPI YADDL IDEDEDYRAQ TKSQINDEVI NEIRDGISSF VDGIVNGLGQ 

GRRGGRYGDF GGPRGPRGPR NDGPFGPFGP FGPGYRGPRF 



[3 > RXA00334 (1-336, translated) 112 residues 

Q MAKLDDNVQI ETVNVSFEAG GRTNWHTHPV GQNI IVLSGL GI YEAEGEPA RLLEPGDVVF 

Ifj AAAGVRHWHG AVSGAPMFHV VVNLKGI DGE TVDWEEPVDE EHYRSVSAEL QR 

1% > RXA00336 (1-471, translated) 157 residues 

MAKPKRSWLD GPEI PADFDD PDAPGRWPGE KLGLPQEGAG SLSSVARRIG GVCVDWGVSW 

-I? VIAIVLSNFT DVLGDVATST LIIFVILGWL TGWI FARTPG HAVFGMGLAR VDAEERVGWW 

H RALVRPLLTI LILPAVMVDA DGRGLHDKAT GTAVIRG 



> RXA00337 (1-525, translated) 175 residues 

DVEGGVEKHS LSTADIAARA HAHMKSHDVL GRQTTPPQPE GGVAARLGGI AWTMIHKQML 

SRDTKGLDIT VLSTIPEGVG LGENSAMDVA LALALYRENI EEAPTKARIA DICSQSAFMF 

SETSVLRARH TEALRGETGH ISVVDYADGS VTQAPHPVSR SAGLSAFVAA AQTET 



> RXA00338 (1-783, translated) 261 residues 

VGITAGRPIA TRLLGGMDKW GVHVLPKDAA YLKKMLFDAG AGAIGDYREC AFEIEGTGQF 

RP-VEGAN-PAE GDVDKLFKSL ELRIE-FVAPR NLRARLTSVL REAHPYEEPA F-DIVEMHSAE 

SLENATGLGR VGELPEPMRL ADFVQQVANN LPVTEWGVRA TGDPEQMVSR VAVSSGSGDS 

FLNDVIKLGV DVYVTSDLRH HPVDEYLREG GPAVI DTAHW ASEFPWTSQA QEILQDKAPQ 

VEVDVISIRT DPWTMSARAV N 



> RXA00339 (1-717, translated) 239 residues 

MKLDPSLHKT LLQLATTLRT QNANSAPKTT PEQEAVDKAV AELSRNRDAA SAGQMAVDDM 

ENEILRIQSD ERKLRRRKKD GQDALGAETD EERRRDLNHD VYTAKSRIAD LMSELQEAHN 

EIHALRNNRD LAQSRVKDTE RKVADARAAA EAAAAATPEG EDPAVVIAHL EEKLPSEALA 

EFHAQRLENG VGAALFNGRS CSGCAMVLPA TGISDIRNTP KDEVPQCPEC GSYLITDIS 

> RXA00342 (1-429, translated) 143 residues 

VADAPGAVKQ GAQDYAQLLG IQSGHIVQEI GWDEDSDTLI SESIEDAIGE ELLDEETDEL 

CDVVLLWWRE DDGDLVDGLV DSIRSLAENG RIWVLTPGIG KEGALAPGVI SESAQLAGLV 
QTKAERLGNW QGSCLVQRGN KKP 



> RXA00344 (1-579, translated) 193 residues 

MSFGLGLSVL FIHLYPGRSS TAFSLLTGQI VGVSSSSLWI LVAVTVIVVS AVVIFWRPLL 
FASADPIMAQ ASGVNVRFIA VAFAVLVGLT TSQSVQIVGA LLVMALLITP GAAAVAVTAN 
PVKAVVLAVI FAEVSAVGGL LLSLAPGLPV SVFVTTISFV IYLVCRLIGW LRGRGAQRDE 
DAYRRRQHDH HPH 



> RXA00349 (1-1059, translated) 353 residues 
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EKILDELEQS PASYGFPVAL LGWPMMGGAV AVLLGGGCQV SLIAFITAFT I IATTSFLGK 
KGLPTFFQNV VGGFIATLPA SIAYSLALQF GLEIKPSQII ASGI VVLLAG LTLVQSLQDG 
ITGAPVTASA RFFETLLFTG GIVAGVGLGI QLSEILHVML PAMESAAAPN YSSTFARI I A 
GGVTAAAFAV GCYAEWSSVI IAGLTALMGS AFYYLFVVYL GPVSAAAIAA TAVGFTGGLL 
ARRFLI PPLI VAIAGITPML PGLAI YRGMY ATLNDQTLMG FT N I AVAL AT ASSLAAGVVL 
GEWIARRLRR PPRFNPYRAF TKANEFSFQE EAEQNQRRQR KRPKTNQRFG NKR 

> RXA00353 (1-693, translated) 2"3"1 residues 

VGRSFTNRTF DPLPFMVVYP DGVDQHWNDA RLGLDENTRH LGIDDVGFFV KLATHLGNTY 
GIKRIFIVGY SNGGQMVLRL MHEVPKMLSG AATIASNMPV AENTLPQVKT FKTHPVPYLA 
MAGTADTFSP YEGGDAGIGR EHRRGVGMSA FDSAAYIAAR NGLTEHRHDV IDDVVSIDTW 
DGENPVEFWT LNGIGHLVPS GKTYPEFLGP STTSVIAAEE IGKFFDGVRR R 

> RXA00355 (1-126, translated) 42 residues 
IAFGRAAHRM KQQGQSGAFT VLEVAPYLLS PENLDDLIAR DV 

> RXA00362 (1-960, translated) 320 residues 

DEKTGWTAER SATLVAGNSG LGVALPPNST MFI ILALPAA AASSASQVYI ALACGGAYAV 

LYRLAVVFYW TRKDKI PATP DDQRVSFGEA MKTGWRSPLI FLGILIPVIL TIGPLSEWLK 

THGVGESGVK SMSIIVWVPI LITAI ALIEG RKRIANNMAH FRVQISKDLP QFATVGISLF 

SALAAANIME ELGVGPQLSN WLDSMDLPKS VMVIIVCIMC IVVATPLSST ATAAAIGAPA 

VAALAAVG I D PTVAIVVILL CTSTEGASPP VGAPI YLSAA IADANPTKMF VPLITYFVVP 

MILLAWLVGM GFLPVIVPTG 

> RXA00373 (1-339, translated) 113 residues 

MDIQQLDAET TAWKDSLLRA AQEAGFHFEP PKLFEDFETM VEQYKQAAAS DPDIDVTDIQ 

QMWGI VVGEY LREKMGMEWV VITDDYGTDL AILATAPNGD HVYSCPIIVV GKR 

> RXA00375 (1-501, translated) 167 residues 

MFPSPATGGD DINRRPLNEP NADATTI PTA LKVVFWMLFA TAAFMI FTGL VMYTAGYTGP 
DDVDESYKAV VVNNQEFIGG INAFAGVVIA ALTSQLPKGG KNPRRLLLAI MLLVLLTDLL 
SFATRAGGFA LAI I AVLLAL EALLMFRPAV NDHIDRNHMA RVMNREK 

> RXA00380 (1-621, translated) 207 residues 

VRLTKLAATI GCVTLSGLAL VACSSDSTAG TDAVAVGGTF QFHSPDGKME IFYDEADRQQ 
LPDIGGDSLM EEGTQINLSD FENQVVILNA WGQWCAPCRS ESDDLQIIHE ELQAAGNGDT 
PGGTVLGINV RDYSRDIAQD FVTDNGLDYP SI YDPPFMTA ASLGGVPASV IPTTIVLDKQ 
HRPAAVFLRE VTSKDVLDVA LPLVDEA 

> RXA00387 (1-813, translated) '271 residues 

QNDPETWEDY ELRVNHPLRI EGDRVYLQGH GFAPTFTVTW PNGETRTQTV QWRPDDPTFF 

LSSGVVRFDP PAGMYPDLYE RRQNQLAIQG LFAPTAEWEG DNNELLTSSY PAMRDPAVAI 

DIYRGDNGLD TGIGQSLFSL DSSLMHSGVL QKIERVNLQI GDTVTLDDGT TVSFDGASEF 

ANYQISRDPT QNWVLVTTVI SLVSLVGSLM IRRRRIWVRF YPQENGTTRV ETGGLARTDR 
AGWGGEYEKF HRELLGLKEE DEDEEYFDHD D 

> RXA00390 (1-405, translated) 135 residues 

MSTTREIAFL IARILLGVIL IAHGWDKFAI TGLEGVTGFF DSLGI PAAGI AAIAAAVVEL 
LGGILI ILGV FTRIVAAFVA IDMLFAALFA HVSSGIFVTN NGWELTGAIG AGALLLIAVG 
ASAWSIDGVL AKRKA 

> RXA00392 (1-864, translated) 288 residues 

MWVGYAVRQI ASVFLTLLRM LPLAARNRVA RGRIPETGDV VISLTTHGKR INYVHFT IES 
IARGHVKAPI VLWLDKPDFD APWPATIKRL VARGLQVRCS DGFYGPHTKY WNQFREIHGT 
GVRVATVDDD MI YPEWFLQR LLFIGDLRMD AVVAYRAHRI ELRDDRMLPY VKWSAADTSK 
ASFLHFATGV SGVLYPVTFI DYVVSQGDVF LENCKRADDV WLHACALRSD HPIRQVYAQP 
RHFAVVPTTQ VGALVVGNTL MGGNDEQIAK VYTDEDVAKL VAASKNED 

> RXA00394 (1-333, translated) 111 residues 

VSESNTPNLQ THQAPELNPE LQKAARKNVL I YGLARLLLF VVLTLIIHSL ALLISAPVPL 
VMSAMLALI V AFPLSMLVFS KLRMNATQAV SQWDAQRKAH KEWVRSELAD R 
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> RXA00395 (1-300, translated) 100 residues 

VGRLLLI ILV IVAIVLLWKA FKPSTWKRNA EINQGQAPRA VKGPDDDEEF LWNIEKNRFK 
QRRADEAAQL EEEERLKRAR ERYAKPESSE EGPEKPTEDS 

> RXA00396 (1-471, translated) 157 residues 

VTEIAENLQR LGIELPDLPA PQYSYVPFNR QGNTLYVSGQ ISRTAAGDIL AGRVGEDATL 
EEGIHAAEVA TINLLARIHQ SIGLDNVAQI LKLNVWVNSS DDFIQQPQVA DGASQLLEAV 
LGEAGKHART ALPTNTLPQG ALVELDAVVA VTEAAEV 

> RXA00397 (1-540, translated) 180 residues 

NLHSSNRMLF PGPPVDFPIN AETRCIQLDA GVAVKKDGVV LGTSDMARSL PRTAAGQEAY 
EYFFKVVREG IIGQLRPGVI CADVHEATLD YLSPQLPRMI DIGMLGADTD FNTI YRKRNV 
GHLMGKQESF ANELRPGYKH ILHHGSYGAA EI PWRYNGVA IGTEDLWYIG ADKTYILSQR 



> RXA00398 (1-681, translated) 227 residues 

YLPEPFTVED YTARVEGLEV AGGAIVSGSF QAFDQGYLKD ALAVLGPGYV GVTQIPADTS 

DQEILDLDKA GVKAVRLNLK RGGSAGLDDL ETLARRVHDL AGWHTELYVD ARELDELEST 

LASLPAVSID HLGLHRDGLP ALLRLVENGI KVKATGFGRV ELDPTEVIQA IMAVDPTALM 

IGTDLPSTRT KRPFEDADLD LIAETVGEDH VDNVFWNNAA AFYLGDQ 



> RXA00399 (1-315, translated) 105 residues 

MSHNDSPNFA RRALNWLRQG YPTGVPRHDT FALFYVLERE LTEEDLNELA ELLIAEGENN 

GLHDNPITRE KIGKLITHVH SQPPEDEDID RIQKKLQAEG FPTRN 

> RXA00408 (1-447, translated) 149 residues 

MNPVS PKLTT ARYLTRI PWL LISAIVFGVL GVFVSSWFYA GVIVVAVILI WQLWLIPQQV 

KRLGWLETSD ELLITKGKLW HTFTVVPYGR IQFVDVTAGP LERAFGMKQV QLHTASASSD 

STIQGLPVAE ADALRERLAI KARERMSGL 



> RXA00409 (1-1413, translated) 471 residues 

MSSLEGFRKV HRATPFLRIW TI I VAVLAAF AFNSGASVLS FIWGVVTGEY GFAVLPILLT 

VGGAVIVVAL AWIITGIWWK AVGFRITNEE VQLQRGVISK DLRTARFDRI QAVDLVESFI 

ARI FRLAEVR IETAGGSDSA ISIGFLRKSE AEALKRELLD ASQHSVATTP AGVPAEPGVG 

ETVVVESAGD VLVPQIPVQR TLASTALSLA TIITAIGIVI LLFVPFGVSI AVPFFVGMVP 

AVWNLIDKSW QFTATQRNDV LHVSYGLANR RKQSIPLGRI HAVKLKQPLL WRLVGWWTVT 

VPVVGYGDTT QGGTSKILPV GSKELALKVL EAVGPLNSAD IAESADPSHM SRPQYTPPVA 

ARLLTPVDRT RQGVTLIGVA GAPGAVVVHE GRFMPRMSVI DTSHIQELTL KHGPIQRILG 

LSTVVFNLVQ GPVGMAASDL SAADGKELLN - ILRNRKLPAL ESAPLGQNSL D - - 



> RXA00411 (1-675, translated) 225'residues 

MNEMILAADW NRLGPTFQTA IIDTLLMVII TMVVAGLLGL VVGLLLYTTR AGGILKNKVI 

YTILNVLVNF VRPIPFIILI AAIKPLTVAV MGTSIGRDAG IFVMVVAAIF SVARIVEQNL 

VSIDPGVIEA ARSMGAS PMR IIATVIIPEA LGPLVLGYTF LFI AIVDMSA MVGYIGGGGL 
GDFAIVYGYR AFDNEVMYVA VLVIVIIVQA AQLLGNWLSK KIMRR 

> RXA00416 (1-327, translated) 109 residues 

TSHYANPLGE FGNRNAFIED LAIRSWNELA DPQQFSDALN TSPWTIPEVF I FRGSIDDPD 
AGWKYDVAED LYPNNPNVRF RGVYFNPESF DQMWQTKQVG PFVVVTHNE 

> RXA00418 (1-1065, translated) 355 residues 

LASYLSPTAL VVAVLAIPLS ATRLYLDGIS VDQGFRTQFL TRMADDIGLS DMNYI DMPTF 

YPAGWFWLGG RLANLLGLPG WEAFQPWAIV SMAVAASVLV PVWQRITGSL PVATGIALVT 

TCI ILAMNSE EPYAAI VAMG I PAMLVLASR IAKGDKFALA GGI I YLGVSA TFYTLFTGAI 

ALSAVAVCIV VAAIVQRSIK PLLWLAVLGG GSIVIALISW GPYLLASING AERSGDSATH 

YLPLEGTQFP VPFLASSVVG LLCLVGLIYL VVRFHNNEVR AMWVGIAVFY AWMGMSiyiAIT 

LLGNTLLGFR LDTVLVLI FA TAGVLGIADF RLASVYQLYP TQITERTATH LTNLI 

> RXA00422 (1-423, translated) 141 residues 

MPTNYARDNV I SLASAREQR SGKPEPKPEL TLI VRATNVQ ADGEVHRQIG LNSAMSLDEL 

HNVLNIVFGV GGEQSPWRFE DQFHQPSAPD TNLGELLPEP GDFLFYFWGL WQFNLQCVEM 
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YPRDNGTPRA LCIGGSGGLG D 

> RXA00423 (1-453, translated) 151 residues 

MTYPVLSVLD NSGDHNI IWH VQTYPAALPT GAWIADEQQL TDLLKDTVVF LTPGSTAPEN 
APVATIEGVR VDVDKQVAEY NKHGIRLPSL GARTVEAQYR GEPEAEAAWR TAMELVEIAG 
GWLEIEAKRR ARKALAEAFG AEVQPLPLDT E 

_^_RXA0.0A24^(a^ai^^ransla^ed^--^^^esid^es 

LQVAAGSALI GAGVAVNDYV QSPVRRAISY GALALSGATV IAMGQDPTGE RSI IAKDSAT 
MVDQIRQEIG DLGVTPGPES DVDAITERGP LVTWLLLAVF VVAFFTLAYF SMRMDVAVMR 
RIAKFFEKRG ASRPFTCTGM VYAAFI YAIC ELEARTK 

> RXA00425 (1-225, translated) 75 residues 

MFERFKKAKA PEVHIAAERT NLPLNDFMTR LFAQELPLLD STSRSEVYRL LREYDGPTIS 
SQEEIPAEIR ELMDL 

> RXA00428 (1-633, translated) 211 residues 

MPGLVLSTNV AHIQQDPGGD DRISGINKLP VATGIDVFIP GPNYGDGSGV VGDAIGDSLH 
HGGAHKAIYA YSREELDFFD PTYRNGYFGE NLTTSGIVLE DLLINQQVRI GTTLLEVS I P 
RRPCRTFAHW LDIKGWLKTF TQRGLPGSYF RVIEEGHINP GDPIEVLQAP DHDITMSMAF 
RAKMGNKDLA RRVVAANCLP ARYHEELLKL I 

> RXA00429 (1-402, translated) 134 residues 

MKTFNPTMIA GLIGVLYFVL LTLIFSIQDM ELAAEIAFGI VTIVGLIAVW DNFRDRNNST 
WKTWTGLVGG LLIAVPGICL LVGNLVLLAV DGNPSTMVNT LLSVAGIGAI FLLPIGIIMC 
LIAGFNRYYA ALKV 

> RXA00430 (1-411, translated) 137 residues 

MSLKTQAFRF ILTGGLSAIV DLGLLSLLQL VFGLPVPVAR TISFIAGTTT AYMINRRWTF 
QAESSTSRFL AVVALYGVTF LINIGLQTLC SALFENWGWN EAVAMVVAFV IAQGTRNGHO 
LHRPKNHHFP SEVRYPS 

> RXA00433 (1-525, translated) 175 residues 

MDVLKIAI I A AAMIGVPVLV VFLI VFAVHK LAKEVPRSGR RPGIGLGLLL GFVAGLIVWF 
VWLSWGGYYE NEFGQMQGPY RPWQVVACGV TMVAVTVILG LWTRWTASGP FYSALGGASG 
FSFAWAMDAI PQDETGLSAF GLVMVIVGVG AGLNVVATLT SIGATIWNNR LPSNA 

> RXA00447 (1-300, translated) 100 residues 

MLGSLWRFAV RTAAGAVALW VVIKLIDGIS LSFPTTPLYQ DGQHDNLLTF LAVAAIIVVL 
NATVKPVLKL LGLPLTIITL GLFSLVINAV IMLLAEYVSD 

> RXA00451 (1-492, translated) 164 residues 

MNTEEDGLSF AVTATLVEGK WQVREFEDHF SKLSTSINAV RSLRSEGPAF ALLCVDDEYF 
VMVRPTPSRV FLFLSDAPMA VDDDFAAAVM DELDADLPDI NPDDLDDIDP WPEGDFDILA 
DLGLSEEVLS VICDDMDLDP SEQLLRIAEE LGFDNDLARV VGFD 

> RXA00455 (1-618, translated) 206 residues 

ILLALFVAVF LI SNITATKG VEIGPLVTDG AFFLFPISYV LGDVLAECYG FKSTRRAILT 
GFGITMLAAL SFYISIWLPG AS FWEGQEAF EATLGLVPQI IVASLAGYIV GQLLNAKVLV 
AIKKRTGEKS LWARLIGSTV VGEFVDTLLF CAIAAPVIGI ATAPDFINYV VVGFVWKTLL 
EVILMPITYA VIRWVKRREG YETFDA 

> RXA00457 (1-1080, translated) 360 residues 

MTIALEHPVL HSTAIALPAR FQASYTTRLV AVGVDKRPSD FWLETAGTPQ AGDVVIARVT 
AINNHKRVET PESRKAILFE GVLVMLAYGH RYAADQFLAH VPEDLGPCHL VAAGGIAGTV 
TALHDRVDEP TEIEPLGLLT NARGTVNVRD FAAFDNPLKV EAPNKRAQVI AVLGTSMNSG 
KSTTLACLVN GLAAAGQKVA AGKITGTGAG NDRMI YHDAG AHSVI DFTDF GYPTTFKLNF 
AEIRALSVNM INVLADSGAD TVIVEIADGI YQGETSRLLR DQVFQEAVDH VVFSAVDALG 
AKAGVQELQA AGLHVAAASG VMTAS PLATA EAAAVLEVPV VPTFDLTNPE I VTAVLTDHA 

> RXA00462 (1-1380, translated) 460 residues 
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MEAIAILFVI GAILVVAVIV LGI FFLTSRT WIKVAAADEA LIVSAKKKGE SQVIVHGKAV 
VMPITQTHQK ISLRSRQVNM QVTAQSDDNV TLNVEAVALV KIGSEAEFIR RAAQRFASSD 
KEIVRFTQDQ LEGVLRGVVA QQTVTSLMRE RKKFSEQIAE TVIPELEKQG LILDSFQIRG 
ITDDVGYIKS LGAPEIQAKK QAAEIAETEA ARAIAKSRIA NQEADLVEQT QLDANKAAAD 
AQVGEARAQA MQAERLADEK ARLEVLRQQA ENKQIELEAE VNKVADAERY RRKQEVEADT 
FEQTRRAQAQ VEIAEAEATA AKVRAMAEAE AVRLKGQAEA DAIKAKAEAY RENQEALLAQ 
QAMEILPELM SNFASGYANI GSMTVLSGGE GSENSVGSRF AGEQALGLKS IIESVKQTTG 
IDLAEIIQGR AAGHAQGSAQ GAAIAEALSR DETVEDRSEK 



> RXA00463 (1-822, translated) 274 residues 

MQTTTGETSI SNETSFNASR ETSLTALGFL DYLDEEQRAA LLGEGLDIST LTWANQVTAL 

RVLESLFNEH AYELVSAVIQ HVAQEPGDNP HHFLKFSPEP STENSWELTL DGPTVGLKVT 

FDPDGQITFK DAHLGLSPAE VVSVTEALDT SYSESQIKKA AEQLVGSLNP TQQAALQGSG 

LRGAQLTEEQ KTLFLKMTSN WIDLANGDSG SEQQEEIADT FSDTYI IWNE QKDGSAFFQM 

KGPELDFSYK ESVPENAELS ARGVPNIQTS FQSP 

> RXA00468 (1-819, translated) 273 residues 

VKVVDAQVVM GPTHAMSGAA VGLAVAQILP AEWGGVTTAT EAFI YAGLAA GAALLPDLDS 
PQATVSRSFG PITQVISRFT ENICQTFVNV TRGRKDKHCN NGHRTLTHTV WSAAATGAGA 
TALIGAYGKP AVIGLLFFFL GLAIRGLMPE WSKNADWLLV TGASAALAVG VWNYAPESSF 
GIVLGSAITV GSLTHLAGDM ATKAGI PAFA PVIPLKGKRW WNLKLPKFLS IRANGPADKF 
LLFVFSVAVI IQIGLVSSGN MSTIMMNLLS PAL 

> RXA00469 (1-1176, translated) 392 residues 

MSTFQEPHHN QGFIPFAQPG YEAPTPHLAT GTFQQMWQTR PARIPAKQGG HAKVAGVCEG 

IGVRYQIDPV LIRLFFVVTG VFGAGVAAYL IAWLCMPRYS VPVSPIEALW TPGHTKDRNH 

GWWLVIAFFM FSGVLSSGAG GISGPAAAIT YLCLLAMWWA LHKKQPLPPR GLLTTEFTVS 

EDATMKNEDL YPRPQPDLST ITPVEGYYAP FAQQTPEAPH WDPLAQNQYN TWDVQVPPQK 

PQKKRHVWPW IVGGVVGTGV VMSALAGLFI SNIDPI YFED DPGIGDVNLI PTNDELLSSY 

TSGVGEMNLD FSNLTQLDQE QNVQITSGIG EVMVTLPDDV PVSLSCSAGV GTARCDVGDL 

AAHNADLEGP MLNLVVNSGI GDVKVEFADQ ND 

> RXA00472 (1-861, translated) 287 residues 

VSSVATKTTS TLPEMNSAVS ADGVTITIDS AFTTDSVEME SLDRPSGDIQ PEMSREDGIF 
VVVETTIKNE SGADMDITCA STGSTVYAEI STNQEAVYQP IRDLFLI PGN PECNHNLGSG 
FDAPMTWVFQ IPKDATAERF GFTHSELGDG KLTWIALNDL SNSEPATEST MRDEAAI DPS 
TPQQTPVQET VISQNTIETP VAPAPAVPAY GASCPVSMLQ QPSQAADGSA LVCI YAGTPN 
PIWVYGPEPL GVGTATPGGA CEGYEAGGQD ASGNIMMCSG GQWVYGP 

> RXA00473 -(1-765, translated)" 255 residues " - - 
LWGDGTPVSL PDLSGLSRAE RIDALRSRMS TMGAAVPKFE PSVEESAEQK QDSLAEKQDI 
VAVPSAFSDL FPGDGLPRRA VTQLVEQPLV VVDFLAHITA QGGHAAVIGW KDLAYAGVID 
SGGVCENIIA I PNPGTEPLN VAAVLCEGLD VVVYKGPEIS LSPTRARPLL GKLRQGTAAL 
VMVGTKVSSP ALSVDAEITD YVGIGAGSGR IRGVEMQVRA VSKTHGVRSG KVLISRPQDA 
ALLEPEQPTT LRAVP 

> RXA00474 (1-1578, translated) 526 residues 

MALWFPDWPV QAVHLDEDAP AHNKPVAIAA HYRIQVCGVA ARKRGVRRGM KVRQAQAVCP 
ELEVVDADAD RDARMFEGIV ASLGEVASSV EVLRPGLVAV DAGAAARYYG SEDIAAQMLI 
DAALRQGIDV FAGVADEITT AVIAARANGG TVVKREASRS FLQQQPLGVL AAEEALGCEA 
EVVRALADLG MRTLGELAEL PVEAVATRFG NAGLRCHNIA RARHDRKVAP PITHADWEVS 
HVPEEPILRV DAASFVARNL ASRLHQLLSK GGVVCQLLKV TADFSTGDTV SRIWRTGEPL 
TEQATADRVR WQLDGWLTAR GVHSDDPNEH DGITALWLIP LECVPPDMAS GGLWDTGRSQ 
QHVARQVIER VQSSLGVDAV LQPVPAGGRG VEERIHFVPY GEKRDAIRNP AGSWPGKIPG 
PLPARLGGGI NHPASQVTMI DTEGQRI YVT AEALLSSSPY ALSWGPARYL ITGWAGPWPV 
DDRWWEKNGT KYARLQVVGR AVSEERQLNA WLLMWKDNKW RIEATY 

> RXA00475 {1-660, translated) 220 residues 

VTQGYGVCMI VQPTSHSKHR ARLKTLAIVG ASALTLAGCG TSNSTTNDAS SVTQTMSATA 

DGAQLSNEAS TGPTALGEAD VAMKTLRPDA PAQLMVTDVR IGSHSGFDRV VFDLTGTGTP 

GWFIDYTSNP TQQGSGNTIN FTGDTALNVN I DGTVYPFDL GLEDPEIGTV DGSGSIVTQV 
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VSAGTFEGRS QFVIGLNGKH RYSVTELQDP HRLVVDVLAQ 

> RXA00476 (1-861, translated) 287 residues 

MTLRCSDVNV EPLPGTAKTG SGFVLLEHAG SWSRDVLDGG TFDPELTDQL KRHLKASGMG 
LQLIRKPGRE GRNVEKHNLF LVFAEASI IE HLVVDAPADV LDLDLSGPGK NNAQRMDDPM 
LLICTHSKRD VCCAIKGRPL AAAVEPQFGP LHVWEASHTK GHRFAPSMLL MPWNYSYGLL 
DEAETVQLFQ GALDNKLFLP GNRGRGTLDA RGQVAEIAVA EAFGEAVAPA SLQVEFEDDS 
VLVTHPDGRT— WVVEL'ERIEV"DGVVSSCGDQ "PKTGKAWVAR QVTELIG 

> RXA00481 {1-585, translated) 195 residues 

MLNMQEPDKI HPAEPTLRNI YDVKTSDPKS ELVDRSGMSE EDIAQIGRLM KSLASLRDVE 
RSIGEASARY MELSAPDMRA LHYLIVAGNA GEVVTPGMLG AHLKLSPASV TKTLNRLEKG 
GHIVRNVHPV DRRAFALMVT DATRGEAMRT LGKHQARRFD AAKRLTPQER EVVIRFLQDM 
AQELSLNNAP WLNTE 

> RXA00485 (1-2043, translated) 681 residues 

LPQGPGEIAV TTAPGAPEVG EHVSIRLSQN TEDTEVLVVG VVEPAAQETL GGAPFVVASP 
DALMEWNSSG VRGEFRVATS DPASLEAASF SDATVVVASA EGHVDKLADS YLGQRDRYFL 
LLAAFVAVAA AVAFLVVFSA YSVLTGERVR EFGLIRSVGA STPQILGSVI FEAGILGVVA 
AG FGAPAGLM AARLLADNAA RFGIRVPIDV IDLPSSTMWL IAGVGVVMSV IAALPAVFSV 
CRKSAVESLS TPAISRTSPW FGALWLLLAG IVGAGGMWAY EATSDYRGMR SVALSIAGSG 
ALVCALLIAT AVLVPWLLHV FSRIVGGTVP TLQLGLAFAA KQKSRSAALI AVILAGSALS 
SAVLHGQAHI GTHLVAVAKG MGGTDMMVTA LDGEI PAGML EEISSIDGVK TAIAPATTAV 
ELEDSGNFSV LMLAEEDGAS VMRAGDTGAP AGGLVLGRNS PDQDAYPAGQ AANI IVADTP 
TQAEIFHSDN YFSMI DPALA TGPSTTRNVL ILLDGDSNQA PDNATAQAVR KTISLFDGRY 
SITEGFSARQ NTFELVSRIT TMSTLLAIVA LAIAAVGLIN TVALTISERA RDRYLLRTIG 
LTSTGQILVM AIEMIALSLP AAIVGAVSGG FLGRFVASSA TNTAATAPLQ VDILGGTVLA 
MVAGSVLCAL IVLANKRRRV V 

> RXA00486 (1-702, translated) 234 residues 

HAIMAAVDHA RAAVLDSLSE VSGTLKVTSF QSLLFTLAPK AIARLTEKYP HLQVEISQLE 
VTAALEELRA RRVDVALGEE YPVEVPLVEA SIHREVLFED PMLLVTPASG PYSGLTLPEL 
RDIPIAIDPP DLPAGEWVHR LCRRAGFEPR VTFETSDPML QAHLVRSGLA VTFSPTLLTP 
MLESVHIQPL PGNPTRTLYT AVREGRQGHP AIKAFRRALA HVAKESYLEA RLVE 

> RXA00490 (1-903, translated) 301 residues 

MNKQSAAVLM VMGSALSLQF GAAIGTQLFP LNGPWAVTSL RLFIAGLIMC LVIRPRLRSW 
TKKQWIAVLL LGLSLGGMNS LFYASIELIP LGTAVTIEFL GPLI FSAVLA RTLKNGLCVA 
LAFLG_MALLG I DSLSGETLD PLGVI FAAVA GIFWVCYILA SKKIGQLI-PG TSGLAVALI I 
GAVAVFPLGA THMGPIFQTP TLLILALGTA LLGSLIPYSL ELSALRRLPA PIFSILLSLE 
PAFAAAVGWI LLDQTPTALK WAAIILVIAA SIGVTWEPKK MLVDAPLHSK CNAKRRVHTP 
S 

> RXA00491 (1-420, translated) 140 residues 

VYWVLATSAN RVEDVNFDAM MPRDPFADDP NDPASFITDD DPYDHPEPLS EEERIHVSQD 
LRLVMEFKKV LGPRGIEGVF FMCEDCEEFH YYDWDIMAAN MRATLAGELS PVHEPSAQPN 
IDAYVPWDYC IGYLDGLEAK 

> RXA00493 (1-324, translated) 108 residues 

FEGDQKVGVR ALATALGKPA YWIASNAGLD GSVVVARTAA LPNGEGFNAA TLEYGNLIND 
GVIDPVKVTH SAVVNATSVA RMVLTTEASV VEKPAEEAAD AHAGHHHH 

> RXA00496 (1-402, translated) 134 residues 

MTRRLHGGEQ DGQEHVKGQL KQLFDDDAFL TDLSRGVDPS EGDDALAGLL LDLTKEAQEP 
PATMPDWSTL LPGILDQDQD LPVESTSDTT VMQASNPATQ EFAPVSISDT PNTATNSADA 
DESATVVPLA ARRE 

> RXA00504 (1-246, translated) 82 residues 

MTYGFLVNTD LTHRAI DFDL ENAAKFLGGA DDGRVAVAFQ EDGTLYAALY SASAKDEGAA 
ANPVASLGRN AAATGDGSFF SD 
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> RXA00505 (1-252, translated) 84 residues 

DLIHMDAYRL LGEDSEDADP IGALDSLDLD TDLDLAVVVA EWGGGLVEQI ADS YLLITI D 
RETAVQEDPE SEARIFHWEW REGR 



> RXA00506 (1-1341, translated) 447 residues 

VLDFLAANPL IALVVILAVG LAIGQIRVFG LSLGAAAVLF VALVVSTANT DIVIPMIVYQ 

LGLAMFVYVI GLSAG PAFFS EFAKKGWKLT I FMLLLLATL IGLAWVLIKS LGLDAAIGTG 
MF„T.GALTSTP_GMAAV-VELI.E-GXD PS-LAS EP- V-IGY-SLA-Y-PG-AV-LGS-I-V-VAA— VGAK-irlrKVNH- 

REDARKEGMI TAPLVWKGVQ LKPGITGRVG DLPRLAGESI IATRI VDDPH THRLADPDLP 

ITEGMELLIN GTEEAVDRAI KALGEERETK IEDTELIYTR LTVSSPEVAG RTVAELDTVA 

HGFMIARIRQ GDSEVVPKPD TVINYSDRIR VVVAPGRVAE VRRFLGDSEK SLADVNLLPL 

AIGLSLGLLL GAIPIPLPGG TTMSLGFGGG PIIAGLILGA LKHTGPLTWQ MPFHANRTIS 
TLGLALFLAG VGTSAGAGFR AALTDSS 



> RXA00507 (1-855, translated) 285 residues 

VAENLNKHLS KLSKRGPHRV LVGDMNYAGI PGKI YTPAEG DGIPGVAFGH DWMKSIKYYH 
QTLRHLASWG IAVAAPDTEN GFMPDHKG FA SDLESSIQIL GGVKLGSGNV TVNPACLGVV 
GHGMGAGAAV LSAANRDLVR AVGAI YPAKT SPSAIDAAFA VKAPGLVIGS SSLGLFESGE 
PAKLAANWAG DVCYRESEKG NQQGFSEDTM FKLVAGIGSP QTGAQETVRG LLTGFLLHQL 
AGEKKYKAFS EPDAEAKKVV SYFGQELQEH AFPKDTSPFA FLNEK 



> RXA00509 (1-177, translated) 59 residues 

LVDVELSAAL LDPPELPELA VLELEPPEEA AAEEVAPPDE PPEAALHNGF GSVSQTCFP 

> RXA00510 (1-531, translated) 177 residues 

VEKPVEKTPE KPVEKPVEKQ ECEEKPDPDP EXMQXXEPVE CEPTPKPETE PEPKXDTHAX 

XPGTPTPIPX ARXLRIXXXX XQGXXGTDSX XXXXXESEEC APELNDVPEE SDLIGQLIKG 

AIGIGIVVVG VGLLVNFLEQ CVPVIEEVPV PEPEPIPEPA PQPEPTSVKP PESELDK 

> RXA00515 (1-480, translated) 160 residues 

IESYIAQDDN APTAAELQVR LDAIESGEGL AMLLPDDPTL ADPNAEESFK TEYTYDEAKD 

IISGFSSDPA SDVLSQLQQA ATTGTRTAEI RAEVFADRTD DYNESQTALK EDFQNCI DAI 
DDARPI PLQY ILIGGAIALA VIVLGIRAWT NSRKQSKHSQ 

> RXA00519 (1-513, translated) 171 residues 

MAGGGLFETG AGGSAPKHVQ QVQEENHLRW DSLGEFLALA ESFRHELNNN GNTKAGVLAD 
ALDKATEKLL NEEKSPSRKV GEIDNRGSHF WLTKFWADEL AAQTEDADLA AT FAPVAEAL 
NTGAADI DAA LLAVQGGATD LGGYYSPNEE KLTNIMRPVA QFNEIVDALK K 

> RXAO'0520" (1-198, translated) 66 residues 

MRFSRVLPAL LITTAVSIPT ASAATLTGDT DKELCIASNT DDSAVVTFWN SIEDSVREQR 
LDELDA 



> RXA00527 
VIATSDVREI 
LDASALQRQL 
SQAYQDAIRS 
NLNDVIGLLD 
TYLQSYTALE 
GLETAQLSTQ 
VQAAQGQPAA 
VSPIAAAASA 
VLTVPLEAVY 
GNYRGLIGET 



(1-1764, t 
SSEGIVARVS 
DETDANNARA 
FEAKQRDVDG 
ERESLASAES 
EAERRVASTT 
HQLEAQSSAI 
GALLSVADDS 
PATGEGAAAG 
KNDDGKDAVL 
VKLHADTVEQ 



ranslated) 5 
VNGNIEAART 
AMANRNSIAQ 
GLDSTMVAQS 
ELAQARAAGD 
EALEIAERIY 
DAALGLASVD 
ELKITANVKE 
ATTTNTDVTF 
I ISDDNKVEE 
AAAPFSPAAP 



88 residues 
TTI YTSLTVP VANLPVAVGD 
SQQAYEQSRE LLDSGLSPEI 
DALKAAREQA DAAEIERLRA 
LEAVAAAEAK VAGLEQSIAS 
IDSLGKVDSE LAAAQRAVAE 
NEAATRSTSQ LRMDINNTTV 
AEISNVTIGS RVTFTTPSTG 
PIEISVTGDR EGLNLGGSAR 
VEVKTAESDD FDIAVSGAGI 
FDPAAPAVSA KQTVGQVI 



RVAADQVLAE 
NSARSSLRAS 
DFGLLNNDRS 
KTSTWPSQDQ 
AHSAQQDAAL 
RSPYSGIVSS 
TKEFAGRVSK 
VRIVHEIAPH 
SEDARVLTQP 



> RXA00528 (1-1089, translated) 363 residues 

MSTSTIRVAI AGVGNCATSL IQGVEYYRNA DPSETVPGLM HVKFGDYHVG DIEFVAAFDV 
DAEKVGIDLA DATEASQNCT IKIADVPQTG INVLRGPTLD GLGDHYRATI DESTAEPVDV 
VQALI DAKAD VLVSYLPVGS EEADKFYAQA AIDAGCAFVN ALPVFIASDP EWAKKFTDAG 
IPIVGDDIKS QIGATITHRV LARLFEERGV RVDRTMQLNV GGNMDFKNML DRNRLESKKV 
SKTQAVTSNI PDGPLSGKVE DRNVHIGPSD HVQWLDDRKW AYVRLEGTAF GGVPLNLEYK 
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LEVWDSPNSA GUI DAVRAA KIALDRGIGG PIMPASSYLM KSPPEQLPDD VACERLEAFI 



> RXA00529 (1-543, translated) 181 residues 

MKLKWIAPIL PVLALAGCGN YVNVESQGKS GISHDEDGNI SVHMYICGDN AVDELILSGG 

FYDGPPGTNN PALGMLKTSN PESGYVVVNI ADPAPWEVVE PINLPTEQGK YIIANPRLVD 

KGWPIPFAKE KYMPSVSTSV GMLEGIDPGL VMRDMYTEST HVFGTAEDFV EAGQQWCEDY 



> RXA00530 (1-1281, translated) 427 residues 

MSIGFDRDLY IKMQSQHINE RREQIGGKLY LEMGGKLFDD MHASRVLPGF TPDNKIAMLT 
ELKDELEILV AINAKDLERK KTRADLDISY EEDVLRLIDV FRELGFLAEH VVLTQLEDDN 
YQALAFKQRL ERLGLKVAVH RVI PGYPTDA RRIVSEEGFG INEYVETTRN LVVVTAPGPG 
SGKLATCLSQ I YGDHQRGIK SGYAKFETFP IWNLPLEHPV NLAYEAATAD LDDINI I DPF 
HLAAYDTKAT SYNRDVEVFP LLKTMLEMLS GSSPYKSPTD MGVNMVGSAI IDDAACQEAA 
RQEIVRRYFK ALVDERREEQ DDTISARIAI VMSKAGCTVE DRRVVARALD VEESTGAPGC 
AIELNDGRLV TGKTSELLGC SAAMVLNALK ELAGIDRSVD LLSPESIEPI QSLKTOHLGS 
RNPSPAH 

> RXA00535 (1-717, translated) 239 residues 

MWWAGMSTAM LAYFLQTVAL GFGTLLVVQP VLVLSLMFTL PLSARFNGYR LRRTEI FWAT 
LLTVAVGIMI VLGRPLPGNP HPPLDRWIPV LLVGVAVMGG MWLLAEYVLK KDKALILGLV 
TGALFGYVAV MSKAAVDLFV HQGITGLILN WEGYGLILTA LLGTIVQQYS FNAGELQKSL 
PAMTIAEPIV AFSLGYLVLG EKFQVVDWEW IAMGIALLVM IVSTIALSRT STMPAGSKR 

> RXA00540 (1-243, translated) 81 residues 

VARVVVNVMP KAEILDPQGQ AVHRALGRIG VSGVSDVRQG KRFELEVDDS VTEADLKKIA 
ETLLANTVIE DFDVVGVEVA K 

> RXA00546 (1-690, translated) 230 residues 

PVLGGIFQWI CGI ITRFLYP VVDVIPFHTL PESGLYFIVT ALALAFFWVL VIRMMVELTG 
NRVWDTVLVA AS PLVAVHAF TNWDTPAIAA VIGAMLAVKR GNPLVAGVLI GAGTAFKLWP 
LYLLGAYLVL AVKNKNLKPF ITMAAAAAVT WLVVNVPVMI AYPKAWNEFL RLNRERGAEW 
TTIYQVIDRN LPINLNDPVL LNVLSFGLFG ASVCGHFDPW AQGAAHSPSR 

> RXA00547 (1-414, translated) 138 residues 

VAILILGLKV QRTPRVAELA FLIVAAFLLF NKVWSPQYSL WLVPLAVLAF PQWKVLFPWM 
VTDAMVWPIL MWHMLGTDNK GLPHEMLDLI VISRDAFIVV MISRCNPADA RTTCKSGDGC 
ARRARIVGRA LRRKRSVE . . . . _ . . . _ _ _ - 

> RXA00549 (1-396, translated) 132 residues 

LTENGETPYE GIILGQYESR PLDMASAMAT IANEGVWHRP HFVSKVETVS GEVLYEFEDG 
DGERRVSEKV ALNLLKAMGP IAAYSNGNAL ADGQVSASKT GTTQLGDTGA NKDAWMLGAA 
PQLATAVWVG TA 

> RXA00550 (1-321, translated) 107 residues 

MYGSNSPATI WKQTMDNALE NSPLETWDIA PALGYGNPPV PEYVWTPSPN IATNDPEGAT 
EEAPVEDPNA VIDTPAVDPT APAEETGNGQ VEILPGLTIP GDLLGIG 

> RXA00552 (1-717, translated) 239 residues 

FKWSEGGAED FPKLSVKVRD EIVAFGAPDE LKVDENGVVG GGVHLKPQQV NELVEARGDE 
VVFFDGRNAM EAQIGKFKDA VVPDVETTHD FIAEIESGKY DDLKDKPVVT YCTGGIRCEI 
LSSLMINRGF KEVYQIDGGI VRYGEQFGNK GLWEGSLYVF DKRMHMEFGE DYKEVGHCIH 
CDTPTNKFEH CLNEDDCREL VLMCPDCFAN VETRHCKRER CAAIAADFAE QGIDPLVTS 

> RXA00553 (1-321, translated) 107 residues 

MSIVKINAIS VPEGAGEELE KRFAARQNAV DSAPGFEGFQ LLRPVSGEDR YFVVTQWADE 
DSYNAWRDAE KAKGGHGQGA HGSDKKPVAS GASLLEFEVV LGSTGAK 

> RXA00554 (1-471, translated) 157 residues 

MNTQPEHPEN DLVDEADFSN RPRI YSDDPD SLADAPDPAL EHEKNKKSSR QALI YLLQVP 
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LVTFVSAYVL AWVSRLQGGP ICDAGEAVWI CSRAAELWWP ITTSVIAFCr MirwHTtvn 
KYRNYLRWRP WMGVLWILIP FSMLWGTSVL TLSILGH ITTSVIAFGG MLGSAWILYD 

> RXA00555 (1-891, translated) 297 residues 

RSrSkSS ArJr^nn RTSDINVRGI TTFIRPWPSS SISKLGGKYH KWYKNLDSYY 
RSRTIKGLKE AGVEKSQWDD DVSVFVDGPS ESTLLTHAAE EFEADLTT T r c raT sp^DP 

SSS = SSSS™ VTRV1 ™™ s ~ ™™» 
^«TSS S S£%5 ffgggg — 

> RXA00560 (1-237, translated) 79 residues 

SSf GEGDVKKPGR AALAAATRLS VRLLAQHAPG HSVEVRVPPF 

ry^fv^c^ (1 " 2739 ' translated) 913 residues 

™™™ RGTAALWIVA ANLSSYSDID AIINWVGSEQ TTTVNGASKL VKPALVPTIT 

r^?Jn^ SG SMADAGP Q AE SQMRLLLWSV ERLIAGLAPL GSSINVGHRL HwSgsSr 
EeIgVE^ST oSa^SI I RWNAEQAAW GAHTSLVHAH IGWVRgS ZloltvX 
IZzulf^-lll Qeiaekllsq ATSTVREQAA SAPITVDFTG GLGESDLNLA EMARAEAAKA 

anapvveapr tvaalptpyr pvvqttpdfa gqvtqnldem vvivgagelg plgsJr™™ 

AELNGSLSAA GVIELAWTMG LIHWDEDPKP GWYDDSDDAV AEEDIFDRYH DE— VP 
5™°^^ GM IDNFAPEL " VYLDQDLTFN VGSREEAlJy ^DSEPeSfA SfSgEWK 
ASVHPARVq^ ^ GQVPKDFD PAVWGIPADM VDNLDTVALW NIVC^SfL 
h^ov^ asvhparvss tqgtgmggme SLRGIYVDRI LAEPRANDVL OEALPNVVAA 
Sfn GQMIHPVAAC ATAAVSVEEA LDKIRIGKSD FVVAGGFDAL SVEGITCFG^ 

SaDGAH Spir^ SRANDRRRGG FIESEGGGTV L LARGS LAAD LGLPVLGVIG 
FAESFADGAH TSIPAPGLGA LGAARDGVES RLAVALRSVG VSADEISIIS KHHTSTNANn 
PNESDLHERI ASAIGRADGN PMYVISQKSL TGHAKGGAAA FQM^GLto" RSG^PaSra 
LDCVDPVLSK HSHLVWLRKP LDLRAKAPKA GLVTSLGFGH VSALVA^P SSea^ 

™Z a£ IAREEAG LRTIVAGMHG ovlyerpver nSJZSSES SSSSS 

> RXA00564 (1-405, translated) 135 residues 

™^ VSRE SEDWLATV TN LEGVSTWATT FANLDRNGRE AIALAEDLPE GAESST TT9W 

s d g a s iaqqr rylvqaqqdl epkvrsaisa s^p 7 

> RXA00573 (1-651, translated) 217 residues 

ht^™ QA VIIDLLAEDA EAVQGSILDA VLALNRSLVG MQVPGIIDTI PAAOTLLVTF 
DTKQITPNRF AEIVDSIAL.T PAAKGAAELT -DTIEIPVVYD GPDLETVAOH TnS F ™^ 
TH SGTVWTAA FGGFAPGFYY LIPQTPLWDI PRLESPRTKI pIgsSSe FSAWPOO^ 
GGWQLLGTTE IPMWDVDRWQ PSLLKPGDSV RFVQVKK PAGSVAVAGE FSAVYPQQSP 

> RXA00574 (1-879, translated) 293 residues 

MSFKVISTGP QAIFQDRGRF GFASAGVGTS GSFDRLSAAR ANHALGNDPN ATVVEIIT rr 
FEVEALHTTS IVFTGTEAEV MVRTAGGQSK NATTNTIIDV AAGERIR^EP ATYGMRAYFA 
ET L T V A RG P R n^n° LIS HMGPCPIEPG DVIDVATDIA DSQWWPkIrq ££££££ 

RGS^IPPGG ZJfcphhp llrr QVFTWS NDSNRIGLRM HSSEPIQHRV EGELKSEGmJ 
KGSIQIPPGG NPVVFGPDHP VTGGYPVIAV LTSRSCDRSA QLLPGDKVRF KLL 

> RXA00576 (1-672, translated) 224 residues 

MLTLSFITGT EPGKWFTRFR DRTHHGGLET LDSDDALGLM LAGQAOLALT RLPDARTnA<? 

™S IT^T'l kSAEEGAVDL ADLDGEIINW SMpSI 

™™f onn LVEHRDIKGG TETSIALVWK KDEDSEEIQD FVGIARGRTR 

NSSRQQTVKL SAREKTLAKQ ARRQGEKPKT PKRPQARKRP GKRR 

> RXA00577 (1-348, translated) 116 residues 

1!^™ GLFLPATPEE FQTGALTHQE FKNLQENPPE WLQTLRREGP HPRPVVAOKI 
GITIAALKKN DMDKPLTTAE IKALLENQPE WLRTARTQLA EGRESS EeS^ 

> RXA00578 (1-723, translated) 241 residues 
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nro^o GAT LVEGALESTP TVVDSYLAKD HRVVRWDLHE QRFATSVDVD PWDFLHAVRE 
AIPRQGSWFP KVEWHGDDLF AVNIRPAPTL RKATSLWLSE DPDPRTQPTI KGPdSJlaH 
LRSRANDNGC DDALLISADG FILEAANATV VFWADPQTVI VPRGdSpsJ Sa^LWE 
KAGITLRYQN IRHIGFPAWC GSSLHGWTPV VSWGRGLGKI AAAKAPSVKP W^LRP^F 

> RXA00582 (1-519, translated) 173 residues 

^§^XXYA FE S_ AYG S TKQ YAE—S LAQ RL G V DA^bN FE QAC AE Lr™AANP ^j^j^—j^^jr^p^^ 
GAKFITDTDL SGHRVALCTV GMTLDDVVQK KDGAARSLGN KADDVTRFYL PgSseS 
TAHRTTMWTI VNMLKAKPLK NDNDKMMINT FDTDVDRVDE SRLDaJS RGL 

> RXA00585 (1-318, translated) 106 residues 

^ooMc V ™ T AAGVYND ™ A I ILAQQQQGG PLGPEFGKAS PVGLLLI VAM LVAILVLGWA 
FHRRWSRMNR RRIFAERNGL DPFDIEGVRK AMAEAGLNEK SKKGFL LVAILVL ^WA 



> RXA00586 
MKHVSGLRLM 
LDNI FAVRQE 
KILREFRPHV 
HGFIRQRMEM 
AHATQIDPAG 



(1-882, translated) 2 
AIHAHPDDES SKGAATMARY 
EMAKAMEILG TEHRWLGYED 
I ITYDENGGY PHPDHLKVHE 
FHDLLIEQGK PSPYTPMLER 
AFFGTPVEVQ RRLWPTEEFE 



94 residues 
AAEGNQVMVV 
SGLPQGDPLP 
VSMLAWEKSG 
WKANEADVMA 
LAKTRVKTSI 



TCTGGERGDI 
PLPEGCFALE 
DAAYAPELGA 
RVTTQVPCER 
PEDDLFAGIT 



LNPAMDKPGI 
DSDKVTQDLV 
PWEPLKLYYT 
FFDQRDDALR 
PDAE 



> RXA00587 (1-483, translated) 161 residues 

MSTNSNSPSN ASGASNIPNT QRPASRYNSP RPEAAAGRNI SGKIIAVIGV LLVIATVT VP 
ANFLKNRDAQ TVSGQMGSFE RIDDDTFRFE VDVTRDDPSQ VAYCIvSra YShSJS^ 
VLVEPSDHST VRISTLIPTR EPAVSGGVYG CSTVIPSHMN l AYCIVTAK ° Y SHAEVGRRE 

> RXA00589 (1-363, translated) 121 residues 

o^3r^ KFFV SATTALAAVA LVACSPNEID SELKVPTATG VSLPSKNVSA TSTATTDEDA 
PGYIDCVAAP TQQPAEISLN CAMDIDRLTD 1SWSEWDTDS ATGTGTRI VT SnGQeS 



> RXA00595 (1-330, translated) 110 residues 

r^^ AIA AIIIASLGAL LSMIRVWREV FWGGAMHQRG VSPQLRISPA KIAPALSLII 
LSVGMFIFAG PLIDATLTAT DGLLNTDAYQ QAVLGENAIG VPSPSYQGGN 

> RXA00597 (1-270, translated) 90 residues 

MTAFGI VTTV GICMFAFSLL SALVLILRTK DFLTRVVLSD MVFYSMIAIY LIWVLNNPT^ 
IAFEIALLAA VLGGVLPTLS MARIISKGRR AIY LIWVLNNPTS 

> RXA00598 (1-318, translated) 106 residues 

MTIPEIIVSI LVILAGLFSL GTAIALWRAP DPLTRANLLG TTVGVSIPLT ttattththq 
VDGFNPNNFI RAI1AIIGVW V1GSVGSYYM GRA1YGVTVV DNRRSK IIAL "*™S 

> RXA00601 (1-291, translated) 97 residues 

MRFKSVAAIA LSTAMIRGGT ASVANAQQVS PSSTIEIPQE FVHTVQNFVP GMT YG DAPS A 
IQSTAGSVAL NSTAGIILPI VLPFLGLGAV GSAALSA VHTVQNFVP GMTYGDAGSA 



> RXA00602 
VQKTQEIHSS 
GYEWWAAPLF 
NPIARFYSVF 
IKGLEFALCS 
IRYFFLGKAA 



(1-753, translated) 251 residues 

LEVSPSKAAL EPDDKGYRRY EIAQGLKTSL AAGLGMYPIG IAFGLLVIQY 
™ STE MLVIALVVGA APLGAIALTT LLVNFRHVFY AFSFPLHVVK 
ALIDEAYAVT AARPAGWSAW RLISMQIAFH SYWVFGGLTG VAIAELIPFE 
LFVTLTLDSC RTKKQIPSLL LAGLSFTIAL VVI PGQALFA A^FLGlS 

is. 



> RXA00604 (1-291, translated) 97 residues 

ESSES! ^lttr° IQLPQEA ™ FLPAAQAA 

> RXA00610 (1-864, translated) 288 residues 

MEPKKPVTYK ELAHEYSRRT FNKLFTKITG FVYLKNDLIN DPNLVTQALL KRCPEGVLRG 
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YAALKQRGYQ LLDDQWMPII SVSGDLNRRD CSRGEILRRI EPENTLLSGN IRFVNDVOAI 

QDVFDLHSLN DFEDQ VALID HLIRQRPELF QELIQEPKLK KHTQYANPFA ESPQESRLRV 

RLHSLGYHGF IPQIHVEYDG QSYFLDLADP LWQVALEYNG GWHYTSEQRE KDSHRKNALK 

SAGWDVLEVT SKTLQNPNSW NNLIQQINSS LRRKQAQRRR RLPMQTVG 



> RXA00611 
MSAAASRSRN 
_IEARRAAGEA- 
AGTGQMGTGA 
TEVRGHLENF 
ELEAGVGTAV 
SALAPMYAFL 
FGALGILLLA 
WRVVAGMMPL 
VDADADQAAS 



(1-1476, t 
ILTALLLLVP 
-GAQAGELT-SG- 
TEIADGVQNA 
GISVEMTDQL 
EGFTALDEGA 
ISALVMLAGA 
TVVAGILSRI 
HYPTFAVTS I 
ES 



ranslated) 
LIAGTI YASA 
-T-E-E-L-T-SG-T-QE- 
VEQLGGLVVV 
DQLRSGTRDL 
NRLDSMATLN 
ALGWATLKNK 
LLDVLGTTGA 
GNGGSAAAIW 



492 residue: 
MGLDVSRAWS 
-H-BG-AA-PtE-E- 
QQQLLGALNE 
ANQLAVPGYG 
EEKTSAVQRA 
WLMAFAVIGV 
IVVSVLGWVA 
MSVAVLLAMG 



SADEVTGAPA 
~GVSAAADGAA7 
ADKQLASSKI 
FHDGI YSATN 
LPVPQVPAGT 
TAIGGI ILFT 
QAAVIGHVWS 
AIGAVALRKP 



ASVATNNQEL 
"Q"I7H"D"G Ui QLQ~ 
PEAEDLRKQI 
GAAELSAGLQ 
IEGTADEERT 
VALGISIGAL 
VTAVSDIALV 
KAVAVEVEEA 



> RXA00613 (1-453, translated) 151 residues 

MSELKDKIRA DLTTAMKARD KDTTGTLRML LSALTQEETS GTKHELNDEE VLKVIAREIK 

KRRESAEVYT ENGRQELADV ELKEAAILEG YQPEQLDDDQ LNALIDEAIA EVGGEADMKK 

MGQIMKAATA KAAGRADGKR LSTAVKSRLS N 



> RXA00614 
VNKVSTIAKT 
HISDLHMIPG 
FGTNDYWAPR 
LAISGVDDPH 
GQLCLPGSKP 
TEQAL 



(1-915, translated) 305 residues 
LTFSSAALLG AGIATAAWGY SELKKFELKT VELPILKPGT 
QETKKAWVSA LDSLSPDLVI NTGDNLSDEK AVPDVLRALG 
PVNPFGYLFG KKREVSHIDL PWRAMRAAFI EHGWQDANQK 
HDLDDYTEIA GAPNVDADLS IALLHAPEPR VLAQFEADGY 
I VTNCGIDRK RATGLNKFGD MWMHVSNGLG TSKFVPFRIF 



LRGKKEFRLL 
PLMNRPGAFV 
RLEFQVGSVR 
QLSLSGHTHG 
CRPSATLIKI 



> RXA00616 (1-345, translated) 115 residues 

MKSLPRFAPL ITILALLVLV AIGGSALANN RATPNVESEP ATVNQRSTPT TSAYEPPATE 
SPEEPTTQIQ ESPVQPPVPA PAQIPQAPQV PLNYQYYDDD WDDDDDDFDD DWDDD 



> RXA00617 
MTAVVFLTLA 
LMEVYLSRQI 
FSDLERGTTH 
IAWLIAGQII 
QRQFVDDAGH 
ADSGTFIHAH 
L 



(1-1083, t 
SVVIITRSVL 
PDENEAIVGI 
WGKVNFQTAS 
APIRKLSSVS 
ELRTPITVVR 
PTDVTDLTID 



ranslated) 
LSEVTNTANS 
FPGELIQVDY 
GEADGEFVVA 
AKISNSDLTW 
GQLELLATTP 
IEDKARTISD 



361 residues 
AVEQEIEEFR 
SQLSGAHPLP 
FFADNLKDQV 
RVPVEGRDEI 
PEEQARSI.EL 
RILLVDAAEG 



RFAAEGIDPT 
LEHSDPLISE 
NGQIQILILI 
AQLARTFNAM 
ATTELDRMSR. 
LVSLDEQRVT 



TAQPFESGHR 

IRQTTLNSGV 

GTGGLIASIL 

LDRIEIAYND 

MVNDLLTLAV - 

EAVLELFGNA 



> RXA00628 (1-408, translated) 136 residues 

MASVFTKIIN GELPGRFVYR SENVVAFLSI EPLTYGHTLV VPVAEVDRWT DLPQNIWSEV 
NEASQLIGNA IRTAFDAPRC GYI IAGFDVP HTHIHLFPTD KMADYDFRNA MAADATDPAK 
MDEAAEKIRE ALDGLV 



> RXA00 631 
MENPYVAALD 
IAVSSLMREV 
NDAQSAPDLA 
LVMVQMI IGA 
QLSNALNIML 
NWVMSKIGGE 
VSNKAES1PV 
MSEEDAQHIF 
LPAVS 



(1-1455, t 
DENQEVGVKK 
SYTRMDQELE 
ETTIGTGPHT 
LILVAILITS 
EQLQASILTA 
AQRMSVLVED 
VKGDPTRLHQ 
ERFYRADSSR 



ranslated) 
EAEKEPE1GP 
TSMGTWAHNV 
VDAASGSASN 
LFLVRRSLRP 
QQKEAQMRRF 
LLSLTRAEGQ 
VLTNLVANGL 
SRASGGSGLG 



485 residue; 
IRAAGRAI PL 
ELFNFDGVRQ 
TPWRVMAEKN 
LREVEETATR 
VGDASHELRT 
QMEKHRVDVL 
NHGGPDAEVS 
LAITKSLVEG 



RTRIILIVVG 
GPPSDYYVAK 
GDIITVVGKS 
IAGGDLDRRV 
PLTSVKGFTE 
ELALAVRGSM 
IEINTDGQNV 
HGGTVTVDSV 



IAGLGLLVNA 
VFPDGSSIIF 
MGRETNLLYR 
PQWPMTTEVG 
LYSSGATDDA 
RAAWPDRTVN 
RILVADNGVG 
QGEGTVFTIT 



> RXA00637 (1-753, translated) 251 residues 

MTDRTIGEAA ELLGVTTRTL RHWDSIGLLQ PSWRTTTDYR LYTEDDVERA LQILI YRAAG 
IGLKDIAEVL DQPDSANQHL RRQRELLVEQ IGQLHRMVRA VDEILGKDAI SVKEKIEIFG 
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EDLPKYQEEA FQRWGDTPEW KESQKIQEKM TKEDFQRAKD EHEGFVEKLI DASLRGIAPG 
SAEGNELALA HRASIGQWYT VSANKQVILA RMYVEDERFN ETYKGHASYL LTLIEALAQV 
EGVDLENVEW E 

> RXA00646 (1-441, translated) 147 residues 

MQRRARREVG LTEVLDRLPE QPKKRGRIPF TRADLDNDAE LAEFETLEAI AAGDTLITGA 
VFTGTLEGVA WEVQVDVLVR NPDGSYMPVM VSNHRVARPD PHKTMQGIAV TRLGLGQPLE 
LKATLRHHTI DGYRLTLALM_GLEEAGA — 



> RXA00647 {1-633, translated) 211 residues 

MGI FEAIRAA RAKTKAEIKA AEAKVKT E AK NKAKLDLKRE KLLVQQEKNL LKVEEKGLKK 
RNKHELKMAK NILEQKRQGR LNKDKVKRWA GTARVLTPLL LPI I YRLSTE ARDQVVKGRA 
RRAGVTAEQL SQFAGHAAAL KARIQGVRET AKNSSLPAGF VRDVEERLNE LEAAANNSEF 
MSPQQRNRAH QSISRDLNQV SDQIQDRLLD K 

> RXA00649 {1-456, translated) 152 residues 

MSTDPIAALE YESTIFARHR NQYTGQAGTN AGVLDSSGYN LLTLLQLRGP STIGELSAIT 

GLDASTLNRQ TKALLTKGFV ERIPDPDGGI ARKFHPTDLG NELLNEERTS SQEKYAELLS 

DWPEEDLRTF VKLLEKLNKA VETRVGKHWP RP 



> RXA00652 (1-549, translated) 183 residues 

MRRTLPTILA ASIMLTACTP AEPEATPETT TEAAPEVITD GLPI DAMPAV ERTAQTACPY 
LGTDWVADTN GQRVTGYGTD ERFSTPSCVF YSYPEEPQLT VIVRDMATTD DAIAVVDWAA 
PI DSTEPAEE PAGWSGGRRG GNDTSGALYA VQNGPTAVIV FTNQDQSLKA QLIAEEVIQN 
LGL 



> RXA00653 (1-765, translated) 255 residues 

VSVSQVVGEI LLTVGILALL FAYYEAYWTN VESGKLQESA GQKLDEDWNE ARVNPRQKLT 

PELGEAFARM YVPAFGSDFN FAVIEGTDEE DLLAGPGRYV DSQMPGEAGN FAVAGHRVGK 

GAPFNDLGNL EVCDAIVVET YNSWDVYRVM PMSTNGADRA AEAADCFNEN QVSRMAEGDY 

VNVSGRSITT PDRI DATYPT PGVFDTAVRE GSEALLTLTT CHPQFSNAER MIVHAMLVEE 

I DKSSGERPA ALEEN 



> RXA00 65 4 
VLDILIYPVS 
AAHIRPHRAA 
WALLRMARPE 
AEVLSFVLPL 
LGLTGPFPTA 
KRI FLWTRRK 
MNRAAMQRLK 
ED 



(1-1266, t 
GVMKLWHLLL 
LREEYKGKYD 
GGLENPVFQS 
FITAAILTAI 
IALYWVSNNL 
NRALMILTPW 
QRRAEVKAKK 



ranslated) 4 
HNVAGLDDSL 
EASIRELQKR 
IGFLTPEEVE 
NMAMSMYRSF 
WTLLQTI IMM 
NASTLHATNV 
KGLI DASPNE 



22 residues 

AWFFSLFGLV 

QNDLNKEYGI 

SFLAGRVSNV 

QTNDYASGFS 

VILERKYPLT 

ELTKTRTAEI 

DTPSENEETK 



ITIRAIIAPF 
NPLAGCVPGL 
PLPAYVSMPT 
NGMLKFMIVM 
DDFKVHHLEQ 
NEAKQARKEI 
LSSPQVEPTT 



TWQMYKSGRT 
IQIPIVLGLY 
EQLKYLSTTQ 
SILAPIFPLS 
RDI YRAKQKE 
ANKRRETQRE 
TAEPNREPSQ 



> RXA00656 (1-261, translated) 87 residues 

MLALGWITWI IIGGLAGWIA SKIKGTDAQQ GILLNIVVGI IGGLLGGWLL GIFGVDVAGG 

GLIFSFITCL IGAVILLTIV QFFTRKK 

> RXA00657 (1-903, translated) 301 residues 

MSTEDIVVVA VDGSDASKQA VRWAANTANK RGIPLRLASS YTMPQFLYAE GMVPPQELFD 

DLQAEALEKI NEARDIAHEV APEIKIGHTI AEGSPI DMLL EMSPDATMI V MGSRGLGGLS 

GMVMGSVSGA VVSHAKCPVV VVREDSAVNE DSKYGPVVVG VDGSEVSQQA TEYAFAEAEA 

RGAELVAVHT WMDMQVQASL AGLAAAQQQW DEVERQQTDM LIERLAPLVE KYPSVTVKKI 

ITRDRPVRAL AEASENAQLL VVGSHGRGGF KGMLLGSTSR ALLQSAPCPM MVVRPPEKIK 
K 



> RXA00661 (1-690, translated) 230 residues 

MNPITELLDA TLWIGGVPIL WREI IGNVFG LFSAWAGMRR IVWAWPIGII GNALLFTVFM 
GGLFHTPQNL DLYGQAGRQI MFIIVSGYGW YQWSAAKRRA LTPENAVAVV PRWASTKERA 
GIVIAAVVGT LSFAWIFQAL GSWGPWADAW I FVGSILATY GMARGWTEFW LIWIAVDIVG 
VPLLLTAGYY PSAVLYLVYG AFVSWGFVVW LRVQKADKAR ALEAQESVTV 
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> RXA00662 
VSTI PLNRLA 
TVIVLSVVAS 
NAPRIAGALV 
TRTVVIAIIT 
AHKMAQASPK 
VLRTAMFLLA 
TMAAPLFGLI 



(1-1269, t 
VIAAIIGVGT 
WAWFFVHRTG 
GERFSRWLQL 
TTAAVATTGF 
GVKILWQMPL 
FRVGMVGGNL 
AAVEFTDMEA 



ELK 



ranslated) 
GLFVAALNWS 
PKEVSIVGAI 
DIDAKRILVA 
FVQTPDVFST 
GFVVIAAVIY 
I PAFALGSMV 
Q G YLP I FL AV 



423 residue: 
AIGVERLVYG 
RGEKMPILET 
SAAGAGLGAS 
VPLTESPWML 
FFPETLANPR 
GG VVGAVLEP 

_AS.AVLAVELVW_ 



ADHLHNYNPV 
IASAFLQVTT 
FHLPLAGVLF 
LAAMVTGVVA 
WLADSMLGDG 
ITNVPIAAFA 
SV-IAKHELRA- 



ANVSPLRLSI 
VAAGAPVGAE 
ALEVLLVEAS 
GMCGHWFSAA 
LILSTILLVL 
LLGAAAFLST 
-I-P-I-T-Y-ASWT-G- 



> RXA00666 (1-387, translated) 129 residues 

MTAGEAIAHS VRAAQIAEEH NYARFWVAEH HNSEGLASSA TTLLMGHIAG HTSRIRVGSG 
GIMMPNHSAL HVAEELGTLE AIYPGRIEAG LGRAPGTDPM TARELGRASS LVDDVLSTIV 
SLQNYLDTP 

> RXA00667 (1-585, translated) 195 residues 

MIALKSMSNR VVQKPKMKAP LPIRDGLNPS RVRLPLDAAP IRAIDFVEYL ISTQRHRNPA 
DNAEALQARF DADLVVNHYG EPYAPDTMVQ PDDDIWFYRM PAAERPI PYK IHVIHEDDDI 
LVIDKPPYLA TMPRGRHITE TALVKMRVLT GNNDLTPAHR LDRLTSGVLV MVKKPELRGA 
YQTLFARREA SKTYE 



> RXA00668 
MLTTLWIAVL 
VVISTLVFAA 
AAESESETSE 
LGDI VQGWDV 
NLTIVEATNL 

> RXA00674 
I FAAALAFMG 
ITGI IGVLFM 
VLVFAAIGGV 
LIMPVAMFTF 
EGSETTILAP 



(1-792, translated) 264 residues 

VFTVPGLVVS WVSGLKVPWA IAASI PATFG I YGLSAWLLG LWEMRFDLHS 
VALVWRL FFV GGWLVRRRKA RIRRQTLADE ERAENAEVSA GEPAESSTNE 
RRGIWRVIFD YMRDGGILDH RWLLPAAGAI TGAWLI I DRA VDLLLSTEHG 
HWHASTVRFI DETGIASSTM MGQLRNIETQ QDLFYPSAWH AGAWVLSDVG 
TGI VLSGLLL PLAV 

(1-750, translated) 250 residues 

MFQLHPAPST IVIMVLLLWW LLKLVVVPSQ KVKGWKAGIG IRLKDVGILA 
LPQVISGSEQ TEDVLSYSAE EQVTRSESWL VSI FMETRHV DFFGNI DIVP 
VALVWRGNLW APVFY FAS VA LTANSLKPFE EPWGDWLNIV GGLHYSTGHR 
AAAGIGAAAV IRLICLGPIK KFTTVSGVVS VVMALVVAVP LQTWAKDFVE 



> RXA00 67 6 
MAKNSRIRYS 
RNTIQDQLAS 
AARVAAE EAA 
- FYINRKVKDE- 
GIGDMVYIY 



(1-747, translated) 249 residues 

ASIKRAAAAI LTAAATSVAL IAVPATASAQ DLATGSSQIQ T DARE G AWAT 
IGPAALPVRA AVDNAINGMF PGLVDEKVAA EQEAARAEAE REAAAAREAE 
RFDRGSCPAI ADVCVDIDGG RTWLQENGQV TYGAVPVSSG GVGQETPRGT 
ISYEFGNAPM PYAMYFTYNG "HAFHQGNVAT TSAGCVRLNT QDAI YYFNNV 



> RXA00678 (1-735, translated) 245 residues 
MTRSNLPAWE QADPSVHASD PRAITFAEDF GIRPIPAVGP IDTTAICATP 
IEPETRTRAN DIHLPIVVAY AERLCDAYPL ADRELVLVAA ILHDTGWAHV 
SGNWRKAAIR FEHETEGCTV ARRVLPSLGY TVDFVEHVCD IIDGHDTRQV 
DCDRLWRFDR AGITASSSWF GMPVSDYVDR LHREILPELI TEAAHOMATA 
TDAIR 



SNGFEQLWKA 
DESRIISEGF 
AYSLEDALVR 
DLNRAKALLR 



> RXA00691 
MVEGNTIGCA 
WSYWHAPLGG 
DYKIDFDPND 
ENPNEVLVYQ 
VDPMTTQVLM 
WAIRRSEVQG 



(1-930, translated) 3 
DAGGNGYQTL LDAGFDVETT 
DEWEYSNLGA FLYYPKPGTV 
FITTTPTSES PIADLGGDEE 
DSEGNSITKG QYENLVAAAA 
APAGQDGDVM AEGSTQQTYA 



10 residues 
VQFPEFLCRI 
EAWYWGDTDR 
PTETTEAPIA 
AKTTAAVQAP 
TGTVDSSAQG 



NDFPGPDVDD 
PGAIPVSKSQ 
GAGAGSARGQ 
AGAGEANSQP 
WIIGLTLAVI 



CMTASPAEAY 
AELGLDSADP 
AAEPTVEVNP 
QATAVAEAPE 
SLVSASAVAA 



> RXA00692 (1-1134, translated) 378 residues 

VALATGVSLL APQVVAAQDA SSDIQLATQF IEKEFATNGL IPGPVGTPDI GLNQDLLLSL 

NALAPDS PEI DAAYAAIAPE LEGYVSVSDY I FSDRLAKTV AFQDALGVRD ADFIAQLVSA 

VQENGQIKNL DNGEATTAIN NFSQAWGVLA LHRVGETEAA ERATEFLKTQ VCSDGGVQLA 
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esse =s? =?s jeksss =s 

?™ KL ITIflNPVDPT PDPE1PTPPfl DSEGSTGGIG ss " ss » 

> RXA00693 (1-483, translated) 161 residues 

Srunnnnwff SGPIHGSGYF ENYLPIDYSE AGFHHYLKER TDAADPSVPP PEGFVHCSYF 

n^TT?5»rn GFLALRHELN Q ^ 4 ^^^-^^— ^^GVRP-SARR— KGAft-TAA-LK-L— GV4i-EA^A£&^ 
DKVLLCVAGD NEASRNVIEK CGGVYEST1R GMRRYWIATD S 

> RXA00701 (1-375, translated) 125 residues 

LVGEPRSDSC GEQRGCEQSG VAEDESEAGS EGSSAEDEDK EDCFKACCAG TEWSDYGNHG 
GEDAEHGYGF NVESVFTDFG DDSGQHEGND DRDVEGRLGF VGQEGFRVDD QRPEENHDAQ 

> RXA00704 (1-513, translated) 171 residues 

LTITFSRVAL TTLAVTATTL SLSTAANAQS SLLDKTLDAR QCIDADNVWV SVDYGADSEK 
EPEGACATEF TDGVVALESA GFKLTFDESE MGKYMTGING VVPDWVETGT YWSySgEVA 
DDYSVDYTYY EVGASNSEPE GGTVEAWVVG TGEETPALET LSETSAATGS S A 



> RXA00707 (1-972, translated) 324 residues 

MNVQRKLLAI VGAFMAGSLA LGTPTAQAQS IGSSASQRTE VLRGLTSSAG 

AKVVVFGDSH ASGTNAPFDV DERGCLKGNQ SWPDQLQAQQ GLQQGELIDL 

GFHFSDEVRH AEALGAIGPN TENIFIQFGK NDQWGHSPIN LRYSVINCLF 

VAAGTMQDPS SVTGENYAQR MKPVIDYLKY YAPNAQITLL GYQEYTPRSG 

ELRKPDATNL VSYMNNLESA IFEASEILDV QHANLREATA GHSSCSAEPW 

AVGGTWHPSP KGDEVTAGLL GTLM 



IPDATAPEGG 
SCNGASINST 
DAANGCGEKA 
SEICVRVGGT 
VNGVLDMRVN 



> RXA00712 (1-549, translated) 183 residues 

^lllrllr Sn^ EASTTA PV, 2 CNLDPRT SDFGPYLAQS RTPVGELAGS ADSVVQVPDW 

FYHFQMGDNG YDSCSKLSYV VLNGSNGDAE RSTGTGAAIA DVVVLFIDGH MVARPAPFEM 

KTVESVTRVS DSEIQVVYGH AGRSTAEGVT DYFTFNFFVD NGVLSGRGDL PEHI DTHMRL 

I J_j1j 



> RXA00713 (1-963, .translated) 321 residues 
MTKVAELDQE WSEVDDAELD AQSAGTSDSS STDDFADAEN TSENLGPIGP 
PASGFQVQLD NFEGPFDLLL QLITKKKLDV TEVALAQVTD EFIAYTRKLG 
FLVVAATLLD LKTARLLPRG EVDDEDDLEL LEIKDLLFAR LLQYRAYKQV 
ARRRYPRAVS LETQFANLLP PVSLGHSLKS FSELAAVVFR PKPPETVKTD 
EQAGRILNTL- KLAGIDHYLS "FQLLTRDCTA SMEVIGRFLA LLELYKARAI 
LKVSWTGIDV DPAVVAASDW E 



EPLPEPDGDV 
ETSDLDETTE 
AEMFAQWQRD 
HVHQVAVSVP 
ETLQEEPLGE 



> RXA00714 (1-561, translated) 187 residues 

Kn^rpwruv^ ™» PLTVELE DEAH Q IYSDS RIWEHRPQAR HTNVRVTRDI IKRTNESWGK 
KDLGPWGVYL RDRPSEFVGV GGVELIDGKV WDLKYRLRPD LWGNGYATEI SNAATLATKR 

emlkq!p TAR VTTNHPASFR ileklgltpv wegrrvgted dpnepdJS sdSde?l 

> RXA00716 (1-513, translated) 171 residues 

J'l 1 ^ PVSARTLAGV LGIDVPATEA ILKEMAFELS ERGSGIDLRE TAEGWRYYTR 

T WPviwnSc ^ LDGNQTRLS RAALETLAVV AYRQPVTRSQ 1SAVRGVNVD GVMRTLQLRG 

LVKEVDVDES TGAHRYGTTE LLLELLGIDS LDKLPDLAPL LPDVDSIDED F 



> RXA00719 
VTDKHTMPGE 
DFDAEDFDET 
VNRF1GRREA 
MSTADVIVFV 
DPYPVSAQHG 
TRSVVDNVAG 
ELCVLLIDSS 



(1-1629, t 
EDDTVFVYHT 
EFSNPDFGED 
VVEDFPGVTR 
VDTKVGITET 
RGGADVLDKV 
TTVDPVDSLI 
EPITEQDQRV 



ranslated) 
HKGEMDVEGA 
YSDEDWEEIE 
DRISYISDWG 
DSV1VIAAKLLR 
LELFPEEPRS 
QLDQKLWKFV 
LAM IT DAG KA 



543 residue: 
FADEEELAPH 
TAFGFDPSHL 
GHRFWVQDTG 
SEVPVILVAN 
KSIVEGPRRV 
DTAGLRKKVK 
LVIAFNKWDL 



GGWASADFDP 
EEALCTVAIV 
GWDPNVKGIH 
KFDSDSQWAD 
ALVGKPNVGK 
TASGHEYYAS 
MDEDRRIDLD 



AEFGYEDSDD 
GRPNVGKSTL 
ASIAQQAEVA 
MAEFYSLGLG 
SSLLNKFAGE 
LRTHGAIDAA 
RELDLQLAHV 
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PWAKRINISA KTGRALQRLE PAMLEALDNW DRRISTGQLN TWLREAIAAN PPPMRGGRLP 
RVLFATQAST QPPVIVLFTT GFLEAGYRRY LERKFRERFG FEGTPVRIAV RVRERRGKGG 
NKQ 



> RXA00720 (1-666, translated) 222 residues 

MASPRRPQVA APRIKELRLT GLDNADPQDI ESNEQIESCR FNEAELSERD LSGAGFIECE 
FLGLEAHETE LRRAQFVETR IERANAPSFK AARSIWRNAT ISDSRFGAVE MYEATVQALK 
LSDS.KL S.F_VN^_L RGAS LR D V-L— FE NS-V-I-BE-trD— LGQ ARAE RT A - FKDC T VH S UT^FDHAVL S N V D 
LRGLDIERIS GVESMSGTVI SSLQAADLSG AFARHLGITV ND 

> RXA00722 (1-504, translated) 168 residues 

LLPNGLLTKR ELVSIERSSH AFEQSVVILP TATLVAGLAA VSVHEPAQPL AVDS YAMAE A 
AGSMRTATIR AATSAALTQA GACSKGDLLS FIGPEIALVS EELNDALSRT ALRLLDGSSE 
QITLLIAQDR QSAFDEDVFR RGLGTHTDVE ITVYPATGME NLVEIGVE 



> RXA00724 (1-648, translated) 216 residues 

IGEEVLAGRQ AYVVCPRIEG EGGVLEIHAY LSEQVYPGLN VGMLHGRMDT DLKDSVMQEF 
AQGEIDILVA TTVIEVGIDV ANATVMLIRE AERFGVSQIH QLRGRVGRGQ HDSLCLLHTT 
FDEDSPQGQR LAAISTTTDG FQLSELDLQV RQEGDVLGTR QSGSDTKLRH LSFISDQKII 
ERALIDATEL VAASRSRALE LVSDIAMINQ EYLEKS 



> RXA00726 {1-141, translated) 47 residues 
HEMGFAHEVA DQVVFMADGV VVEAGTPEQV LDNPKEQRTK DFLSSLL 

> RXA00729 (1-642, translated) 214 residues 

TVVEDYQEFT RGLFLGMVAV SILVPLGMMD MRDAKKRLAI VIPLFIICAM LGFFGTSFTS 

APRTDPSLIF VFICAAIAVC ALVLPGVSGS FFLLAVGMYA PIMESLSNFRD LSVIGVFLLG 

ALTGVILFVK VLSYVLEHHR TITLTIMAGL MLGSLRALWP WQDGDANLLA PGDNAVMIFS 

IIILGGAIVA ALMFAERVSS KNIDSETVAE EHPR 



> RXA00730 (1-333, translated) 111 residues 

HFVVFQKQLQ QADPNAEYDL DVLAFDIARV ANLLRWAAYT DLLLPAEARW FQDQLGIAAA 
VSFGSWEEYG ERYVRGLQKN FKGGNKPYIE GERWLNTEAE SPWKTQKWIS A 



> RXA00731 
LLFGLRWLGR 
TAGFSASTTT 
DLNRWGNNML 
VTMLTATIIG 
THGPFSSATK 
VVLAMGLSRG 
AVLVFSRRAF 
LPFRYLPPTI 
ENAATLLRSG 
KAELAAQFEE 
QNVRTARNRA 
DPDTYLLLAI 
ARDHDLEWMS 
GWYLCYRDEL 



(1-2472, t: 
SLRFAPLSLL 
AALMSTLWI I 
ADVLLTPDFW 
TVAGELNRHR 
LIWQPLVTEE 
RRLAWILAVL 
QVKIDTTRIS 
ETVLSHQLFP 
SGDHLSWMTI 
FASNQGWIVA 
AKEGVSSIWT 
DEEEHLHGVT 
MSGAPLSTPP 
SLPSIGLAVA 



anslated) : 
MI VVMRGLRE 
VFAVPSERIL 
V FG VAAFAS A 
KTPGGRWLPG 
HMHHLCHTDS 
AQLISIAVLM 
KSLGALMVTW 
RS PAG WAV FE 
WGGNTYWWAP 
WYSVCEEFSK 
TWADLSAEMQ 
SWLPVYEKGR 
GVADDGTIGQ 
ACYLNEFPLP 



24 residue; 
VFGAEDPANS 
GSLKFAITAA 
SMPLLWRRRT 
SLTVREARIM 
TSDACQGALD 
FQLTKLSADS 
LATAALWILA 
WTGTLFWLVV 
ENAGYVAYRV 
ERINAGHHTL 
HKI ITLSEEW 
I VGYTLDVMR 
ILELLGRAME 
NWLKKTATSA 



SLVDNLGLTL 
LIHITSIPLG 
RLFLFTITLT 
-TAI LVTAVAA 
QLQQHGVGPS 
TDLLWSVNAF 
TLFLPHAFHP 
AATLYHLLMG 
KRGIAITLGE 
RVAEEAVLSS 
VSDKALPEMG 
RDPQGFKSVI 
PFYGFRSLAA 
PSHS 



PWSLNDPHFL 
IGIAHLIEEA 
LLLYTGTLAD 
GPVLAALNPL 
VANLI PLILT 
SVIVPWLVAL 
HPTLGLAFKE 
VPSNKAHEDQ 
PILGPDSSVS 
ANADFKGKHF 
FTLGTVNELS 
EFLISEAVVI 
SKNKFHPEHH 



> RXA00738 (1-288, translated) 96 residues 

LLNDATTQVS HILGNAFTRS GLNAEYANLY GQALVGMVSM TAQWWLDERT PPKEEVAAHI 
VNLCWNGLTG MEADPKLTPI SSAEGAI FGQ EKESEA 



> RXA00739 (1-816, translated) 272 residues 

VTATVLEPQP VQLSEQDVDA EIARMELKHN RHKTWRRRTM AVVMTLLISV GLSFGAFGNK 

EREANAFASA I I AQVVGAMG EVAFEAICPS DGDTEMLLKC ITENLGEMHI IEKCLEAEDV 

LKCFYDAKNE EQRKEQNLDK APDYSMYRMA SAMASFYGNG RAATAGVEEG GPNEFLDSED 

AGLKVWEGIL SKAANGGNVL GYADAKHNED SGWFFGNGVA NNEKTYSYDS LADHAFQGPY 

HFALFGATLS GLGFDSSKAE DSQTDFAQRK GM 
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> RXA00740 (1-579, translated) 193 residues 

MLKNKTLALL AVSTLMFGLS ACSSDADGPD SSGASSSSTG SSSASADTTD SAAVDKDAQL 

DTFMRSAVAD GSSAAVAVDN AVGKGFDKAD AQAAAERLGD GFQFAADYQA VGYLESWYFG 

GARSEKLDEV RSDVIAHLSE LGFTDLEAES SASRITLGDY CDGVPEYCEL FFDGESPDLY 

DMGTELDSYK PTE 



> RXA00741 (1-933, translated) 311 residues 

MTDSLLVSIR KGLIEERPLT ELLRACIFLG SDT NSDST.QF. WAKNRT.ngyg SIDGIPEYRK 

LKGPPVFAKI QAGNSIMSNM VLGPHNVPER ARKYFPEELH FDQPIQTLIE WSTRQDGINL 

SPPNLLRVRD LHNDQYAPLN QILNLNVYLD NSYFSGIVDR IRTLMTSMIA DLTHATPLDE 

LPSSEKVNAT VMKHIENNYE TTITQANGAV AIGNSAKAVQ KGLSVDDLLK IMQTINPEKF 

DLGEARAEAE ESIQSIADEL KKESPNKGFI QNAFEKLKEL SIKAGDKAFT TMLNLVGKOI 
IENIPQLVSG G 



> RXA00742 (1-1650, translated) 550 residues 

VNVQIKGRKV NAKAADLNSY PVSVVDLRGF VTLAGLLFFV VDIDKKSNKK YPKYVLLKPF 
YIHDLLSKAK PGQKTISVRL KRLPSDEDRM EAIIALALAS RQEKIVENPS NYLYENMESI 
TVKSAEPLNR DKLAVYDGSS PDHSIIIRTG DGIEQFVNAT VEIIPPNMQF HQANYNVSCN 
GVVYDNVLHR NIDDEHIELK IGKGITLRLQ KLAIDAPGSV TVEFQDSLPE RLKDIEFFLG 
VLQANTFFIN EEPVVLKINS NRTVADLKDE AGVLRQLVEI ANHFNIDPSL IRIGEITEKQ 
FWQLDIVYRT AVKGEYVKNL EVKDETRLIL QPFGRWNLAL IAHPGDVAGE WTYHEVISKR 
HHFAMTPSTD RSDSSIERVT PYELIDNRWL PSVLNLHLDK LVDFYSALEE TVDVDNLATW 
MVLRLIKAAD SEQSRKTAFL IAAQALNDWL VERDREESPI YRLNGWQILY RQTGLLDSQR 
TEIRSFRHNL DQTMHPDNYS EIMIGCALLL DDREEANFLL TQLSVDRRAV FNEWPIAQLM 
TGALKEEIEK 



> RXA00743 (1-423, translated) 141 residues 

VQHLVLADVK YRELSALSVK IEEPSDRPEF KLGVTVNDKS KDEEGVPRI I EVSLRVSIEV 
PDGKITVEPE AIYLIPENKV YLTESDAMVD YFNNHAI FTL VPYARQAVSD LGQRAFHTOI 
LMPALGPGDL VFSKSTASRE W 



> RXA00745 (1-534, translated) 178 residues 

VAYLYGSADG MLNTDGFNMF PRASYTILGP MDADAVGVYQ QLLNSTIPMD LARLVTTHNS 
GAS YLRRGAT NVVFETNLAL GVNPYMKKRR ATEAQRGKKR FKRDSHYGGG TVTTGTADLD 
VVAMQARAEH REERLGEKST RKKE ELAAVE AKELAAKKGP QTVEEGLAAV EKKHLAKR 



> RXA0074 6 
LVHTDRVSIH 
HIDPVTGVAI 
GSTGLTGFNT 
TVMSSSGSAV 
LPADPLAALG 
DDYTLQILKN 
LPAPTTQINS 



(1-1191, t 
RAKNGVRRTR 
PRQNILLGED 
ATHNTDDTDA 
ITMHDPMVMS 
LSTPTTSALV 
STATPTDSTD 
VAVDQRDPNI 



ranslated) 
KHIKTICIKH 
FQTMASSFSQ 
TAAYTMPASD 
TTGALEARAY 
PGLAELDCLN 
SSDTAERFVA 
I YAT FAN DDR 



397 residue; 
PIGRSVQISH 
IRHGWGITQL 
PAVGLCALES 
VDGEVINQHD 
TDQARTWHDR 
QLPAETAFVL 
VYQLMLG 



SPTALSDAEN 
IGQDPNRNQP 
NKDAPVDEFR 
LDSLRDQLGI 
DNS IGTGKPA 
IDPDIGAVTD 



NAELTTAQIL 
IRSADTWTVT 
DLS'LSALRTA 
TTDSADTTPA 
ILAVINAELA 
LFFINSINQD 



> RXA00747 (1-588, translated) 196 residues 

MTFLHRSASF HPRTHDHLSE LGLDPYKLSQ DIPTVIYEVQ PHSVFILKFN TADVRVYQEH 
SDLFVRHAVL VDPEQRKHEH DQLLKEILDL DAPRVNDDIS GRTTVFLHDK TVVTHSGGPI 
AIIPHNPDVA SAAASANKHK QSVMTTSRHP YAQMSLSDML KQGFTLTPLE FPYCAVDDPD 
SSRHTMHVIN VRDHTV 



> RXA00748 (1-444, translated) 148 residues 

MTYFALVARN YAETGVSVEF HEVDDDADNS NGPNNTSNLP LKLLRDHSFD ATVVYGDLVL 
HTSAHLRDTA IANSDNRPRV VTTAQKFFDY IRLATRHGAI HDMINNAPDT GTDI VVITAT 
NDALISDESE YYDELFHILE SAQGVILK 

> RXA00749 (1-699, translated) 233 residues 

MLRKTVTGGI VALIATATLM NSVSSAEEVS GDVSAVDLAF AEFERTTAED VANGVPEAIA 

NAEKI SNFTP SELEGFKSLL ASDAVLRSVS GEEILPDNVE VVQTDNVGDE DPNVISPAAW 

QGSDYIEGCL TNTLYGIEVL KVCTGGTYYS NVGIATSVSN PRS YVKYNSA PGLAVTTSNP 

RGGIEGGLAA FYGDVNLVAF PNIPWVGPIS SSAGTHRVVA RSFPNSVVLN VYY 
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> RXA00750 (1-438, translated) 146 residues 

MDWSIIINVL AVATVVILTL I IAAALYRGF TRNKIKKLEA IREAQQHERD NPTIRIADLR 

GIMDTHHYIY TDVMVTRAHE LMITAPAFFD VTLPEAVLYE DTKRAAHDAL NGYKDTTVAS 

AEKIMLVDAV TAAWTLYSTK ANTGST 



> RXA00751 (1-828, translated) 276 residues 

MLVRS RTL V-T— AALS GS-LL F-G— A-T-VNGTG VA-I — AY EN VSMAAQ" Y E PR YE SUET - RL~G SS~G V F PK 
SVEQSVENLA ELPEETRFLL EGDSFSIIID DGLLASRLDP NTGEIRHTLG ASGISYTPGE 
MKRSYTDRVT VKVVYPDGSF DRVTPHSVVY VADS I YYGIE STGYPKVRNG QTVKIPLRVT 
DGGTGAVGGV PQGSKVVRDR YGSIENAELM GAI ILIDEKT GDLTFTAPDD RTGQLWFRTE 
VTFPDGSDSE VQYVIEVTDQ PEPVDVIRPA GSSLSS 



> RXA00752 (1-429, translated) 143 residues 

MYSDKLILLF LSEQDSSYEC CVGLLDGSDG LDYIEKLLKG RKLKNHFLEW EDINKADVAR 

EEIYKGQLVH LVFVTALSTP GEISFVFPGQ SLMSATLEED FAALVLEEER TSFRPELSHL 

WSLPVGWVAP GLEGFVERNS EAA 



> RXA00757 
VSFGVVKRPD 
LGGVEKLSDF 
NFSGWKSHKD 
YQDALFDSQA 
DDPEKYVNDS 
AKDLADREFS 
LPDPTDETSA 



(1-1254, t 
ACYALFAILI 
LAEYFQLVEI 
KDNLPAKIIG 
MSEAEPELAT 
QALILDNLDD 
AAWSLGVALA 
RSNIETVENN 



ranslated) 
KRNQATAVSA 
GAGIRI YLDG 
LLHCEAMRRR 
LRSQHADELL 
IPEDSVALVV 
QLPETDREEV 
VTQAWHAAAS 



418 residues 
PMARQRQWVV 
DGGFWTCFGH 
IPSVLGVSLL 
AEIRRICGFD 
EQYIAQAEFA 
ETAI SNHHDR 
AATTDAWRVF 



HARRGHFERV 
FQALEVEFVG 
AAFLVACTPS 
EGQVPESCQV 
EGSEVSVPVD 
ASQLQI ITSG 
CAHIAGDTAR 



TRSEVELSAL 
CGERLDERRQ 
PNPNAALAQM 
TVPAIAILPT 
LELTEAELAA 
TTPAPGYVSE 
ELTLIDVS 



> RXA00763 (1-783, translated) 261 residues 

VEKSRKRLVT IAASTIGAVA VAGGAFWIVD AS IAAHAERN LSKAVAESAD LENDPRVFLG 

SSI YSTAFFT GKLDSVSI DM LDVEI PGVGM VNARTEVESV EVSRDQILSG DLDGTTAETF 

TRTLRMDGVA IGAQLGITDL DISHPIDISP SGGITSEALL TGTPPDMEDP VSVLVTLRLV 

GSEFQMLPYE LI DAPSGLTL DDVAPDFTWK I DTLQLPLAD RAMAVYLSGG SVHFQSEARN 
VQLTTRELSP LAAPEENSDE S 



> RXA00765 (1-687, translated) 229 residues 

MSENSTPNNP VVPGAGADGP SLSDSASISG SDAVNLAAEQ SKSTAHRNIP GLGDLPI PDD 
TANLREGPNL HDGLLALLPL VGVWRGEGQA DTAEDGQYAF GQQITFAHDG ENYLSFESRM 
WKLDEEGNPT GVDQRESGFW RINLKDEIEF VCTHAGGVVE I YYGQPLNER AWQLESASTM 
VTATGPSTLG PGKRLYGLLP TNELGWVDER LVGDALKPRM SAQLTRVIG 

> RXA00767 (1-714, translated) 238 residues 

VGTIEDVANE QIEVANNTDQ I PAGYKSPLL SRSGAAEAQG AAAQAGTEGV AWHYGSPLVE 
QRI FETGTGL VDRSNRKVIK VEGPDAPTFL NNILSQKVDS VENGFTAGAL DLDAQGRIQH 
TMQVTVVDGV FYLDTSAAEF DTLIGFLTKM IFWSEVTVQE ADLAI ITLLG QEIALPDAVF 
ARRVDWNGPS RIDVAIRREN LEEGVDKLLE AGAKLTGLMA YTARAREGVG ARCGRGFG 



> RXA00768 (1-444, translated) 148 residues 

VKALEPAAGV DLDDKTI PHE I PHWIGRGEH LGAVHLTKGC YRGQETVARV DNLGRSPRVL 

VLLHLDGSAP LDPVTGAEIK AGARTVGRLG TVVHDADYGP IALGLVKRSA LDKELHIDDV 

SVNVDRDLLP AEESEQRGRA AINKLKGL 

> RXA00769 (1-213, translated) 71 residues 

MGRGRAKAKQ TKVARQLKYS SPDMDLDSLQ RELANQSPRR SYSDTPDDED QYAEYADWDE 

DDTDNRAYGT N 



> RXA00771 (1-678, translated) 22 
MTNPYEAFIP LKHRTGIEPE HTFWEWENKR 
VAAIEGADLA AIDLPKTPLY DDWLRLLESF 
LVAHVIATCL LNPSDQPTRR ALFRFS PLTR 
LCAADEFNGA FKITWGFLAS YVQHKAKLGA 



6 residues 

VHIARRRREA PVRVIVVHGL GTHSGALWPL 

ISSEDDGRPL ILIGAGTGGL LCAEAAHRTG 

LIQGRLRNRE IPVTRVLNFS KISRSPALSK 

VPLTLMHPDH DLFDSR 
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> RXA00781 (1-288, translated) 96 residues 

MSENKNIEIV HNEGQKRFVI SVDGTPAGFA SYLDGPDIRN FNHTVIKPEF Rrnrr^Prr 
KFALDDARES GIRIHDACSA VAGFIQKNPE YKDLKN FNHTVIKPEF RGQGLSAPLI 

> RXA00785 (1-621, translated) 207 residues 

JSSSSi IMVTLVAALI ™£™ ™»V 

=g*f ™~ 

> RXA00788 (1-225, translated) 75 residues 

SnsWE HQPAQ VAAWL AGATITTSLG L ^AGLVGGL MTSLGLVLAI VAWLRRKAQ 

> RXA007 95 (1-528, translated) 176 residues 

MIISLVVSAI IMLVAVGFTG MCSFNTGSPE NGQVPEVDAS TFMSMEARAM TDHATRLPFT 
PEGWTTNSAR RTMVDDTPAS VVGYVTADEG YIQLTQTGET VE D A V AG YDT rSseSd 
LDGHDVGIYT SQESDVRDLR VMDLGDARVM VSGAATDEEF NDLLRAvInI EpS™ 

> RXA00804 (1-444, translated) 148 residues 

V^GvJsdtJ fvrlZT^ DAEVSPLKL ° KLLYYSQGEH IAATGRKLFS DKILAWQHGP 
VTPGVYSDTK SYGRNPIDPD EFVSDEFNWD DYSDVSDELV TVWRKYGIYS AWALREKTH9 
ESPWLDAWAQ GQNIEITDAA LKDFFLVH b AWALREKTHS 

> RXA00805 (1-882, translated) 294 residues 

MAESFIEVSA GHADRRIDKF LRAQLKGVPA SLIFRQMRKG DIRVNGRKVD PNYRLOEGDR 
IRMWQMDLLA DLPPPVVDKH IFKAVADSVL FEDAELLVIN KPAGIPVHGG TGHGGGVTFA 
LRQKFPQERD LELVHRLDRD TSGLLLVSKT TSVLRELQEI LRDREEEIFR GYLLKVEGAW 
PGDLRQIDVP LKRTETTVVP HSDGLRARTY FEVVKRLPGA TLVKaJStc rSqirvSo 
YAGHPIVGDP RYGSRGGRAA TMHLHAAELV APRGAGKRQK FTAPlSg S 

> RXA00808 (1-678, translated) 226 residues 

AGFNEMMRGL RERQRVRDLF GRYVGAEVAK RALEERPTLG GEDRKVAVLF VDVIGSTTFA 

fTraf™*. alneffehvv ewhrnkgvi nkfqgdaala ifgaplpIsd I?ghalIaIr 

ELRAELKDLQ LKAGIGVAAG HVVAGHIGGH ARFEYTVIGD AVNQAARLTE IAKTTPGRTV 
TNASTLREAN EAEQARWTLM KSVELRGRSQ MTQIARPIRP TLADRS IAKTTPGRTV 

> RXA00812 (1-1059, translated) 353 residues 

MNTITHQAIL IAVEDPVLHP EAMHVAAATG RPVIETTNLM DISRHFHRTS AVLIDASMAS 
QLSPGKRRDR VFLLDSDPGP SDWKTAMKIH AEQAMLLPAQ AGELLSALGR DDkSpva^p 
• HVIGVAGVVG GTGASTFAAA LAKRRAESVT TVLIDADPSS GGIdSgIe" dJpGaSSdv 
GLRRGTVQAA DVLKALPSTP DEVVVLSTAR SNILDPFALS ESDVSAAIDC FLSADR9vn\7 
WDLPHARVH PDIAERLSHL VLVIPAEVRA VAAARARC L E LQQLHVSITC V^HRGWSGL 
DVAEVEEILG ADITAEVGSI QRLAKSVEMH GLTGSLPRVL SSACdIvS ^ HRGWSGL 

> RXA00814 (1-774, translated) 258 residues 

^ A ^ LLSV AVLISGSRGP GARTRPPTPG NGVHLFALIA LFCLATVLFI WDAYTMIAG 
IIIATTLFWY LRQTHAAAQR TKQSLQLASF LSLCAGNLRA GVTMVDAMDY aIdSS? 
LSPTLQTAAR QARSGGSGPR VLIDASLPDL QRLGHLWETS ERHGIPLV^ JdQMRSR^SS 

skssss iltvlplagm lmgtamga - np lglltggg?g ™ v s 

> RXA00815 (1-573, translated) 191 residues 

MITALVLAAV AMFLGSPNPG VRGGLISPKS GKSLRIRAGP KKLGNADPVD VSADIELFSA 

tvsSrsg'sS "Jf lwthv vallsigvsa pqafalS dSdelanla 

VLSLGTQL^N f G ° RNISTS ^SAGDKRT AAAERAGVFI ALPLALCFLP AFMIVGLAPV 



> RXA00816 (1-297, translated) 99 residues 

MTIASAGVAS ILISLLVVLA WQAGNLVARE QAQVAADVSA VAGAYAFARG ELPDAflrsTfl 
KHTAEANNAQ LENCATEGED LTLTVTVRGQ EAHAKAGPL ELPDAACATA 
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> RXA00826 (1-531, translated) 177 residues 

MITVLIDGQS GAGKTTLAGE LAARTGFQLV HLDDFYPGWT GLEAASEIVA RHVLDADNPG 

FFTWDWHNNC QGDWIKLEPG RSLIIEGSGS ITAATKRKAS LLGELVTVRI TGPEALRKQR 

ALNRDPDYAP FWKVWAQQEQ RHFSLGVEVD HEI VLGSDEA SGRPEEI YDS LGTAQSS 



> RXA00830 (1-723, translated) 241 residues 

J^ENPJGDiGAM— P-QY-GF-E-H-I-SM— M 

MPGYYTLDQS WPFHFSDALR I IAAIALINR ARWAVSVTIL WGTTINLMSL LTPDVQYLQV 
PWLEFLMYWF MHISVFLAAI ILI FAFGEKP GLSGVVMSVA VAISWGIMCL MVNAFLGTNY 
GYLSTEPESA SILDLLGGWP FYI VAEVLLL CAVWALWSYL IDKLPITYRP AYRPKTRKAA 
A 



> RXA00831 (1-702, translated) 234 residues 

MSALETLQWQ DWSSVLIVVA HPDDPEYGLS AAVKEWTDAG VEVSYLLLTH GEAGIQGLDP 
KETGSLRAAE QRAACDVVGV RNLTILNHPD SMLVYNLVLR KDIAREIRIR KPNAVVVSNF 
DVEAYGGLNQ ADHRVAGLAA I DATRDAANP WAQPELLQED LQPWGAEVII IAGHPEPTHT 
MDLAKDSVDA GVASLQAHKE YLAALPDPPK PEEFI PAFLE VEGGYAAAFR VFGR 

> RXA00835 (1-690, translated) 230 residues 

FAPWALTPIL MLGGSYLCFE GAEKIWHSLH RRIKGEQHST EPKSQESPKS EDQLVKSAIT 
TDLILSAEIM VISLNQIADQ TIWMQAAVLF VVGIGITALV YGVVGVLVKM DDVGLTLSKR 
DSAGIQKFGR GLVKAMPIVL QVISVVGVFA MLWVGGHIMV VGTEELGWEL PYHLVHGLES 
WANGIGGSAL GWVGNTFGSL VFGLIWGAII TVVVSVIKKF I PQRAQNSSH 

> RXA00836 (1-1671, translated) 557 residues 

MYTHSTGTPQ LDFDGDI YPL HLFFSAQTAQ HFALERVNWH VLRAIVKPEQ GELIVEALLA 

PIESATKIGV WVQDEFLGVI AESQFLLNSQ LSRI FASGHL ISSQLLLTPS KGSLASVLLP 

NLKFGLISND PPRADSHLLP LGRMWRVEPT VHALFEDFSL GSTILFGLRL DLEALIVSYN 

GIECGILNFD DASALSSAVK FSNANGLTPT VLGHVVRENG ETSFEI DVLP LELWSKKQHR 

LEVLKI PRLI PKEADSQNYV KAT ALLS DEI LRPQTLSKKA LSLSDTAVKY SPHVACGVGM 

FSLFAVI PFD KLSDHSAMLL AVI SLMLFVL ALVILFKRIQ STNTQRWNLA SSVGLLATLP 

III FLVADTL I PQGSLENHA QPDVQVTTLA NRRPSSPTSL DSLGALNSPS SPNSPSSSML 

QNSEMFASPP IASGQSPVST FRSWLDRSIL PLTRENSASE SAVTALGPSI VQPASESITT 

PAQTSQSRHA IDDGDDSKTS TGRPAPTTNS PIIALPPTWI IGPEDPESTD PTAPTEPTEP 

SEPVATDEPS ETSEQTS 

> RXA00840 (1-714, translated) 238 residues 

VTKTLPRLLT VAAALAIALP ATPVASAVTP VEQAFNASSN LSSGLPVDQW GRPNEQFRQQ 

IEQAVNQPWV PQEIKNIVSQ AMGFITGDGS EGGDIEI PDN APRIAQFFWP TRSENCINGN 

SAAVGSAFAV PGPADLPLPG AGVGQTSFVF TALGTGPLAE QQSTAMTVQW ANLSNFTHGT 

TTLSNTGINP DGPSTISGVA DTGRGI I VAS MSGGLTTSTE NGSANCNFIP TAVVFDVR 

> RXA00841 (1-537, translated) 179 residues 

MTDLHPVKQE I FNTAES INT DPKGFLREVD TFKVTDFGLY MARGANHPKF GYLESWLLPE 
LGLRANI FHF RKGVDERQDY YIDVAEIRVE DNIWTTRDLY VDLISVCGEP VTVMDI DELA 
AATSAGLITA DDAERAI DAT LNAVEGITRH GDDPMQWLRS KGIELTWADA SQVELVPAE 

> RXA00846 (1-387, translated) 129 residues 

MLKNDLSGAR VVAVHAHPDD EAITTGGVLA DLAARGADVT VITCTLGEQG EVIGETFAQL 
VNGDADQLGG FRIHELYASL EILGVRGIHL GGAGCWRDSG MVGDPANEHP RAFIHSGDRA 
VEQLKELLA 

> RXA00853 (1-603, translated) 201 residues 

MPTSSSPATV TPLKKQSSRK QLQDIALIAV FAALI I VLAF VSIPVGTAGV PIVLQNASIV 
LAGLILGGRR GFLTALLFLA LGLIGLPVLA GGRTTLAALA GPTAGYIVGY LISPLVAGII 
AYLAPKKRGA GMFIVLGLAG LAGLITQYAC GIVGLVLRAG LSLSEATIAQ GAFVLPDLAK 
ITVMVIIAAG VHAAFPDIRK K 



> RXA00854 (1-213, translated) 71 residues 

MRLSEFRQLI EDEFGEAKGE WIAHSHVIGA LGVTADVAVD TGVDLRDVWE QLCIDFSVPE 
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ERRLGKDEPG F 



> RXA00855 (1-285, translated) 95 residues 

MTYFAVLYTY NPDSEKVAEV RTVHREFIAN LHAEGKI VGS GPFVDGDGGA LIVIKLEEGS 
NLVDAETLMN NDPFHVENVL DNRVIRSWNP VTKDF 



> RXA00861 (1-426, translated) 142 residues 

MAPHKVMLIT TGTQGEPMAA LSRMARREHR QITVRDGDLI ILSSSLVPGN EEAVFGVINM 
LAQIGATVVT _G.R DAKV-H-T-S-G— H-G-Y-S G E-L L^F-I^YN AAR PKN AM~P V H"G E W RH L R ANKELAI STG 
VNRDNVVLAQ NGVVVDMVNG RA 



> RXA00862 (1-564, translated) 18 
VTETETANPV TTTRTPSDAA PSPTTSEPTG 
SDMSIAGIRV AEHETFTRVV FDIAGNGQPG 
QGTGYPDQVV VPGIDTGSYP GAGIVEDINF 
RLVVDIVH 



8 residues 

SESTNSPSPT ALPPLGSPSM DQKQQAQVGD 
WWVDWATDPI QQASGLPVEM AGDSFLNVNI 
TSIFEARSQV LIGVSGQPRN YSVSLLQEPT 



> RXA00869 (1-792, translated) 264 residues 

LFI VAADHPA RGALAVGDNE PAMANRYELL ERMAIALSRP GVDGVLGTPD I IDDLAALGL 
LDDKI VVGSM NRGGLRGASF EMDDRYTGYN VSSMVDRGVD FAKTLVRINL SDAGTAPTLE 
ATAHAVNEAA AAQLPIMLEP FMSNWVNGKV VNDLSTDAVI QSVAIAAGLG NDSSYTWMKL 
PVVEEMERVM ESTTMPTLLL GGEGGNDPDA TFASWEHALT LPGVRGLTVG RTLLYPQDGD 
VAAAVDTAAR LVHTDIQQFT SQSI 



> RXA008 7 4 
MSIGQHI ITE 
HVEEVGASFG 
ISKISSCPNI 
EATRNVHTAL 
HIQRIHGDLH 
DGEHTQWANE 
LLD 



(1-1089, translated) 363 residues 



RFYGAKSHTI 
AWTGSSAFPI 
APILGFSSAE 
ASAFPTRVVP 
LGQLIKTPER 
ATALFLDGYG 



DNVDIVLSRE 
GPFTPLGTEQ 
I SGANYTLVM 
VEALADALTT 
YILI DFEGEP 
SIEDQELLNA 



CGENTLAVVR 
SNSSFITADN 
AQQYVPGLDG 
RLNELISQAP 
ARPLNQRRLP 
YILDKALYEV 



INNALYQLLV 
KAIVKYFRKL 
WSHALTTTSG 
EIARFKEAAI 
DSPLKDLAGI 
AYEINNRPDW 



NDDGKDVLND 
ESGQNPDVEL 
SFAEDAEKIG 
DLYQSLEGEA 
IRSIDYAAYF 
VKI PLEAVER 



> RXA00876 
MTLKIDPSSI 
AGAANSVLNS 
APRFESFVFN 
GEILAENSGE 
IKAILDPVQR 
GSGQAWSAAG 
LTSAASAGQS 
GAISSRAAGS 
VGAGGTGSQS 
AGGGQKNTGK 



(1-1755, t 
SSAVSRLNEL 
YAEQIEWLSA 
PPAVSPSLSL 
TFEQAAARIN 
LAAERAFLAS 
LTPSGAAQGG 
LANGLAMPTS 
AGGSVPGMTG 
KYARQTGSSV 
VKTVTSAVEE 



ranslated) 
QHQAITASQV 
ALQASGAALT 
DALCSQFSGT 
E VAAAG AT FA 
FQATFQADVL 
VANAGSIAPD 
TPNSASGAIP 
GPGAPGITSD 
GSSSQSGSGL 
DRNLAALLGD 



585 residues 
GMKSTILSAF 
GQDELFARGM 
NSGAVLEAQG 
AN AKMMG AS V 
TGMPPVSNLM 
AAVQGAAGQS 
SSMSAASPLG 
SLMGARTHGA 
GMVGSGSGKP 
RGPVVPGVIG 



SPVSGLDQLG 
DVADTGGRVV 
SWGSMASAIS 
GTLNRI YMGH 
QMKGANGSAG 
GVGS-FGTVTD- 
AFGSGAGLGA 
SSAGAVAPMM 
SISNFGRGMM 
DWVRG 



SGHGNVINGG 
EESVMFPARP 
NVSASLSSIA 
RMQVFMAATS 
EIALGMDEIA 
QLDGINIGDM 
QGGSIGSSAP 
GGAGGMSGGV 
PMMPMMPMGG 



> RXA00881 (1-378, translated) 126 residues 

MSNTETQFDW DGSTWTRTEV GEAPTRFAVG VMEDFAYIAA TGTDGDEEFF TLGSNPGLTF 
GDPEWLFAQD NPQYVVECIG QQGTEPAALK VVDKYLSRLS DEESRGEPTR ILNELVSAME 
LPALPW 



> RXA00882 (1-678, translated) 22 
MSSTTAQLRH RELTQEI YNI GDEVAEYIEH 
SRTVVAELSG LRHALTTGIR QGTVSARATV 
LSTALNARTD AVVKRLEATV EWVLAETDKV 
VGTANPAYVR TMRGSNPPRF LLERARIDAV 



6 residues 

IMEAVSDWDL ELVEDCLAEF DEI ITEARDD 

EVDVDKPERL TASELERDFD I DAGLVDVRD 

ANDLDSLSLP LLYGRVAAVI ESATSAWINA 

VARVADKLAQ KRNAVS 



> RXA00883 (1-519, translated) 173 residues 

VQGMKRKMVA AALATALLFG AAPAHASELV EPTTVAESVA LDPNKAINIL TPDLWEDIEA 

KPGDIVHIPY QGTRNYEDLT VEVAKPFEDF QILVGLDNSI VIAVPKNLSG AASVAPVFTV 

SDKNGEI DSF TIKVSVEPRR QSDEEKRSAL FDVISELAYR MPHLPFVSEL LKY 
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> RXA00887 (1-723, translated) 241 residues 

dSwol? ?ivoS^ T ^ IQVGEKI S ^RGTAR TCTVTALQGK 

==s == = =i EE sis 

> HXA00889 (1-588, tr.na lat-.m i.. r-ridu^ 

™s™d SSSSSS SSSSSS? ™ PMEasI "™™ lhvkwldleg 
oS= ST" ™= =£ 

> RXA00893 (1-597, translated) 199 residues 

Eii =1 = = = — 

TYTTHGRQTG SeflAQ EI ™ PTLIIR G S^GIDS DLEKQIPSAR ATTIIGANWL 

> RXA00895 (1-591, translated) 197 residues 

aepgSeS I?op^ L wsm Q gkddt s TTSAGQTQST ETNAGTIAES SGSSDSEQAS 

iSE liP — — esse sssss ~ 

> RXA00903 (1-633, translated) 211 residues 

iiIiiIII=ii=E= 

> RXA00908 (1-558, translated) 186 residues 

SSSr £££££ ""FBIY*, »™™«, LPRGLREEAB 

sss ^= = ;= =s 

> RXA00915 (1-510, translated) 170 residues 

===ii = I™ == = 

> RXA00916 (1-3591, translated) 1197 residues 

iiiiiiIiii==iEe 

iisi ~~ =1 |=i =s E= 
= ss= i= E= = EE 

11 is lil 11= ss =1 

_ EPV ?sssss: ^= sssss s-— 
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PGTEAGVTPA ARFEAAKNFL QRQNEISQNY VPSDKLRQGR LFTTADRPFG DVKDRELAAQ 
I PVFADLAAD VFDGTQEI ID ILEKCLAAGP PSAQVFDMNV ARRDVSSGPS LPGEGEF 

> RXA00917 (1-1383, translated) 461 residues 

QLNMQLVGRD GQPRILEGSA LVDLGFTRAD TGEFAPLAQG IDISGGELSF PLDTISQLPA 
IGTVEARTTI TTAGVDDLPG TTLSPILNTT RITITQRDMP QLPASVRFTA DEDVVTVDIP 
ITGPGKVWIA PGTQLSGVLP DGVDGIAASS TFDSPDNALV LGLD EQGTIP VELTVSDLRD 
G L V-NG S J-B-LQ— -I-S-N AEG A-N-E-T-— SV-DirP T EGT L - S V PIN AS T FA~LAF ILAL VL S LLI PLLILYI 
VRFLSAKVPS SAMSGVRIPV EFSGEALRYA GSTMPDLASQ TTATKQVVVH GDTFNVEGHK 
LKVQRFQLNP IASPAVIVQT DPSISFDGKQ KGTQAKLPLA VQGSWFLTAS GADPSKMELI 
ALTNLPLEQG QIDRMIAGIT SKAPDRAREL QKLLDDAATS QPAKVPPRAP AAQGHVEKQA 
PSFGTGSGGG FGSSNGGGFG SGSGSNDTNG GFGSSGGFGA R 



> RXA00 921 
VEGGTWSAQA 
QSVPAGKDAT 
DAGEPRIGPI 
ALSSTLTPNE 
EIPQSQPFGP 
RNGRFSGTHP 
QDWPSLRRLP 
FRSS FSDFPA 
LPDIEDWTRS 
VDSVLSFVQL 
VSRSRDVNQI 



(1-1899, t 
TKEDLQFIAE 
GRPGNVFTHA 
TDLSLSWMMI 
ARRLLHFSTF 
QGSWSRMTEG 
LRVLADQHMF 
DSRRRI INMS 
MDNWRHIKFT 
DEAQQIFAGI 
TLQEGRTEDI 
FTEMARAIIR 



ranslated) 
VAPTHIETVT 
VFDGDLESPL 
DSMFGDRRQQ 
ERAATLPAPD 
LFSDGFDADE 
GKVPDKPAPK 
EQAINSIEKL 
EDAHPRLREL 
IAGASVQTGR 
RRFEKYGEQI 
AISRNNIGKD 



633 residues 
PFDDFISSED 
ESVYPISLYR 
FYQLQDALQA 
KSMEARSLFV 
LVAGLIRANE 
VEPVAPAPNP 
HDSPAQDLVA 
LVDAERDARN 
SHFMWDLLRA 
AREDLPSILT 
MRS 



IDALPRRFEY 
SPDLLTPFRA 
GDKATVLVLN 
VPGI DRELLA 
NLDNSQKELA 
NAIWARASEV 
YLDFLLKTEL 
RAPAAIVLDH 
YFGVALIGDE 
NARAVQQYLG 



RPLAGRSLIM 
AAVNAAELPL 
STNEAAYWLQ 
EHSGIVIIDP 
QFGDGLARFI 
VHNPRRASES 
ATSINASDPF 
IVPNFSRDRS 
DTYRAFTTLT 
YIDQDI INKK 



> RXA00926 (1-363, translated) 121 residues 

MDI VFLI ILL AIFIVPTFLM SRRQRARMTE IQKLQDSVVP GDRI VTTAGQ HATVISTTAE 
TVDLEIAPGM ISTFEKLAI V RVLSKANEPQ MLDEPTLFDQ PEDDQPNDGF DGRTDGHPEN 
R 



> RXA00930 (1-753, translated) 25 
MSGHSKWATT KHKKAAN DAK RGKEFAKLIK 
VPNDNIERAR KRGSGEEAGG ADWMNIMYEG 
NGGNLGESGS VSYMFTRTGV VTVQKGDLSE 
IQAVRDALVE AGIEVEDSES DFRASVQVPL 
SDEVLTELEN D 



1 residues 

NIEVAARTGG GDPSANPTLD DMI KKAKKAS 
YGPNGVAMLI ECLTDNRNRA ATEVRTAMTK 
DDVLMAVLEA GAEEVNDNGD LFEVTCAPTD 
DADGARKIFK LVDALEDSDD VQNVYTNIDL 



> RXA00932 (1-474, translated) 158 residues 

MTPQKLHRFA ALLEMGTWTL LI IGMILKYS GVTDAVTPIA GGIHGFGFLC FAAITITVWI 
NNKWTFPQGI AGLIVSVIPW AALPFALWAD KKGLVAGGWR FSDPSEKPHT FFDKILAQLV 
RHPIRSILIL LVIIAVVFSI LLAMGPPYDP DAIANTVD 

> RXA00933 (1-462, translated) 154 residues 

MTLVYLLIAV VVTATVLWAY FTAQRLNRLH IRTDSARQAL QAAL DRRAAL VGALLPDAAE 

ASKRAEAI PL EYSRFSQRAR AEREISELIL KQGKTLPDSI VDAATRVELA HRFYNEAVSD 
TRDLRTRLMV RSFRLGGTAP LPEYFELLDT DLLT 



> RXA00940 (1-396, translated) 132 residues 

VILVLLEAES MRGYQI ITTI SEQTEGNWTP SPGTIYPTLS MLEDEGLISI SHEMGRKMAR 

LTEEGAQEVA KNKDAWGSIL EAYRNPESRE VRVFNIRSEF HKVREAAKAA PDDKAEQI IE 

ILRRAADDIK RL 



> RXA00943 (1-507, translated) 169 residues 

KPGVKWRATN ATKRGKKQLQ QALSTKSETE KFGEKASDWF NDTSDKVTEY AYTAQDFVGE 

NKDDWIKSAT ETAHKVADTV SDYAHKATSY LEENSGDWLE AAQANAKTAR KSAVKAAGKA 

HE KAN FALQV AEETSGRANK KATKSYDKLQ KQADKAI DRA QKKLKGIEL 

> RXA00946 (1-774, translated) 258 residues 

MTHTLQATNP LDQTAWHAWH FSRNKEAISR TGATSLSATE WISATTLKDA HTFPSLPGRW 
YKRGGGVVGA HLPPAFATTG TVQLRPGELL IAEDFTLTVI ERLGQFALQV FDARNPKRFE 
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FHSIAAFPPS EEWRIEARFF PEPDTVNTAA ADGVIVATPT AGWVHFLKGR LDYRLRVTVQ 
KNNLRALFSD NSSTLGVYQH RFVDI PRPDA EGNTI IDFNR AYLPPKALNR KFLCPSPSLN 
NHLNLTVEAG EKWVVAGG 

> RXA00949 (1-648, translated) 216 residues 

MKVFIIGAAG GIGNRLSSLL HARGDAVSGM HRNLEQASKI TDTGATAVLG DLIHNSTEEL 
AELFRGHDAI VFSAGAHGTG QENTTLIDGA GLRKAADAAS AANVSRFILV SAFPESSRGE 

NTTENFEHYM KVKKSADVYL SHTDLDWVIV R PGVLODEAG nnt.VTAGLAI NYGNVARDHV 

AAFIDEALHQ PQLSKIIVEL TDGSTPVAEA VERLIK 

> RXA00959 (1-327, translated) 109 residues 

MTVIGIILGS LFGVLAVLLI VVGALGWAAK LPGNPVVGIR VPEVRKSQEL WDMAHRVAGP 
LWVLSGVSFV IASLVAFVAS GWMWLVVALG VEAAIAFIGM GAGMAAHTG 

> RXA00963 (1-438, translated) 146 residues 

MRLATIRTNG TTIAARVESE NTATTIEGFA NVGELLQESN WRELAENAAG EAVTFENKEL 
DAVVPAPKKI VCVGLNYANH IKEMGRDLPD TPTLFVKFPD ALIGPFDDVV VPEWANKALD 
WEGEMAVIIG KRARRVKQAD AAEYIA 

> RXA00969 (1-147, translated) 49 residues 
IRQEERDDDA RLI VVTHSAL ESDLSRTVEL LKAKPVVKAI NSVIRLERD 

f 3 > RXA00971 (1-273, translated) 91 residues 

^ NHAEAEELDE ALSPLINRLR EMGFDPTETE EANSLALHSC PFVVNDKRPS AFVCAIHAGF 

IQESLGENNR IQLELKPLNA PGTCKVHVFS E 

^3 > RXA00973 (1-603, translated) 201 residues 

y\ MNHSDDDRMQ KWFQIRRELG KEIVKQLQKD LPAVASDIGS MVYSSDQVPL GNATLTAYGD 

-'■4 IGNRVASAAT SARYNVEELL DAIENARFAI WVPNYDNSYY LSGEEGADEF QTYLIKDASR 

?j FLESSGNTPP ENPQYSDSKL TFASELLPFY TAFNNSTYPL LHACVQGEPT EVDLYFYELE 

y QAELKEKETA QLSSGSSFGS S 

^ > RXA00978 (1-615, translated) 205 residues 

;~ MSRSPLTKGL NQLEHLELDK SLTAWSWAED DPLYLAGENL NGS YLIVAGR VRVSRDTIDG 

I]] KELTVDIATP GDVIGAIDTE PQPAVDSAWA IETTCALFLP ATALATVIEQ HPSFALAMIR 
MQQQRLATAR DHEINLTTTT VEQRVAIAVR TLGRKIGQRR PDGILLIQVR IRREDVAGLA 

•y GTTVESTSRV LARLRKEGVI DSGRE 

[J > RXA00986 (1-342, translated) 114 residues 

-. ■ - MTLKDKYDTE -VAVSNNQDKH QFEVSYPEDA VTAGFAAYLD KGDSRI FYHT VVGDEFGGKG 
LAS ILVSEAL KATKEAGLTV VPVCPFVKGF VEKNAFEGYR KPNHEDMELV KSQM 

> RXA00987 (1-465, translated) 155 residues 

MPKSLTFEDS INIAAPINQV YALVSDITRT GEWSPVCEKC WWDEDEGPVV GAHFTGRNVT 

PERTWETRSE VIVAEPNRCF GWSVTDGNVK WIYSMEPLEE GTVLTESWEF' TPKGQRFFHD 

KFGDKSIEEI EKRRLAAITG IPETLVAIQR ILEVE 

> RXA00988 (1-423, translated) 141 residues 

MSKREESIEY GPLGKGHDPL KDPMKGIRGV MAGTLVMEAI TLGLVLTVIL RVDDGI YWTT 
FNWVYVSAVA I AH FVAAFLQ RFSWSIPMNI VLQVLALAGF FVHPAMGFAA IIFIIAWAYL 
FYLRSNLIDR MKRGLLTTQH S 

> RXA01005 (1-846, translated) 282 residues 

MELARAHHAR ADSFTKDHLK RRQAHIKHPV FDFLFEYYPV RVAHLKTWHP GIGVFLEGTP 
PHATMRDFLL VDASLHHAAG VQLDLASYMQ RRGSSVRYIH ELLSATRDNH AQFDCFGLHE 
WAMVYKSNDL RHDLPLRLTP SETDRVVESH NIKCTHFDAY RFFTTPAI PL NLTVLTREDQ 
PRNDQCGCLH ATMDLYBCWSA KLGPLVPGDL FLDAFELARD TRiLDMEASP YDVRGYGFGY 
VPIETAEGKA EYVSRQRELS ERAKPIRDRL VSITKQALQA SI 

> RXA01007 (1-1707, translated) 569 residues 

VFKKHRHGLG SPETKPRSIT RRFFTAAAAT LAGLAVLSGC TAQPSQAEDN TLTYLEPQFF 
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RTLYPPSAGF YPNGSVVNNI ADRLLYQDPE TLELKPWIAT ELPEVNEDAT EFTFNIRTDV 

TYSDGTPLTA ENVVKNFDLY GLGDQDRRLT ISEQITNYDH GEVVDEDTVR FHFSEPAPGF 

AQATSSFNAG LYADSTLEFA NEDFAPGNAQ NVIGSGPFVI TDETLGTNLT LTAREDYDWA 

PPSREHQGRA KLDAVNYVLA GEESVRIGAI VAGQGDIARQ IEAPVEAHLK DAGIPIISAA 

TNGVNNSFNF RFKNELLSDI RVRQALIHAI DREKIMRVLF SDSYPLATSV LAQNALGYKE 

QVDAYVYDLD KATALLDEAG WTLDSDGMRR KDGELLELTF NEALPQPRSR EVVTMVQEQL 

GDLGIKVNLN PGDQAAQDAD SKDLNKIQVR HTMVGRADYD VLKSQLYSTN RNELL NMTVE 
GETADIGDPH LEE L LMA I A S^SPRE E D RAAA— S AAAQ B Y-PT E^QA Y VI:P I;FE E J P V V Y'G VQ P Y V 
KGFSPEVIGR PSFYETYIDH SSDHSSEED 



> RXA01008 
VSTTDKQVAI 
TLCMNTLAGA 
AASVAEDFKE 
GDRDVITLDN 
SLIPAGEQVL 
GYPYLPKSDY 
LDRVSPESIR 
ARIADGMARD 
GQMVGSGPPL 
AWMHNPDVRR 
PRVHLIGIPT 



(1-1941, translated 

VGVGPRGISI LERIAAALNT 

VTLFTEPGST VSAPVVEGPL 

ELAATVIQSN PSRALYGAYL 

SEMISADSTV LAVGWQT PAP 

VRGLGMGFFD IMALTTI DRG 

KSLPPGAKLA RLKAVIAAIN 

TGLDKI VEI I DEVDVDKLPK 

IRHAVTAWDS PLKSALWSIS 

FRTRELLALV DAG L AH FAG A 

NADPLALSLE DADRVRPFND 

YGQLADTTIS PMPGTNPLML 



647 residue; 
VSRPKQGLTI 
QFDWIRLLRG 
RWAFDVALQL 
NAEELS IAAA 
GIFHEDPSTR 
AQNRGVASIN 
ALAAHTDDVF 
AARKPSSILG 
RPRLSVSDGQ 
YSVDGTAAPT 
QETDKTAVHV 



HLIEDAQMGA 
DEDLSGI PTK 
LPQWVKVEQH 
LEENPDLVWV 
SGLRYEASGE 
YDAEVWPAVA 
DLHAWEFPLA 
AEGRLTFESR 
WQISSPTTGD 
GSPEVDPATR 
LKQLGLI 



GNVWRTDQTR 
AIELFRTYPP 
HARAIGIRED 
KPGNPVEQDA 
EPHFVISSGR 
RDAYEAYYET 
GINESVEALT 
RNRFAAVMAI 
TPLRSKVLVD 
LLVHPNGNLD 



> RXA01011 (1-1233, translated) 411 residues 

MSDLI DMLVG EDLPQLRDNR PQARDNAQKS FEALLEPVNP GTFSFGERYA VATYVAGLHQ 

FAPAVDLYQD LLLDDAPTTL ANAVSDAIDE GLSAGPYGTY REPGLESESE PGGSVRNDAA 

KLGERLAAAF DYAHLLVFHP RDSRPEVLGR LSGAGWSADD TVTLAQLVSF LAFQLRVAYG 

LRTLKGEDIQ VKAPRLSIPE AKWELSNNGF EISTYEELNR PEAFVNHSLG WKPWVPPVAK 

ADLTEEQLDS LIQPERADMP YFRLLARDPA ALKARTLTDL DIFFNTDGEG LGRAERELGA 

TVTSRYNGCV YCASVHAGRA QEESGRADDV NALLAS I DSD LGSDQWNVIR DAARALSSTP 

•AAFNQGCITK LRGVGFSDLQ IVDLINSVAF FNWANRLMLS LGEPEVPKRF L 



> RXA01016 (1-648, translated) 216 residues 

LLPYAIVGLV ILLPSSWLPR WAVAVLGEVS LVPAVVFGGG FLLI PSMFLI GSALVRYGVV 

DRAENAPRAM GVFFAVSAAI AIPTLI IQAR DITSSGFSIV STVAGLALGG VYISLVLLAL 

HTPIRGALAA VFAPLGRMAL TNYIGATILM LIGGLIVDLP HSTSWTATVL LAAGILI IQE 

LLSALWLRHY TQGPLGYLWR WVTWGSRSPF LTRSAS 

> RXA01017 (1-609, translated) 203 residues 

MAQKVTFWFD TTCPFCWVTS "RWIKEVEQVR DIEIQWVPMS LAVLNEGRDL PEDYKERMKA 

AWGPARVFAA VATDHADKLG DLYTAMGTRI HNDGRGPIEG SFNDVIAEAL EEVGLDAALG 

EVADTTEWDD ALRAFHQTAM DEVGNDVGTP VVKLGDTAFF GPVLTRIPRG EEAGEI FDAS 

FKLAS YPHFF EIKRSRTENP QFD 



> RXA01021 (1-522, translated) 174 residues 

MSSSESSRSE GSQPAPSVQP ERRADSTGAP AAASKEASQQ MDAAGVLEWA RTAVEQLSER 
RAEINALNVF PVPDADTGSN MTYTMTAALD EALKLGELGD VARITEALAV GSVRGARGNS 
GVVLSQVLRA IAQAAADGVI DGHTIQEALS IARSLVDRAI TDPVEGTVVT VLRS 



> RXA01023 
PANGGINKTP 
EDLPGEAFGH 
LPVSDMTPGS 
PLTGLSSAGT 
IVIRCGVEPS 
SSLITISGFI 



(1-951, tra 
MIIALVLSIV 
TRAEIMDPVP 
SLETWYSVNR 
TCTSLFDALP 
ENYAAGAMLQ 
EDTVPAE 



nslated) 317 residues 

LVLAVLFGAR VLLGPAGQQQ IAMSGLPAPD AESAECAALL 

PGAAAWSTSD LERVTLRCGV DMPFQYTALA NTVDVDGTTW 

FPVVAITADD ISTDSADNPV DPFSSAVDKL EKRDGQPFDA 

RQLEVGGDDG TTYERIEEDR MQAAGYSDDA VAWDTPGLEP 

QIDDIPWFED TILASGTTSS TWYALGREID IAVSLPQAAS 



> RXA01028 (1-624, translated) 208 residues 

FYQNILASSR GSNTFLFSVP YIPATEGEET HPATDTSTIA TPTLSFDAYG NKAEVMPTQS 
TVDKRVPSLL QYYTRTFHVR QDTQQAVFDV IGANPVLIAA AKAASISPAS ADSRRKKGLA 
STNADPVAKH VLEI AGADVE SLRHEKDLKV TKHTGQDPAL PVVVFNQTIW HNPNDDVINA 
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LLGAIDQDAY I DMAISS YNK SWHNIIPA 

> RXA01029 {1-489, translated) 163 residues 

MLQTISFKKL NLLTTLKRKG ELVIMITRHD VPYIIAPPVY AIFASLMTTP PWFYRTTYTI 
DGFDFKISWV YTITI YISLM ILIIGFYQAN MRKACPYEED PLVDIWHKVW STALFILPIV 
LSIAVYSLIT QRGFDWYVMV FILPVGLMIA YGFFKPCDCD KHR 



> RXAO 1 0 3.1_(.l— 6.6.6.,— t -r-a-n s-l-a t-ed-)— 2-22~r e s±du-es~ 



MKLLQYAGGA VYVDPEDSAQ SQDLDASTAR DV I DAT NT AM TTITSRPTMI VHLHKVRKVI 

EILCNPALGG EPVNIDQDET GKQVYTPTPT LVAYRFISDK EILLHYLAQA GVQGVEVFDG 

SPDMLSRWNA GRI PVLLLQP ASAGHGLNFQ HGGHRLVWYN LPDNNEHYMQ ANARLHRIGQ 

KNPVTIHRII TADTYDANMP A I LAG KAN RQ QRLI DAVRRD PV 

> RXA01032 (1-375, translated) 125 residues 

MSDHDAPQTP IPKGFWQQID HQLDRLGTQR PETFAALRDI LLDPAYTAIV HDRNRYGVVT 
FDTNSAFFSG SGGDNGLADV LINCDWRMTD YRAEYYYVMT HKYTKESFTY IEGDVKRGDL 
IPPNN 

> RXA01033 (1-336, translated) 112 residues 

MTQIAMYLAG PMTGI PEYNY PTFHAAANKF RAAGYTVLSP AEDEYESQLT APLPENAEHK 
YDHYLRLGIE KLLKADAVHM LQGWQSSAGA TLEHDIAQKL RLAITYEEPP AS 

> RXA01034 (1-354, translated) 118 residues 

MDMAI IQSVE YTSDVSHER1 TNVVSVGVVY EGKQYVVDLN GDDIDTELDM ITLKEVIKIG 
REESARQIRR GSVDAELHRK ARLWAIDNDM AVGQRGIVPQ EI I DAYKEYC EKEGIPFE 

> RXA01035 (1-606, translated) 202 residues 

VLIRIAEHQG RLHVHSPYSK AFAARARKLN GLWSPETKTW HFSPDKEQPV RRALKDVYGW 

DEFTTPELCT VQLTVTPEAV LNKHTLTI AG VTLLSRLRRN YSVWLGDNVR I ISGNFPEAA 

GSPQYPLIMG VKAQPVVIHV QEFPVDAVST IPPRFNPIVI TAPPSIDIAA LRAEREQLTR 

RISEIDKKIA RAVHPTIQTE AA 

> RXA01036 (1-453, translated) 151 residues 

MHTVGYKLDT DLRKLTNTDV LDLINALFGT TVTSADDEAA DFIDSDPQFA VLVELAYHDC 

ARRAAMGLSR VQQLI YDNAA KSTYYRSVAA RHRKHIRELH EQTQRDGIHF DNPLSRAVIN 

DLSMSMNRAR LNRIASWKSA GVQRYLNPTI S 

> RXA01037 (1-528, translated) 176 residues 

MTTSSPLKSK NSLNGAQTTF VRNCVADGPT EVKATIDARG GIEQLRDNEI SQLPDKLWFN 

SATSASNDEF TTDNIRLGLL YNMALNKASA HRYELAARWY AIVSPQPSQE ASHKRIASWH 

LTQLHALVTL SRTLGVIIPG DEI DALAQSM ENARQVGTEN WSTVTMRTYV TNRKAS 

> RXA01038 (1-747, translated) 249 residues 

MTRDI FHEAA KLIAHLGWRD AFPALQRTDP APTHAVPIRA FDLKAGAVIT DENRSNAYIY 
DTLVITQPYK HELPHQNTHP FEWALEQIAT LDPAFSIKLD RSVTVPEIGL YARTLHDLNT 
RHQDFLAQRN AMLLVVARRG VDPKNIADVL GLTTNQIHRI LSAT PADSPT DLGVNPATTM 
GDVVRFIKKR RTTMQLRGTA VRALLYHGLT PAVISRLSGM SRAGVINAAK AFPTTINHKV 
KKRKQHFHV 

> RXA01039 (1-576, translated) 192 residues 

MAIKGAMPKN RVPGVAAGAF IAAAVIAGGS GVTFLAQGGG DVNTVAVVEP QDEVKNQVVT 
ETEIVTKVHD PSSSDASDAD SNTGTAEGAD SDHKEPREHD SAQEPTAPTD PTLTITGNGD 
TPVSALDAVA GPARPGTVHV IENGETLSSI SQDSGVPVGL I IDRNKLVDP DLIYAGTPLA 
IPTEQELAAA IQ 



> RXA01040 (1-903, translated) 301 residues 

MTYPVTPQPV QPAPVAEKIK ASSLKEGTQV FIKGRVNYSR IASFITGTER ENRNRDRLHP 
IEFDYTSLTL SHPEIIYGNP QQKTNEELFL EQRI FVGKKR PEEGPKFSID NKSNRLPQVW 
VPSTNADGTY EQLEGLEGEL DAGLNVI I LI EFYKPRTQVN RGSRLNAVFL QEPIRYYTPG 
YNADKLAALG I VLNAPPKDT IQLVPNEVAA GQDQSTTDAS GLPLPGQGYS APDQPYQAQP 
QYQQATPAAA PQQYQAPQPQ YQQSAPQAQP APAPVAQFQQ ASASGTCSAS TAAVSGTTSC 
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> RXA01041 (1-153, translated) 51 residues 

VPQAPAVQAA PAVAQAPVAP VVDMTEPASP WDLPAAPSQP AQPAQGITYP A 

> RXA01042 (1-1278, translated) 426 residues 



TLSPTAFYTE V^rurZu7~ tZ^T ^"^ 1N ^ AmuAV Q D ^GCL-irDTEKT-CPPEVAATLL 

PIPEhJl^ ! , t VMPIPENFAA FPAVHNKPSI KHPKRWFEIL TSQWITFTRQ 

= B = =™ SS5E SSSSS 

vvpSSS ESSSE SSSJSSSS! SSS: SSSv-s K= 

> RXA01043 (1-573, translated) 191 residues 

dIiiS Q TS T L P T R K KDNPHAT^VPn V ™ V ™ PSLC SAINVWNATE RIPAQKILNV 

.™ jsss; sssss ?ssss =s ™sss 

> RXA01044 (1-1257, translated) 419 residues 

EE F = -™ =^ 

S ™< =™ = 
EE s ™ =™ = ss 

PSIIAHLASE GVLDELPKDR ISKIVSIGPV PTANYHALTR QDTTLTRNLG PAVLGFLEsT 
> RXA01045 (1-1824, translated) 608 residues 

Se»S?vD ^fflnJf PPLTG1MTT ° EHGYEHTSV1. EKLASNHLFN PINPQHPVTI 

IE i™ - = ™= ~™ s v s= 
™- -™ ssssss ™ 

= ^ esse ssses ess 

> RXA01046 (1-1779, translated) 593 residues 

S 1= ESSE SEEKS SSSSSS 

S ™ ™= =;s ^™ 
SEE ~ E~ i= =* = 
= = =1 EES « i= 

TPCCLATPHY AAQIPADIDS DTLDQLVETT FISDFGARPA ARTIEDHIAS ™m 

> RXA01047 (1-474, translated) 158 residues 

=i EEs =5: =r •= -= 

> RXA01058 (1-321, translated) 107 residues 
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MRKLRTASVA LLTAGALALT ATPAMAQSTT GSSASSQVGD ALGASDYERD IWGSSKDFDD 
VTPFGSAWYG YTLAATAVAI SGLVYANLPA IEQAAAQAGI KLEIPRY 

> RXA01062 (1-486, translated) 162 residues 

MNEQEREALE DAALEEAALA DELAALEAEA GVQGSVEPYD YAADLDDEDE FDEDPFAQDE 

PRDAGPLGEL SSDNHVSEAV AEDTGTSTEE SAQEGSHEES VDNPRDFTGT ATAVRSFRPR 

LPVPNALRPG PPIRTQPAVN TDIYDGGQEN TAGATAADVG AG 



->—RXA'0T0"63 — ("1^330, translated) 110 residues 

MADEKKVHVR ATLRFDSDTH QRAI YWADRK GISLSAYAEE AIREKI DRDN GVHVIPNSLL 
DNRMNQIIDQ LSSFGRELAN NTTVVTSGFN TIIGMTRGDS YLSDDLDDLG 



> RXA01066 (1-726, translated) 24 
MRRDSFRDRA LVVKTYDFGE ADRI I VLLTR 
VQLYPGRKLS TISGADTVGY YASGI IEDFT 
ALKNIQDSPE PILNLDEFML RAMNHAGWAP 
PPGSAEVPPE ALHMMWLVAN GQAARIPREH 
QA 



2 residues 

DHGI VRGVAK GVRRSKSRFG SRLQLFVELD 

RYSCASAILE IATHIAGLEN DPHLFEETTR 

SLFDCAACGR PGPHNAFHPG VGGAVCLYCR 

PEQQTTIHQL TTAHLQWHIE RKLPTLAVLD 



> RXA01068 (1-1071, translated) 357 residues 

MPTNQPTPAQ IKRWRGYLAN EQAEAAAYRD LAKRREGEER DILLALADAE HRHAAYWVEK 

LGPDAENPPK ADVKTRLLGF LARRFGSVFT LALMQSAETR SPYDDDADAS RQISADERIH 

AEVVRGLASR GRERMSGNFR AAVFGINDGL VSNVALVMGV MATGVPAQIV LITGISGLLS 

GALSMAAGEY ISVRSQTELL DASLPDPKAR EALHALDVES NELELVYRAR GMSEDEARAK 

ASQVFQRISD QKRISDNVLG STEIQSAGSA RSAATFSFLS FAIGAFLPIV PYVFGMEGLA 

GAVVSLVLVG LSLMATGATT GLLSGKPPGI RAVRQLSIGY GAALVTYVLG ' LLFGMIL 



> RXA01069 (1-603, translated) 201 residues 

VNDLPNLPKL PFNWTWVLAT VATTVVLAGI GLYVYYPSLP DPMPVHWNGS GEADNWTPKS 
VGSFLSLILI GPGIILLTLS GMQALLTMQS GVITQRGGAK SANEAHRQWE TYKATSMHMG 
WYMFVLNALI LVMILNEFRP NPLPGGFIIG LIGIIAATIV LLVLIGKTTT SLAKKYPMPD 
QDGKTWGI FY NDPDDNRILV D 

> RXA01071 (1-387, translated) 129 residues 

NILYALLALS VIVAIIGIIN TLALNVIERR QEIGMLRAVG VKRGQVRTMI TLESVQIAIY 
GAVIGIAIGL GLGWAFVTVM SGEGLDAAVS IPWGQVGLML VGSAVVGVIA ALWPAVKASR 
TPPLDAITD 



> RXA01074 (1-705, translated) 235 residues 

LAEAAGLRWL AEASSAVAQV VSADAEQITT VGVETQLPTP DAAFKAGEEL AR I H LAG A PA 

FGCPPAGWAG LNYIGTQGQA CLSTPTWGVF YSQQRVLPFA RRARRRNHLT EHALWVVEAA 

CDLISELPDD VPPARIHGDL WFGNLLFGTD GPVFI DPAAH GGHPETDLAM LDVFGAPYLD 

EIREGYLSIN PLPDGWRERT PMHQLHPLAV HAASHGPSYG VELLHAAKAT LKLLD 



> RXA01075 (1-411, translated) 137 residues 

MDNPVNILNE QEALERLQSV SLGRVVVRRS DEMDI FPVNF IVDKGAI YIR TAEGNKLFSM 

NLNHDVLFEA DEVKDGKAWS VVVRATAEIV RKLDEIATAD TLELKPWIPT LKSNFARI VP 

NEITGREFTL GEEPERY 



> RXA01076 
MTPAHI FSEG 
LKGDKGVVRT 
EPLLHI PFNF 
LNKLGYTTVA 
VNAIAQTKWG 
HLDTAVLDDM 



(1-1020, t 
PINSVVLSQD 
VPLIPGIDVV 
SAQQVGALGT 
VTGRREAHAE 
GIVTACGMAQ 
TTVI DVKDVA 



ranslated) 3 
EDGNFTTSYQ 
GTVIESADPR 
AGFTAALSVN 
YLTSLGASDI 
GPDLPGTVLP 
QAGEDLMAGK 



40 residues 
DTFSDPSFLG EGDVLIEVGW 
FGRGDEVVLN GAGLGENRHG 
ALVDQGIKPE DGEILVTGST 
IDRAELSEKG RPLQKGRWAG 
FILRGVHLVG INSVDAPREL 
LHGRTAVRVH 



SSLNYKDAMA 
GFTQRLKVPS 
GGVGSIALHL 
VVDSVGSHTL 
RRRAWALLSE 



> RXA01078 (1-834, translated) 278 residues 

MSNAVPHNVS FNFVPRAYRP EKPRTFGMTE IRAPYYSTFG TRHLQDVFDV AGQWVDGIKW 

AGGSFSLVPT EQVRAFSDIA HENNAYVSSG GWIETVLRYG DDAVDHYLKE AKEVGFDVIE 

ISTGFIMLNT SGLQRLVEKV VKAGLKAKPE LGLQIGSGGD SGEAELAAEG KKDIGDLVDR 
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GKKALDAGAS IIMIESEGIT ENVTEWDTGA AASIINGLGL ENVMFEAADG PVFEWYVKNY 
GNECNLFVDH SQILQLEGLR QNIWGNKSTW GRVINPAP 

> RXA01083 (1-276, translated) 92 residues 

MFPRI PLAMC AVAAIPAVVL RFSELSASPV ATMLIFGTAV VAAS FVLAWA AEAVRKDISG 
ALAVALLALV AVLPEYASET VVEHTYQTSA AN 



_>_RXA0-10.8-5- 
VTDKARNRDV 
NTGSPNDKEL 
YADYVASVFA 
ETQNVAVDTT 
KVDVTQFAQE 
PELRRFFNPA 



-(-1-^-9-5-7-, — translate d-) — 3-l _ 9~r 'e si dues 



HNEQQLARGE 
FDELGVRPYY 
EHGFDAPEPI 
DINQHTNDAR 
TIIDNDTGEI 
KIEWNPGGS 



IGEMRSPMWV 
VAVEQQIGTS 
DNSVGSWLLF 
LAIPQEIVRD 
VSEKGEVLYD 



EVGAAILGVF 
SAHTTCYQPL 
GHVGIIRVTF 
LSLFPDVGAH 
GAGQPITKSL 



VLVVMWLAWG 
DEFGNNFGDC 
VIAVAAGVYA 
SPVQPSSMIS 
PMIDNEFSHA 



GIGLLIQTMM 
TRSVPKEPVW 
MSRAAMMRQL 
HVMLSNKGLK 
I FDKSDVPNL 



> RXA01088 (1-1182, translated) 394 residues 

MGLWI DAT AG VAGDMLLGAL I DAGAELEKI QQVVEAVIPG DVLLRTEEVV RQGQRGIKLH 

VDAQHEHHHH RHLSTIKELL VNADIPEQTK QDALGVFELI AIAEGKVHGI EPEKIHFHEV 

GAWDSIADIV GVCEAIRQLN PGLIAASPIA LGFGRIKAAH GDIPVPVPAV AELVKGWPTQ 

TGALMESTEP VGELATPTGV ALIRHFATQD GPFPQGI INE VGIGAGTKDT EGRPNIVRAI 

LFNTSRSNPD TRTLVQLEAN VDDQDPRLWP GVIEILFAAG AVDAWLTPIL MKKGRPAHRV 

SALVDSSEVE AVKTALFAAT TTFGIRSWEV EREGLDRRFE QVEVDGHTIN IKIGSRDDQV 

ISAQSEFEDI RSAAVALGIS EREVVARI PQ GTTE 

> RXA01091 (1-471, translated) 157 residues 

MVPNTVLIHD ETADLATQIQ RLEHIMACLR DPVSGCPWDI EQTFASIAPH TIEEGYEVAD 

AIAQEDWPEL RGELGDLLFQ TVFHAQMARE AGHFALVDVV KAISDKMVLR HPHVFGAQSN 

AKSADQQVKI GKSSRRPSAR AKRKRAFWMA SRWDCLP 

> RXA01092 (1-180, translated) 60 residues 

VETAAFVAEQ LRSFGVDEIH TGIAKTGIIA LIHGREAGPV VGLRADMDAL PLTEITGVYY 



> RXA01096 (1-699, translated) 23 
MKPRVLSALG IGAGALVVWI SSRMNWVTIE 
AAFAAALVLK RMGRRI IGGI SALIAVGASL 
GTLLSDWAEI INTTTHPLAA VVAMIGCALA 
IHTDLAQDPD SGRVMWTHSM KTLTSPRRLR 



3 residues 

AFDDKSGSVT QSIVGATWST EIMALALALL 

SPLALLTQDP DAERARTLLT SGVASQKANS 

LVGGVVLAMR PAEDTAKSNQ YERKQARAEK 

NPKKPQVKAR VWHPDFFRHV CSG 



> RXA01102 (1-1245, translated) 415 residues 

V A V L V A V AAA FGSWSLLLPV VPLAVLNNGG SSAVAGATTG I FMAATVITQ I FTPAALRKI 

GYTPVMAFAA FMLGVPAIGY IFSVEPIPVL VVSALRGIGF GALTVAESAL VAELVPVRFL 

GKASGMLGVF IGLSQMLFLP AGLALGDQFG YNVVYVLGAV IALVAAVMCL RIPQVKAAAK 

QQPQVSEQER SVSTWKLVLV PSLAVTSLSM TFGAVSSFLP AAVIELDPGL GAALAGI ILS 

ITGGSSMVFR YLSGVIADRR GVPGTTMI PA QIIGFLGVVL ITVTIFQGWS VWLLIIGAVM 

FGGAFGMVQN EALLSMFFRL PRTRVSEASA IWNIAFDSGT GIGSFLLGIV AASLAYSGAF 

GSGAVVILFG 1VLTTADRI I GRHRITEYNN TRARLRQVPV ARRAVQGLRN RRKDR 

> RXA01103 (1-225, translated) 75 residues 

MNSSPISDMV TAAVQNEPDA GDRWFI YGLF LIAGLFFGGA WSAYKSENKI LMVAAGLIAV 

LAVAGGILWL LGEMT 



> RXA01107 
MDFTSVNDRN 
ESGQMLTILG 
DEGLSTQQLR 
VEKIRGLYVP 
DMDELLNGFL 
TFLVKGHWDP 
NDDQLQHNIA 



(1-1200, t 
VPAPNTSIPF 
RTRLNLDMFA 
QFINLSLDTT 
TPVEELIESL 
EDSDIPQEVT 
SMDPTRDFMK 
LSIHHILQAI 



ranslated) 4 
PVDLNRVTEA 
INDAARAVTE 
AMAVTYILER 
EDAEWEESDM 
LERI RAQLHA 
LFMMCNQWNE 
DSI STEATGS 



00 residues 

VDSLGYHYLS 

WNAERIGPTA 

FSELNFSDTG 

ADEDAEDDYL 

IGVVKTSGED 

NSLTTKAFCH 

STVEWPEKNR 



SEDRIIVPWQ 
LVHLGNDGEV 
SPDDTNNADE 
DDDSEIEWET 
DFIIAWINEV 
TDDKGLQVRV 



DHRISMYFSH 
ELKFRTTICI 
LSDEQDQADL 
DDDYFEPEEV 
FLGFFVDNGP 
EFAVSVAEGL 



> RXA01108 (1-651, translated) 217 residues 
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MTYPGITSDH NPYDGYTGDD GAGNKRNLPN RKKINKSVGV YAGVFALTLA LYAIGGAAWG 

LLRPTYTAYV EDAETASIAV ETNTSFAGYA WFAIATGVLA AAIALFVFLR TPQHRGPVML 

LWLGIVSIAG SVAFLVFGNV ASTMLHGSPS DYASAIGASF QVAPTITPGV AFGVAPFLSV 

CMYWCAAFVT PEEEIDQDDA GQGTSKASGS EMTGASG 

> RXA01109 (1-642, translated) 214 residues 

LSISLSSKKV AFAALMVTPL LLTACGSDSS DTEAASSSAA TTTNS SSSSA ATSAEAAETT 

_SSESESSEAT— T-I-NEEQQAQB— D^^^ PED TAAI EALVRG 

YTDTNTLRSS LAYTINNTCT RVLEASGADA TQLDLNTIPD IPLGGEGTGT VDSITDVVVN 

GQEASAWVVA TAGGTTDSAT QRFFNEGGQW KFCD 



> RXA01119 (1-930, translated) 310 residues 

LAGVITGFAI ILSVIGVGFL LAKLGVINDD KQRLVLNRIA FYAATPALLF NVVARSDPSA 

LISPVIVVTF VAT1 VTAAVY CVISAIFFKK DIATTATGAA ASAYVNSNNI GLPVSIYVLG 

TGAYVAPILV MQMVIFAPMI LAALTSGDVK GSRGQKIWAA VKGSLLSPIV LASIAGLIVC 

LLEIQLPAAV MEPTI ILGGA SIPLILMSFG ASLPSTNVLA SKADRPSVLT ATAIKIVGMP 

AITWLIAKAF GLEGDYLYAA VILAALPAAQ NVYNYAATYR KGEIVARDTV FLTTFLALLG 
MLGIAALFGR 



> RXA01121 (1-678, translated) 22 

MNPEFIHGAT EIETTNRGLR PHRLSKEIVE 

TTYSTRVVYL DSGRPGGKID VLIDGAPTSS 

DGLSEQEKVV EFWLPHNEEI EVISLKANAA 

WPAIVAQSKN YNLRNFGFGG SAMLDPFMAR 



6 residues 

RYCDPQFSAM ERQPSGVRVV CRTTATSVTL 
TPTSGGETTE VNFITGATER RLKDPQVLTV 
LNTVEDTRPV WINYGSSISH GSVATAPTKI 
LIRDTPADLI TLEIGI 



> RXA01122 (1-522, translated) 174 residues 

MPFPALLLPL I FWTGI AALS SWAVSRALPL RADNSIEIDA PVEKVWDFIE ETNRVPEWNE 

HILYVQAPGE IEQGMKLKMK TRHPETNRLT LKFRPTIDVL RPHRELTWST KIVARWLLTV 

TDTIELKPLE DGRTEVDQSM SFSGVLSPGV PFLASISRIK ENSNRQLKAL IEAE 

> RXA01123 (1-447, translated) 149 residues 

MRTLAAELNI KAPSLYKHVK TREDIAAHIA TKAFIQLGQS LHEHCESVED LLAEYRSMAR 

ENPNI YRLLT SSEFPRELLP EGLETWAGTP FYLVTGHDPI KGQALWAFAH GMAILEIDAR 

FAGPNNGSPA DGVWEIGARA FDTQVFDQG 

> RXA01127 (1-279, translated) 93 residues 

GIGLAASGNI DATGTNPSMF EPVHGSAPDI AGQGIADPTA AILSAAMLLR HLGDEDNAVR 
IETAIAADVA GRDNSQPIST TEVGDRIVKA LQS 

> RXA01128 (1-1014, translated) 338 residues 

MSFTFIRTFF VLFGITLLVS CVPEPPDSYT KESTVLRYQV SDFNLNFVEL AVALGYLNNI 

ELQVVGSVQG GVES IESLKK DDI DFAAVPF IGLVAGEIAT GAP I KAVAAS YGISHDSSSA 

LLVLKDSEIH EVHDLIGKTV GINTLGALGS AMVERHLFDA GLTEPEIVSV TQRALPGEYL 

EQRLYQGQVD AIWVTDSAKH QALETGDFRI LAEDSDLVQE LNTGCMVVSQ KLI DEHPAVV 

GELVDGVAQA IEFERSHSPE EVREVYFNYL EAHGQSDRIS SFRYWEHSGI ATRGGVLSDR 

EFSMWSHWID RQYDVPDINP ASI YTNQFNP YRKVNPSP 



> RXA01129 (1-1866, t: 
MVNLMSVELE EIRDFLAGFE 
IRSGAIDVLD QEGVLLDRRD 
* KRNPDLNRYY SSWSKRIRAA 
MHEFGVSSLL VQI DGELKGI 
AMLLMSELRI HHLPI VDDGQ 
AAEVASRFID RGASAEEVSS 
MGLASDQDNA LVLDNS YNDR 
DQWISTFHSW ITAPEPDALL 
SLAARRDPPL GFFRGLVVER 
IAASGHGQVS RKGAQDLLDA 
DAFSI IKDMQ SALATKYPVR 



anslated) 622 residue: 
PFAQLPAEEL DQLPGKMSLR 
AGRSFGYSTM GPERNSRYRM 
ADQLRQESSS KVLRTKLGEF 
ITDHYMRSRV VAKHLDIQLP 
ISGIVTAADI MRLLRHDPIY 
LLTVAADSLA RRLLVLAERK 
EHGQYFAALS EFVCQGLDRA 
HAQTFFDFRG I YGDTEMAKD 
SGEYGATMDI KKGGTAGIVQ 
FDFLAAMAFQ HQARLIKVGE 
NI 



YFRRGEEI I P IGVPNHYMGV 

VAVEDSLVLR LGRDDFDELA 

KIANPISCSP DTTIMDAAIK 

VSEVMTVDPR CATSQGLAFE 

LTADLSRKNT VEELANTFQS 

FGAPPVPYCF VVVGSQGRKE 

GQVLCPGDMM ASNPEWRKTA 

VHQNAVNMAR GARRMHAHLA 

MARLYALATG SDAIGTRERL 

KPNYHIDPKT LGKMDREHLR 



> RXA01131 (1-867, translated) 289 residues 
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MPPATLFNVL TSAGLDPHQS 
VAINSAHDAR ATPKMMLDAP 
FDGAIDLTRE FHALYPERSP 
AASGRISFEL GDTPVDVILD 
RSDGDDVDFV ATVAVPIRAG 



GDAI VVESAH FTLTFTWDEW 
TGLTTVLKAD KGQLQAFAVE 
QERGAMLNIK LVDASPSQTV 
DPELLKIQAV VVADRDVEAT 
LNDFQLSQAL HDGVVGVVGQ 



LRAQATWVGE LSASDYVRSI 
ALPIGDGLSE AQL AG FVAAA 
TPVRVANWFM DQGVEEVPYD 
EVLHLCNRAN LDSDHSTIFM 
VRAVINQLH 



> RXA01134 (1-459, translated) 153 residues 

SATQDTGVWK GI FA LLMGRG-ARDWR-T-GQQ-F— DRWT-FBE-£GC"NFHQI FPTKW~CKE11GTDPVL 
TESVLNRTPM GRRTEVVIGD TPPSRYLSRV QSKSLMGDEE FDQMLDTHLL SAEDLHSSNT 
THFFASRRTN FIDMVEDAIG KAVIRDVNES DLT 



> RXA01137 (1-360, translated) 120 residues 

VRPTFVILRI SEYFGVAEAA INAATGRLTS LSEVFIDNAA EIQDNLSSLV ALQKDLAERV 
NVEGVNPVTP VDLLELRLGS AQLAVAATAI EVRVAGGAGY VKSSSTSRRF RVEMGACTGP 

> RXA01140 (1-786, translated) 262 residues 

MALDTRGEEM RFRPRALSGA PDTGKDPGLL LLDGQQRLTT LYHCFSGDGY VNTVDFRSKK 

VTRKFYI DVA KAVESPVMSD EAI FSVDETG KIISHFGPVI DGGITDLETA LAHGCLPVSV 

LLDDNGTDFL FDLADMAGEG AREHAKRFQS QIVKTLVSYD I PMIRLDRET AKGGIGSI FA 

QANSSGLQMD VFDLLTAVFA ADESVETEFS LRDDWVRVER NLRQHSALDG IGSTEFLTAV 
ALLVSARKGH ASGYREDILN LT 



> RXA01148 (1-600, translated) 200 residues 

MTSPVENVKK KPRPLALSPS RAGDYQQCPL LYRFRAI DRL PEPKTVAQVK GTLVHAVLEY 

MHKLPREERE YPAMVKQLKP TWAQMCEEDA ELKELVPEDE LYDFLVDSRT LLRGYFEMEN 

PQGFDATECE MYVDTVLPNG VPVRGFIDRV DTAPPAKSEL STTRLARNQS RSGASKRSSR 

CCSMHWSTGA CSMKSQLSFV 

> RXA01153 (1-543, translated) 181 residues 

PFLSPIVTST HAVVAYSTAR GFGEHRVRWD YAQESPLRDT RGFDLRRYHQ APVVDPHAIG 

VANVFVPNGA RFYVDHAHPE YSSPEVTNAW DAMVYDAAGD HILMQAVSDV ASFTSQNRSV 

LDGHDPCPAL KIYKNNVDGK GASYGFHENY LYSRETDFDV LAQALIPFFV CRQVI IGAGR 
V 



> RXA01154 (1-603, translated) 201 residues 

EGI INTRDEP HTDADHWGRL HVI IGDANMS QTANFLKFGM TSLVLDAIEA GVDFSELKLK 

NAVSEVAKVS HDLSLTHQLR LADGSELTAI DILRRYLDKV QPFAETPVEQ RVTALWGEVL 

GLLENDLLST SHLLDWTAKL ALI KSFEARG LSINDPKMYL IDLQYSDIDP QKSLYHALVS 
KGRMKTLCSA QDIADAAATS P 

> RXA01155 (1-1365, translated) 455 residues 

VESALTRRIM GIETEYGLTF VDGDSKKLRP DEIARRMFRP IVEKYSSSNI FIPNGSRLYL 

DVGSHPEYAT AECDNLTQLI NFEKAGDVIA DRMAVDAEES LAKEDIAGQV YLFKNNVDSV 

GNSYGCHENY LVGRSMPLKA LGKRLMPFLI TRQLICGAGR IHHPNPLDKG ESFPLGYCIS 

QRSDHVWEGV SSATTRSRPI INTRDEPHAD SHSYRRLHVI VGDANMAEPS IALKVGSTLL 

VLEMIEADFG LPSLELANDI AS IREISRDA TGSTLLSLKD GTTMTALQIQ QVVFEHASKW 

LEQRPEPEFS GTSNTEMARV LDLWGRMLKA IESGDFSEVD TEI DWVIKKK LIDRFIQRGN 

LGLDDPKLAQ VDLTYHDIRP GRGLFSVLQS RGMIKRWTTD EAILAAVDTA PDTTRAHLRG 
RILKAADTLG VPVTVDWMRH KVNRPEPQSV ELGDP 



> RXA01156 (1-201, translated) 67 residues 

VSVVNAKQTQ IMGGGGRDED NAEDSAQASG QVQINTEGVD SLLDEI DGLL ENNAEEFVRS 
YVQKGGE 



> RXA01158 (1-942, translated) 314 residues 

MS IVEHIKEF RRRLLIALAG ILVGTIIGFI WYDFSFWQIP TLGELLRDPY CSLPAESRWA 

MSDSEECRLL ATGPFDPFML RLKVAALVGM VLGSPVWLSQ LWGFITPGLM KNERRYTAIF 

VTIAVVLFVG GAVLAYFVVA YGLEFLLTIG GDTQAAALTG DKYFGFLLAL LAI FGVSFEV 

PLVIGMLNIV GILPYDAIKD KRRMI IMILF VFAAFMTPGQ DPFTMLVLAL SLTVLVELAL 

QFCRFNDKRR DKKRPEWLDG DDLSASPLDT SAGGEDAPSP VETPEAVEPS RMLNPSGEAS 
ISYKPGRADF GDVL 
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> RXA01159 (1-315, translated) 105 residues 

ssssss ssjjss ss^ jssss tpe ™ 



> RXA01160 
KSSNKISDLA 
LVELDHSFKE 



AIMGEYSSTV 
HEGETYIKAW 
LLLREDAMWL 
SPEDLRKCIK 

> RXA01163 
MGYTNLNDTR 
AVRVPGLKHG 
TTGPRPAIAM 
VFIDYPRDPA 



(1-975, translated) 32 
RQLNLLPYFT RYKGRTVMEA 
VKIHNAO GMD KPT.R.LTPTEA 



FDSTGEDLDA EVLEIIRDAM 
EEAVNQWRTF RLDRIRSIVL 
GNYMAMEVDE TVEPIRDSDG 
QKAFSGLSAY DHHVE 



5 residues 
ARDLGQPSSQ 
-GV-LL-MHb-E-S-ir 
DLHQQVSFEY 
LDSKAVHPAR 
FSWHTVHFPL 



IMEDLNRLWM 
"EStrPGIAKQE" 
HSHRSDNTSL 
GVSVSTDDPF 
LSRDWFVRFA 



CGLPGLLPGD 



"AVVSAANKLR 
RQVSPAHIFT 
EFAKSSDIAT 
IGHAEHLKVT 



(1-705, tr 
VLRAGSCDAW 
TLVNAAPLKV 
APSTQGVAQH 
TGVQYYCDSI 



anslated) 235 residues 
WRTMS PL VQQ GSEAVFRRIM 
LGARGEPNPA SSYRFEYITG 
CDPSHTCAIG LNAFYDKPFD 
AAAKSLLDAV LASRQLGLSP 



> RXA01165 (1-573, translated) 191 residues 
SSS?? IPYFIIEILA FIGVVMWLGF GWALGLLVLF 
IHQASGQGSA GAIAGNIGLT AAGAILVAMP GFVSSIIGLL 

SkoESDGE f VNGYRTQA SY(M ™ GGAQQPSNEP 



GLSRRPDRKP GFDDVPHFGA 
DSAGRAITAT GAVLFSTRPW 
AIIAYELPVI LWFLAHGLDV 
EAPLGLWGFS QGGGA 



FVGGLLLAGV ELRRISKSAA 
FIFAPTRALF RKVLAKRMRS 
IVIDEDEIQA WTSDLKPEDF 



> RXA01166 (1-483, translated) 161 residues 

E= =E ESI 5= — ess: 

> RXA01167 (1-321, translated) 107 residues 

s= szssej sssss: — 

> RXA01169 (1-567, translated) 189 residues 

IIP £= =; == i-= == 

> RXA01170 (1-483, translated) 161 residues 

V V SS S™S G V SSSSSZ MaLE0TVM FDRQGLQVSA 

VVOKJDRAW DL C A T P,„ G » ^S! ESGVPSGVSY LALSNQDGEV 



> RXA01171 
MSQAAGKFKP 
PLARELWATD 
DLRVLWLEDP 
LAQIGIHRPE 



(1-693, translated) 231 residues 

™S "JSJ^fJ ils ™erhgd dhavnltklr avakelkknq 

aJSSS^» ICRPKEFDQS ELDSMIHEAR TPKVLDWLIN YVVKKNPHWN 
AENVAAAGWA LNTHAVITKP DALDDSEILD TIEAQMKTAE PRVOW9MMFP 
LRDRAIAIGE RLEVLKDYPT PPNCTSPFAP IWIEEMVRRK ^ 



> RXA01173 (1-615, translated) 205 residues 

GTSSASTTEP S^SGsS <*™™™ ATDAANSATS AAGSAINDAT 

EGPNGESLVT FPEGY^NSA EGGAOAL^m ^STISI "AVVTAANA AGFSTPESVE 

QQftsgvisw lddgsgqfS svepa igetw ^egg lsaavglptg peeattngwt 

> RXA01174 (1-750, translated) 250 residues 

S= SSSSS SSS ™ vw 0LI ™ 

EONSL.SCLI TVNMTHITTD ^JSSJ SSS JS£S££ 
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AQVVIPGELT IHGETKAVEP TFDVLRTGDQ VIVASDIEIN RLDFGVETPE FIAAKINETG 
EINVRIVLEK 

> RXA01176 (1-504, translated) 168 residues 

VRYFYDTEFI EDGRTIELVS IGIVAEDGRE YYAVSTQFDS SKANAWVRAN VLDKLPNPSS 
KVWKSADTIK REVYEFLTST GPTPELWAWV GAYDHVLLAQ MWGDMAGLPR EI PRFTRELR 
QYWDMAGRPT LPELPNGNHD ALIDARHNLA KFKVCMAALP LGKRDRVS 



> RXA01177 (1-1986, translated) 662 residues 

MHGEKLVDGT EGNLSQFQWR DMATNQTLRK ALLVLSTIAL LLTLWPSIFN VRAIESFVFF 
FHI DTDVYRA GANAFLHGEN LYTQDYQVGS IQLPFTYPPI SAALFVPLAI LASSVAGIAL 
TLISTVLLWW SVAIVLRRVL KGLTDADSRF VSYLILPMAL STEPVFQTLQ FGQVNI ILMA 
LVLMDTFTKK PWLPRGFWIG LAASIKLTPA VFGLYFLVKK DWKGAGVAIA SGVGFSALAF 
ILSPSSSKIY WTETLNDPSR IGNLSYIANQ SVRGTLSRMM HEQQDLVEKL WLVAVVLCLA 
AVAVAMWRVV RAGNPYGAVM LNSLIALLCS PVSWSHHWVW LI PIAIGLGA SAWNQRRTAP 
GIAATAGVLA LLTTI PMFIT TFWNMPYDSE SYPFWPLILQ PSGNAYVVVV IAILIVAIVN 
PTVLGSGNKA VSGQAEKKSS PALLVVLAIA I FYLFANIWF KGNNQNKALI QYPLQTMEGR 
GLTDFGELI F EFAASSNQLV SLWI IGALNA IALAITLWFL LQRFAGKKSS WLIYLSTVAV 
ALMMFSVQDA LQFGSLTLVA LALITVDVLS VREIGRRGLL TGLAAALFGW PILIVIGFLI 
HRRYAATITT TVTAAVLWIL GILLNPDAFN LNLLRQWFNG RDGRDNLSFY AFLARWVSES 
PA 

> RXA01178 (1-450, translated) 150 residues 

MMFVWFIVAL GLGAWAIHRT WSHGFKDLSV ALSIALPTLV LPIVELHHLV LLLPLIAVLL 
RQGRVAISYL IGFIYLVSWT PQHLSYSTVF PLNDPAPEGY VAHFGWYLLV EPMAVAPAAI 
ILGAFIACAA TTPKTSQLVQ VDKSSAENTK 

> RXA01184 (1-1473, translated) 491 residues 

MGLFGFGIFL ALGLGQDHMG ILAGVVSVGM VAYCIAAFMW PSGEGQLDPT AFSTMPLSAK 

QLLPGFAIGT LLQSRGI IAV ICTVATSIIA AVFLPVGSWP M I V FMMAVS L VTTLLLGELL 

GALTSGSSSR VSNDRRTVLT SVVFMVFVVG YNMLIGADGM SRIDAIGAYT KWTPFGAGAG 

A I EAFAVGLW GEAGLLTLLA FVYVAAGFWL WSQLINRALT APLDQGGQGQ SAKDSAGEGK 

KVLFLPGIPW SVGGAIFSRS LRYMFRDSRL LGSMIVFPLL GVLFIFQSFT VEFFMI YVGL 

IMMAVFAGSV ATNDFGYDGP SLWLNIVAGV KARTLLMPRH WASMLPGSVS IVVFMIITIV 

LAENKTTAVL ICFIGLGIFI SSAAVALLVT TFNPYPTSKP GTSPWGDRSG YSGAAFVGAF 

AALLLGWIPT I PTIALGI FG LVTDQMWMI I LAEVLAI ILP VAVYIGVAKV CIRKVEKDLP 

EI FDKVKTHV K 

> RXA01186 {1-1098, translated) 366 residues 

MATPV-PLVFN APKRGMPPTH FADLNDEARI EALKELGLPK FRLNQIARHY YGRLEADPLT 

MTDLPEGARQ EVKDALFPTL MSPLRVVETD DDTTQKTLWK LHDGTLLESV LMRYSDRSTL 

CISSQAGCGM ACPFCATGQG GLDRNLSIGE IVDQVRNAAA TMQSEGGRLS NIVFMGMGEP 

LANYKRVVSA VRQITQPSPA GFGISQRSVT VSTVGLAPAI RKLADEEMSV TLAVSLHTPD 

DELRDTLVPV NNRWPVAEVL DAARYYADKS GRRVSIEYAL IRDVNDQDWR ADMLGEKLHK 

ALGSRVHVNL IPLNPTPGSK WDAAPKARQD EFVRRVIAKG VPCTVRDTKG QEIAAACGQL 
AAEESA 

> RXA01187 {1-459, translated) 153 residues 

VDPFETNPND LPTGLDPAYE GNSELNPLGG KNI PDEPEVT ANTPAVQEEP AYSEPETAVE 

SKRQAKQNTK KSEPVVAPKQ TLAGGTWVAL IVGALLLILL LVFIMQNQTT VELNLFAWTF 

QFPAGIGFLL AAITGALIMA LGGGVRMFEY RRS 

> RXA01195 {1-447, translated) 149 residues 

VIVAVSAVLL AAWRFFTLRS RGTTVILREL PQSGVHGWRH GSFRYNGNDL EYFKLRSLSP 
MADLILNRLS VTLLDRRDPA ADEAVFMSQG LKILHIKSKN DQIELALDAH GEMAFTAWLE 
AAPDARAEHS LNPRDFNRFR ASKDTRKNR 

> RXA01196 {1-690, translated) 230 residues 

MRLVIARCSV DYVGRLEAHL PSADRLLMVK ADGSVSIHAD DRAYKPLNWM TPPCSLVETP 

ITDEDGEATG ESLWVVENKK GEQLRITVEE IHSEQNFDLG QDPGLVKDGV EDHLQELLAE 

HITTLGDGYT LI RREYPTAI GPVDILCRNS DGETVAVEIK RRGGIDGVEQ LTRYLELLNR 
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DELLKPVHGV FAAQEIKPQA KTLAEDRGIK CVTLDYQALR GIESNELTLF 
> RXA01197 (1-453, translated) 151 residues 

MSTEQSLNIP HEYVICLDHV GIAVPDLEEA IEFYRSAFGW VNHHQEINEE QGISEAMIGP 
KDIKSTEGMI QLIAPLNEDS TIAKFLEKKG PGIQQMCLRT NNIDALSEHL RRQGVRLLYP 
EPKNGTGGAR INFLHPKDAG GVLLEITQPQ S 



_>_RXA 0 J. .1.9.8— (-1^3 0-3-,-t-r-a-ns-l-ate d")— 1-01— r es Tdues 
MIVAFSVAPT VTDNPDAEMA DAVTEAIRIV RASGLPNETN AMFTLIEGEW DEVMAVIKEA 
TEAISRVSPR TSLVIKADIR PGHTGQLTRK VEAVEERLAR D 

> RXA01206 (1-261, translated) 87 residues 

VSAENTENTD SPFEISEFDD HRRPLQRALK FGSIALIVFT LISLAIWGAT RGVPGVSAVV 
IGAAVGAGFV LLTALSVLFT TNSNVTT 



> RXA01207 (1-648, translated) 216 residues 

VSRI YDCADQ DSRAAGLKAA VDAVKAGQLV VLPTDTLYGL GCDAFNNEAV ANLLATKHRG 

PDMPVPVLVG SWDTIQGLVH SYSAQAKALV EAFWPGGLSI IVPQAPSLPW NLGDTRGTVM 

LRMPLHPVAI ELLRQTGPMA VSSANISGHT PPTTVLEARQ QLNQNVAVYL DGGECALATP 

STIVDISGPA PKILREGAIS AERVGEVLGV SAESLR 



> RXA01210 (1-693, translated) 231 residues 

VFPVGIPLLL FLIGNGGAAE SANS FDYFVM YTLLFVQFYT VLSMATTRRD ERVLKRLRTG 
EARDIDI IGA ICFPGALLTL IFTVVIIPLL MVLGAPAPIN LVPIVFAVLI GLLLCSALAL 
MTSGFTRNAE AAQMTSMPVF MLAMGGLGSI RFVFGDSIVA DILAYTPFAA ISDLVQIGWA 
GAT FADS VGG VEAANFAGIF QDMLIPLGIL AAWTAAAVWA ANRYMRWDSY R 



> RXA01213 
MTNPTEERNA 
PQAAITGWVL 
SMCSIASKDV 
ASSFSWLFAS 
ALSTAFIVAL 
VLILVVLSSA 
TLMGVVLLI V 



(1-1227, t 
RRLIWANGLQ 
RQTSRSKVWV 
QGKVISKGKR 
I VFARIEYAK 
AAESGNSIDS 
FAPAQINTLV 
GALSGFIAIF 



ranslated) 4 
NIGDQI VAAK 
IGSNGQFVSA 
GLVTGRATVI 
PAT PKNAPSA 
LGFFLIASGL 
FPLSFFLITL 
GNEAALLFLA 



09 residues 

TVLPWLLQAA 

LGIGVAALFL 

GGVMGLVAGL 

NPWVRRCIAA 

ASMVGGRISG 

AHTAIRVARK 

AIGLLGTISA 



GAPGFLLALL 
RGWALGITVI 
AIAI FLGSHS 
LKDDKAFRRF 
IWSDHSSKNV 
TYVMDMAEGD 
RGLKEVSAG 



VPI REAGSML 
VLLAALSLFR 
PTRVLAAVVI 
VLVRSMMLVT 
MAGGALFGSI 
QRTRYVADAN 



> RXA01218 (1-429, translated) 143 residues 

MARLQHDMIF INLPVSDLAA SKRFYAGLGF KENTVFSDEH TASFEVSDAI VVMLLETARF 
SDFTKRPIVE KNGSREVLNC LSVCSTEDAD EFVRRAQEFG GTITRELAAE- GPMYGGAFDD 
PDGHGWELMY FDPEALAQMM PEG 



> RXA01229 (1-693, translated) 231 residues 

MI ISTNTAHP LHEPHVPSHH NRMNTLRAGV LGANDGI VS I AALLLGVIAT GASDTVVFGA 

GLASTIAGAV SMALGEYVSV SSQRDTERVL IAKEAKELAE DPTAEHVELS EILHSYGISP 

ETANQAATEI GQGDALGAHL QLELGIDNEQ LTSPLAAAFS SAVAFLLGAL LPMVSVFIAP 

AGWDAGVVFV VTLLVLAVTG FISAQISGTS PMRACGRLVI GGALGLALTY G 



> RXA01231 (1-504, translated) 168 residues 

MLGYTFVIFI LAPFLILTGI AMAPAIRSRF PWYVKLFGGH QGARSLHFIA MVLMTGFVIM 

HXRPGFLVHG DYNMVHMVFG DMNTDRAAQA YIIVITTIVX GGVXLXXAQY IXXWXTXXAX 

XGXPPXSXEX XRKIFXXPAA SPDEQAXXHL HGQGHLAVPL DQWPAADR 

> RXA01234 (1-384, translated) 128 residues 

MWKFMKTQYV CTTYFIAAPE DEDEAYQTYR SRMNSLAALN GADVVSVADG LRMEVDQDIW 

GSLAEQYQIE QEGLYPTGHN LYFVVTVVNL DDSDEVYDRT MEHLIMDDPY VRVDRFPSTV 
HASTQIML 

> RXA01237 (1-441, translated) 147 residues 

MNVQFESDMA VQPGNTMEAT VTDIRDAKRK TTQLDSVTPF KKNCPSRTLL DTISDKWAVL 

ILLSMENGPQ RNGEIKDQVQ GITPKMLTQR LGVLVEDGLV TRTSHAVVPP RVDYQLTDLG 

ASVIEPCRAM YSWAVENIKQ VEAYRSA 
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> RXA01246 (1-639, translated) 213 residues 

MKRTITIAAL ALTSTLVLSA CADNTEGENT DTTTIATTSA PDTTETTGAT TDPETETGAA 
GEVSAEHNDA DIMFAQMMIP HHQQAVEMSE ILLAKDDIPA EVIEFTQGVI DAOGPEIDRM 
NTMLETWEED PVTGDMGEMD HGGMSGMMSE EDMTALEDAQ GTEAARLYLE qShEGAV 
DMARDEVTDG QNPQAIALAE QVIEDQEAEI AEI *>**^^ QMTAHHEGAV 

_>„RXA0-l-24-9-(-l— 3007-t-ransi-ated)— rOO-residueir 



' — ^ ^ ^ / j- w \s ±. c;o_n_iu.CO 

moSwctIIv glaamdav ei IDHLDRQKVT ERPTDLIASV RADELLLSSD DQEVVVDLPD 
NQTYVSIAPY LNSTHDCFYH SLTTCLGDLD NEDIHVMITD 

> RXA01251 (1-309, translated) 103 residues 

MTQPDMSQIL AQAQQMQAQL QAAQQEILAT TVVGNAGNGL VTVTMAGNGE VFAVTVDPKV 
VDPEDVETLQ DLLLGAFKDA HNKVANVAEE KMGPLSQGMG GLF 

> RXA01263 (1-912, translated) 304 residues 

LTPYDPTAVN KESEKEAAKN LFGAEALTVD PDAGEVVDRV DNFYPTTAKA KRDYPSNYAA 
GCHQEVNETS PESCVYGDKN SDFSVALVGD SHAGHWLPAL EPIAEAQGWR LEVYTKSQCP 
LISTAIKLGE TFYAECYEWN EKLLAKLTGP SAPNHVIVSS QRYASANPLI DSVATGTVSF 
GYEMAWNSLK DAGVSISVLL DTPRPQ1DIP ECVASNRDNL SECSVHRS^A LgSISqqk 
TAAQNIDVPV LDLSNWICPE EYCSAVIGNV LVYRDSHHLT ATYARSLSSA SKSg 

Ej ir c J\ 

> RXA01266 (1-1035, translated) 345 residues 

MPKVSVVTGF YNRCEHLERT IESILNQTYS DFELIVFDDA STDGTASRLL ELKEKYDDPR 
IfYNTOFn^ ~ SEAI SGAKGQYIAV QGSGDVSLPR RLELQVEFLD AN PS VG AVGG 
AIYNIQEDTG TRNPQRFEKP IATFDDLLTS NPFTHGEVMY RLDLYKSIGG YRSGFTFAQD 
RDLWLRMAKK ADLGIIPDFL YHRYTLLDGV SFVPDKTIRQ RCFSEAAVRL ALMPEEEGAL 
fr!rvfof? P TAVVPIADR A'VQKFVPKAAI RLCLYGAPET GLHMARDYIQ NPLRRTIVVV 
LISIYSSRLI KPLQDILYKS IFKGVSISKP IKSSLVKFTR RIQGK 

> RXA01267 (1-1314, translated) 438 residues 

MYAEINGGFI PEGTVRVSGA KNSATRLLAA ALLTDEVVHL GNFPTKLVDV EHKIRFIEEL 
GGKVHVDHDE QILVVDAKDL AAREMTTDEL NIPIRTTYLL AAAQIGRGEI ARVPFPGGCA 
IGGGPAGGRG YDLHLMVWEQ LGCKILEKDD HIEVTAPQGF IGGVIDFPIS TVGGTENALL 
DRIEAI S ™w v^ ITPEI TDLIELLRRM GAEITVYGTS RIHVKGrIgL SgaSJmp 

SS^w ygiisggrit vegvpfssme vpfihlekag vdlfrnsssv yitpeclpsg 
S'S^ thpgvisdmq alfvllglkg agtsrvydyr yperiafvee ltnlvsgdkl 
■ lrSgSlS regeJpsp YA NSTDLRGSMA wlaalcadg kstinnv-hma lrgyneldkk- 

> RXA01268 (1-840, translated) 280 residues 

P^Rvnvf ^ VAHGLRS ETVLGLKKKI LVFLEYLTQL FAHQTLAVSH SLKKAIEDAH 
PRFKGRVQVL GYGSMNGVEL DRFRVPSLEE KLSARNALNL PSKSVIVGFV GRINKDKGGD 
™ ™ FTRLRLHLLI IGELEDDDLR EAFIKLVNEG QVTITGWIDF PEEPLAAVDV 
wo^o3 Q GMSLLEAQAM GVPVLTNAVT GTVDAVTSGE GGFFADDDSV ESWVSKIDLL 

VSDPKLRDRM GRAGRQFVSA RFNRDDVAAR FSHFVEQFKK 

> RXA01271 (1-1812, translated) 604 residues 

A^LOF^r? !™' K VLFLIDALAW ISALFIGVVL RYEFNLSSIN WSAFAWFGLA 
£I? L ?^» SLHLYRKGLR HLFGSFEDTL NVSISVIVVG VVLWIASLFV GQRWKISRGV 
MV FVLAVRYLAR MRVERFRRPA ADSTPALILG GGYIGTNLIQ WMMSDPKSPF 
RPVGVIDDNP ELACQRVRGV PVLGKFDDIA QVASDTGAEL LIVAIGDADS ALLRRVQDTA 
NKNGLSVKVM PAIDRVVSKG VRGNDLRDLS IEDLLGRQPV ETNVSEITGY LTGKRVLVTG 
«rrtim^ TEIAKYGPAE LMMLDRDETG LQQVLINVAG NGLLDTDAVV LA DIRE ADAM 
™™ VVFHAAALKH LPMLEQYPDE GWKTNVLGTL NVLAAAEAVG VETFVNISTD 

KAANPTSVLG HSKRVAEKLT AWYGQNSTSK YLSVRFGNVI GSRGSMLPTF TRLIMEDKPL 
JVTHPDVTRF FMTIPEACQL VLQAGGIGRS GEVLILDMGE PVSILEIAQR MIAMSGKDI D 
IVFTGLREGE KMHEELVGDG ETEDRPFHSK ISHAHAESLA PNNLDRDRFM QRAGKLASTD 
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> RXA01273 

MELREYATIL 

QGANFSRQIV 

PSPQQAAEIA 

LGLLVGLAIG 

SPIAESFRAL 

DLRLPRVSKY 

.EMDKVIAELE- 

ENADANVVGV 

> RXA01275 
MEKIRSPAVQ 
GIQTAIASVI 
ASGFDDQQPL 
DELAEKWNID 
YESNLTSIDE 
YPRPAL 



(1-1434, t 
MKNWVLIVIA 
NSYVDVIKTG 
NAVGESFKNV 
VGIAVLRAAL 
RTNLQFLNVG 
LGVEGNAGLT 
-ES-FDYV-I-I-DA- 
VATMLPPKSV 



ranslated) 
SILGIAAGAG 
VVLEPVVDEL 
IQTELEPDSG 
DTRIHSLRDI 
GSSSVFVISS 
DILIGKAEVN 
-PPALAV-T-DAA- 
AGYGYGNYGY 



4 78 residue; 
FSLLATPEYQ 
GLELTANQLS 
DGMSPINLTT 
EEVTDKPLLG 
ANPGEGKSTT 
DVLQRWGRTQ 
V-I-S-HG-KftGTTr- 
GDTSKINAPK 



SRTQLYVSVR 

SHISAASPAD 

TQVALEPSSP 

GIIADSEVEK 

SVNLALALAE 

LYYLPAGRIP 

TA VS AG'S T RFC 

PDNTELTTTD 



SGAGTTSDMV 
TALINITASS 
VSPNVMMNIL 
HPLIIKHKPH 
AGSRVALIEA 
PNPSELLGSA 



"PEUEATLSTL 
ASKANNEQ 



(1-918, translated) 306 residues 
SDALQVFKSA LAATVTWWIS VNLLNSQLPF LAPWVALMTM 
GVGLSFVIGT YLDVSVWTFG LAMVIGLIGA RVPKLRAEGI 
LYDRILEILL GVAVAIAINL IIFPPLRDQE ANMVVGNLDR 
NADEWLEEIN SINNDLEKAW HSVRFVRESR RVNPRKIRIQ 
GIAHLRHLAR TLRDTPI I DS DWGSSIPATV GIPYARCRSF 



QFTVYHTFIS 
GIATTSI FLL 
RMGEVLQKMA 
EGRPQPTETS 
ARRSESGNRS 



> RXA01276 (1-546, translated) 182 residues 

MRKTLITMLA TTAIAFSAIS PVQAQTVDTD TDASVSSELS SGTSSGSSED SEDSDISNRD 
I IFGIAAIAA VGGLIAGGVH WAVQQRMIPN PLPGIIPNPP ALAPQAPAPA PAPAPAPQAV 
APQVVAPQVV APAPAPVQTN RTYKNCTEVW NVLGRSIRQS DPGYGTHLDR DRDGIGCESR 
PR 



> RXA01281 
VGLSRSHYQL 
EEFEDRSSKA 
PVNIVRNRIT 
IQINAYTFMG 
AFMGGVSVVT 

> RXA01282 
MDELLKQEVK 
RGNLKGASPE 
DKPAWIRNEQ 
FAAKLRLEYA 
YEYETFNLNS 



(1-762, translated) 254 residues 

AAENTKSLVR MVPMTVPQGN EPAKKLATDL NRNQVVDELS AAVSRGQLTL 
WNARHLDTLV ELISDVNDNP YTLLGQQFPG ASYAPAAYET TPPAMPNVSD 
GNPNGSKMSV SFMGGTVRKG GWHVPNVHTS FAMMGGNQID LRDAFLESDR 
GIEIIVPEGV FVICDGMGIF GGFEQSVDKA GALNPARLPS NAPTVHIKGL 
KKNI 

(1-780, translated) 260 residues 

DFLTTRRARI TPAAAGLETQ PWSDRRVPGL RREEVADLAG ISLEYYIRFE 
ILQSLAKALQ LSPIEREHLH NLAYRADHPR NLPSAETPTA PLQDIVDAVT 
MDILATNRLC AELYAP I FKD LPDRPNTARH CFIGATASEF WVDRDQFSAE 
RRPSVPGLKE LIDELHQKSS VFRDNWASAD VLSFGSGIKR FRHPTLGERV 
APGYVLSIYF 



> RXA01294 (1-666, translated) 222 residues 

MSTIPDVFTS EVFPEISGTK EFRGLTYMFF DQFTLPTAEQ LEQAKAAGWS LITWGWWNSD 

TDLEDVELED ITNEGDSLPK LTDEFAVSSL STFDLNSQGL PNDDREPQPI EEADSLDDIF 

SEEEGWGLMA INCPNWQVPA ACEWLGCMNV GEPFEMSHVL RVWQNSWGVE ALAFGGEEDD 

ADLLLRVPEE SEELLKALAV ASDQVTTYKH EDLGFLASLW FD 



> RXA01295 
MTENLDNALL 
ADFMWHGCVP 
QSAE FVHYCM 
DEPTPLVSLD 
GTGVKIKNKK 
LWVFLANSSK 

> RXA012 96 
MSIEQAITSL 
KKGEKVDFAI 
GQLDAANRMD 
ANQFQEPDVE 
PVQTQGADAE 
CAILFQDNNR 
A 



(1-975, translated) 325 residues 
SMRMKPVQMA LMTLGYNHDM AVTDSGMELI 
AKKQAEYLRA ANEFNRPTRD LQVVLDEADS 
NDVATTFVSW CEQIWPKFSP ERVEFNATPP 
RIYQQYELMG ADQLKMGEDF VEYLHMGQRV 
QLQELLGLCN LYSKEHVLVT VFAEEIENGA 
WTAEVCLTVA HRLQN 



(1-1083, t 
SARVRELKPI 
KTGDDFHFLI 
AKPFMTLDLN 
IVKMLAATVT 
TPAEDEAVIE 
KPIARFYFDR 



ranslated) 
IETEEATKTA 
ECKKVGSPLS 
NIDARQFPHL 
TKRMTAQNLE 
EVVSEIVTTE 
KIPRIGIFNA 



361 residue; 
LIIPFISNVL 
LDHANQLVRY 
EMCTRKHFNP 
FFTRLVNTAS 
EEIHGHSIVR 
EGEQEHFDLE 



VRRPGLTVNF 
KNMTVRGREF 
DVDFEFSEDQ 
SAWLTDGNNG 
RWGI FAEARI 



GYDVTDPREV 
FNVTDTEFAI 
QALAANAEEL 
SQFLKDEVNR 
AICCSEVSAQ 
SIEDIYNHAD 



NLDSVTLCIV 
FFSSVGATWE 
LKEGNPFGLI 
SDRKTLAVSS 
DLPAGLNDHQ 



I PEYTADVGV 
LTNGEI YQFY 
KYIAELKKVI 
RLRSAQVFED 
EITMRDAKSY 
LLHSRVVALN 
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> RXA01301 (1-405, translated) 135 residues 

FLRLEGIEPK GPARAYYFGD VSDTVDILIG FPVSPAOAES LRRCAT qncr rnrnmrnru, 
£££££ PVKSA° GVER WDEILDEVE DLG - SS -»™' 

> RXA01304 (1-486, translated) 162 residues 

MPAQNKNLPG SVIVVSDRIK SGERIDKAGP VAVDLLQESG VEISTFTVVE FfFFPVHnri 



- i-i* *± i-, rn±uijjljrijL 1X111 

LVGLSARDST AALIVNAPSS SGGVRDALGV VCPLFGSIFE RL 

> RXA01306 (1-1008, translated) 336 residues 

MTEWYVVLPA TILLIALSAF FVIIEFALLA ARRNRLEETV ETSRSSRAAL RSLNFT TT MT 
AGAQLGITMV TFALGAITKP WVHYALMPLF EWARIPLVMA DVIAfS I^fSSig 
EMAPKSWAIA HPETALRTIA IPARGFINLF RPLLQWINKM ANDLVRKVGE ^pJdrSgG 
YDTDTLHALI EHSRETGALD QQSAAQISGI IKLDKITVGQ TLTASPFTHS LItJSS 

aaqrsgslrv lidapshlfp hvihvrdtlg aspdekaskX srpiltvIe? SqSm 

REHNEQISAV LSADGKTVLG VITWDHILKY LWPASV DTLHQALEYM 

> RXA01310 (1-327, translated) 109 residues 

^1 KKPAP ERMHYIKGYV PVAYSSPHSS LERSATWLGM GFLLTALAGV GAVL FAVGAN 

SVGQQQEHWV LYSIIGVVFA VVCTVLGTVL I IKGRAPYNR YVKETGRTQ GAVLFAVGAN 

> RXA01313 (1-945, translated) 315 residues 

SrSoJ rS£?IT™ RNAVDVAKHM LASQAQQRGS ALVALDTRSE NADAATALRK 
SLLIRSWTQR GTHQILAAED VRWMTLLCSP RILAASAKRR SSLSLDSAAV ORARDAT ttzv 
AEKSPVSRTQ AYEI FRSVDV DPGEHRGQHL LRHFGGEGDI VQGPPIG^D SF^LDsS 
LSLALNGDEA LTEMTRRYFH SRGAATVKDL VWWTGLTVRD VKKGIAAVSS DGWHSVEGP 
VFKPFKVVQG AFDEYLLSYT DRSHvSSpS L^GPGKNG 

> RXA01315 (1-651, translated) 217 residues 

VDIEEQPSLR EIKRQMTLEA IEDNATRLIL ERGFDNVTIE DICAEAGISK RT FFNYVF w 

ESVAIGHTAK LPTDEEREAF LATRHENIID TVFDLVINLF SsKSGV AGDIMRRRKE 

IRVKHPELAV QHFARFHQAR EGLEHLIVEY FEKWPGSQHL DEPADREAIA iVGLLi™ 

QGSREWHDMP QGTQADFQAC CRKAIKNTFL LRGGFSE UEPADREAIA IVGLLISVML 

> RXA01316 (1-303, translated) 101 residues 

MDISMLNVIT SYTIWAIFAI IGICGFVGAF LAATTREDAF EVADRQKKMV WVAILIASGF 
VLTALGPSIP ILPWVAIIMI GLYWFDVRPQ IKSILEGAGG W WVAILIASGF 



> RXA01317 (1-420, translated) 140 residues 

MSDAKDDSIL SKWSNAASEL SGAVSGVAKK LREELSEKET FSKLKTEASE AVDOAKSCSY 

EES f.lllfJZ TVKGAVS0SD ™ DVKMreB ™— 1 =S 

> RXA01318 (1-1302, translated) 434 residues 

MGKHEVAQQT VPGPSPEMEA QRRKELRKHK AIATGLLIFA AAVYFLCRFV ETRPGETAAW 

VGFVRAAAEA GMIGGLADWF AVTALFRHPL WLPIPHTAII PRKKDQLGeI LSGFVGD^ 

NAQLITEKVS QARIPERAGE WLAQPENGEK VS REVGKLTA NIvSdpIJ AEAVIKSaJi 

kSaolJsgk v?nF^S L AEGKAEPVV ° h:laqwlhkka lgseplidrl JnerrpiwIp 
dimSsgIS Zll.lllll avaadpnhea rkslrrflnk laqdlqhdpg miikveeikr 
?riSSaf? JSmSJw^ esliesaede ssilrrkiae aatswgqrll vddslrhsld 

GLAI YAISHI LFGA "SETIERWD AEEASEKIEL MVGKDLQYIR LNGTIVGALA 

> RXA01322 (1-438, translated) 146 residues 

TgSkGSI^L rlrll^rrl LALVIGLG Q V ^QAQTEYR TASDGSLNWG FRQSFRNYIQ 

ng D SSvo SIre P f™ GT TVTSDSQGTV -ngsvhflg HQAEOKWI LD 

> RXA01326 (1-294, translated) 98 residues 
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LRERLLQNNG GEVIDNENND WILHPVRDDS DRKRLVRTAN -DI IRETESAR EWDNFPENAI ' 
AIANDGTGDL IILLPDDDAF YIWSHEDEPL IETELEDA 

. >; RXA01330 ^1-456, translated) 152 .residues- *~ ' 

. MWKDLTEPLP EACAEGLEIR VVKSPEELAD YAAVLSANWN PPAETVQRFY TEAAEYALRK 

.NSPALYLVGY AGNRAVCSAE AFIHASVVGI' YNISTLEHKR RRGYGGAITL ATLHTARNAG " 
, CDTAVLQASE DGEPVYRKLG FTDCGRFTEY SL- . . , ; ' ' ' 

> RXA01331 (1-576, translated) 192 residues . l 
. MNIMGDPADG NGWMYAYNGL HSVARHYAWP AAGEGSATAM LFWWPQLLGV GTDENPDQVN 1 
DVDQAARDLN VGYFMISPWT "FWDFQIPNFR QIDLLWQTPG VTPVCKKGDS VIFAVNDMFT ' 
DAELDQMRAP GNSPEPLPEL PTLGELGLAE T^EDEVDQTYY : HRPTVPAGVN SEMPSAETLY 
APDPTKPHTV PN v . . ' ' v - 

' ■ ( ' v • 

,> RXA01333 (1-1005, translated)- 335 residues ' N ' * 1 • * . ; v 

MPGGCS'GNIV RMLPKSRInFS ATLLGIGVAL VVWGLVAPRF VHADGRLPLD 'lEATTYVLHD " : ' 
T SDAQTTINSD PLAGVVTTPV TRQLBFEVMD PA^ADDATIR IGDSMLRGNP bTQGFEQERL • 
LSATVSSFRI • DRTSGEVLS'D -IAI/TNQLASP TVQYSVDGIW LKFPTDAQET TYNwbpVLR - ■ 
t SALPADFVES TEIDGREVM, YRQVIDNVNV AEYFADANNT TTL^KEDGdT TTGYFYHNVT ■•' 1 

' RDFWVDQRTG LVVDLAENID DFYGDRSGQK XEQKLLFDAS' LDDAAV^KLV' AQAESIPDGD > v 
_ VSKIANTVGI ■ VIGAVLALVG LAGCFQAFGK. KRR£A \ , ' " ' ' < • ' ' . 

: ' ' . * ' . ' : ' : •: v • ' \ v - ' f ' , i / . ' •■ 

> RXA01336 (1-603, translated* 201 'residues' ' M 1 *' ^ i ' - 
MEPTVKASAR HTIHVTADTW RIRLSASAHS HPNDAYARRA TAISAIGSVL IDVPLQGERI 
SESTAYDGQI NADWNAEVTG TDVNIARDI I SRLAAVPDVQ VDGPLWSLSD SLAAEAAVEA • 1 
LQGAADTARN TATAIAESLG GQLGALLYAT TDTHSSTPIP ARAEMMAAKA SIPPRTLDLE ' 
LAPSDIEVTK EIAVTFEFLA G • , . ' '- ' > . 

' * v * ' t •■' , " 

> RXA01337 (1-1413, translated) 471 residues 

VTFRGGNTGA KHAVVVGSGP NGLTTAAVLA -.KAGWQVDVYE AAPTPGGAAR SESVLGEGTI 
SDLGAAGHPF GVAS PAFHYL GLEDHGLEWA YSPFAMAHPL DYGRAGLLET ' SLPETAKKLG 
PDARRWKNLH QGLTKNIDKH LANLLGPVLK WPAHPIRMAK FGPFALLPAK RLASAAFETE 
EARSLFIGSA MHSVTPPHKP MTASLGLLFG ALGMSRGWPV AVGGSGRIVD ALVNVINHHG 
GTIHCDSQID SLSQFRDTDA TILNQTPSQV LKLKGTDLNA GLPQRMSTWK HGPSSYKVDY 
LLDEPIPWSN PQVGQATTVH VGGSSEEIAF AEAEVAAGRM PERPFIILCQ QQVADPSRAR 
r.GR H WW AY A HVPRGFVDKR <VAf fclTAQIF. RFAPqf RDRI ..VHSVDTNAED LEAWNPNLVG ■ 
GDITAGSALL • RRMPTK1GEK TYMASASNAP GGGVHGMPGW ' WAA'QAV'LADH R •" ' ' > V ' 

> RXA0134 2 (1-1512, .translated)- -504 -residues 

METPTQDMDV RWLYTQSQLK LREILPTNKT FDVIQISELV DPTDFIRPNS VVLSVGIAFA 
ETPDGLRDWA HRLADAGVIA IGFGSGLTFP QVPQALIDAS LHLGLGLFEV PREIPFISIT 
SSVRDEQTRR AGRLQQELLL EQERLNSIAI SGGIEALCRA AADYLGGAVT IVDSDGRVAC 
SITTDDLDAL PQAVSRLNGS SQALTDATNF GFIHRMTRYG DRHHVLSVLM PTRPTDQHRA' 
LIRHCAGLAD TLLQRPEAMR DREIEVRSLA MSLLLGRSDD LATIHRVFAD ITDASGNIRP 
ILITGNTPQS VRKALSSVAT ALYKQERALA HLRLAESTEL LFLRGSRSVH NIVQLFGTAA ' 
SGVRLCIGLP TRAENIDKKL IRELTATAKT LQLGTHAEPR DGTLLWLQNP ELRKILKIRS- 
RDTYDRLLDH DRTNNTELAP TLVSF.TQHSG HIGDTAKELG IHRHTVRTRM IRIEEICEID 
LNDPLTRAEL LLVIATKEGD ,VEKQ . 

> RXA01348 (1-492, translated) 164 residues - 
VGFVWSGSDS QIYPELRKME AEELLVGSDV PWGSKGATKT EYALSEKGWE ALRKAWYEPV 
TYGPTRDPAR LKAAYFEVGT NGDARRHLRA HIAHFEQQKI QSESMIDELK AKTHPTLARR 
LERSPKKEHE RIVAFKVLAY EGQIARAQAE IEWAEKGLKL LDTL , 

> RXA01349 (1-777, -translated) 259" residues 

MATSRRDAEN IDQAGSEFIE SDSGHTATPE EVVATALTFF AEDGFSETKL' EKIAKASGMS 
KRMIHYHFGD KKGLYIKAVS YALRLLRPEA EAMQLDSAVP VDGVRKIVEA LYTCITKHPE 
AVRLLLMENL HSQDSVDSTA AYSDESNVLL NLDKLLMLGQ' DAGAFRPGIS AEDVLVLISS- 
LAYFRVSNKV TLKNLYSLDL ESEANIEGMK RivVDTVLAF LTSNIQNSGN SSYLVVGGKT.' ' 
AEPETDDSVY SFDTDVFEN • . . - • 



Appendix B, page 50 



Attorn^Wbcket No.: BGI-129CP 



> RXA01357 (1-303, translated) 101 residues 

MSAEELDNYE AEVELSLYRE YRDVVSQFSY VVETERRFYL ANAVQLIPHN SGNDVYYEVR 
MSDAWVWDMY RSARFVRYVR VITYKDVNIE ELDKPDI IMP E 



> RXA01359 (1-1182, translated) 394 residues 

MI DSRLLAWA YLSKVVEGPN AHLQKLLKEG HDVERIAFGI KHREEWIGEG LLKNTDSRYS 

IDTAQTDLET IAKLGGRLIT PEDDEWPMEE LDHAFG FAAS GMS DH VRT_Y_Q_DDALP_PH ALW_ 

IRGGNLRTLS AQSVTLVGTR AISQYGTEVT REFTQNLVSH QWTI ISGGAL GVDSVAHSEA 

VRAQGSTIAI AACGLDRSYP SHNRDLFNQI AKSGKGALVS EYPPGTPPQR HRFLTRNRLV 

AALSQGTVVV EAAWRSGALN TLSWCAGLGR IAMAVPGPVN TAGSLGCHER IRNGSAQMVT 

SADDVRSLLG AVGAMDSQTQ YELNFAATPV QGLTRNELRV FDALDDRGEG REAASIATEA 
GLTLQLTIFL LIALNKRGIV KRDGTAWSRN AEMP 

> RXA01362 (1-1395, translated) 465 residues 

INELILFDVH DLVKYGVHVY GAPQESINFL SAASLYHPQT VLDSFDHDGS GNLPGLKDDN 
GNWDRRPHKD RIQLVNADTL TVWKSILEDE QTPYLDTRMV YTVNTEAAAA LEKLASAPRI 
KELGLQFSSG WNETTDKKKG YFDVGWGYPA SWSDAILQGP HLGVATPMIK QPNPTMKHNQ 
DWSEI DFEAI PANFI PATAY QPDRQTKPTY DADYGTWTFG DKQVPVADTF RIAWREMAAT 
TGFRTVYPSV I PPGANHVHT VNSAASRSNL KTILVGAQLG AILSDYFARS SGSSHIFNDI 
VRKI PLPNFT SLEKQFARTY LRLNCLTSAY APLWEEITGE PWDVQVPLRN AEQRRAAQND 
IDAMVALSLG ISADELCMIY RTQFPVMRRY DQEDHFDANG RKVPKEI IKL QQKLKDGQEL 
SVEKRTWVHP QSEVSYTFEY PFRVLDREAD LRAAYAKFEN QLKEP 



> RXA01364 (1-1866, translated) 622 residues 

TGTHLYDSLQ LLFTLVDKGH HPTDAKAVAF DAEAGEEGLH FRNLSADLFL PAATELIDRV 

GLSNEALNKV LENLLLSRVQ SGKDRGFISY ATLGVTELGQ VYEGLMSYTG FIAQEDLFEV 

APHGKADKGS WMLPVSKADE VPADSFIEVD QEAPGGGVIK VRKRHPRGSF VFRQSSRDRE 

RSASFYTPQV LTSFTVTQAI EELQASKRIT TANDVLSLTI CEPAMGSGAF AVEAVRQLAE 

LYLELRQEEL EQQIPAEDRA KELQKVKAHI ALHQVYGVDL NSTAVELAEI SLWLDTMNAE 

MDAPWYGLHL RNGNSLVGAT RSLYAPSLLN KKAWLTATPT RYRLDDIAQA IDENKAEPLF 

NHGIHHFLLP STGWGATADA KDLKDLMATE IKELKSWRTS IRASLSKTQI KQLNNLALRV 

ETLWRFVLMR IRIAESQISR STTLWGQEPA EVSEVVTREQ IEQDLFGNID GAYNRLRLVM 

DAWCALWFWP LDAVATAEHP ERPALPDLDE WLATLTEILG IDLPLKSKNE NQIVLGPDTN 

WLAINDAEAT DLGFSGALSF ERVSANHPWI NVARQVAKQQ SFFHWDLDFA HVFAKGGFDL 

QVGNPPWVRP DVNFEDLLAE HD 

> RXA01366 (1-390, translated) 130 residues 

VSQFRRCSRP GCGKPAVATL TYAYSDSTAV VGPLAPAAEP HSWDLCEHHA ERITAPLGWE 

MLRVNDIKVD DDEDLTALAQ AVREAGRTVS GLVPEDEVGG NHPVNRSARI AEQKVHRRGH 
LYVVPDQDES 

> RXA01367 (1-402, translated) 134 residues 

MPVEVPRHAS RRQAFDRAVL EAYSPLYGIY QKELSNLDIA VDTVPRMRLS ADLAILPDEI 

TADGPVPLGR VIPPAIDTKG NPTRARI VI F RMPIEQRVTN AVERHELLTH VLTSLVANYL 

NIDPRDIDPG FQDL 

> RXA01370 (1-351, translated) 117 residues 

MGAWDDAILT EEVNVDFLDE ISELDTQDIL EALEDACLLV VNQDNATEDE HLNGQAAATI 

AAIMFGAPYS AGQVLENYPF IRELVGEGSE ALRGAAAQVL EEADVEYDLE AYLEALN 



> RXA01372 (1-591, translated) 197 residues 

QDTFVLPTLP TAAGLSPARI VASISTLLDL LEADPSIISD RLEHLADCID EEVESLSPER 

DELVNPGRKL RAYVDHARIV HTGRTDVGLA IANVIAPIWT RRGLVSAVLD FPELMESLPE 

LRGPEPITDD IFHDPFIDDE PGVVPFRAVV WAEEEPGIPD AMAQSCDGPS KGALTQALRL 

LVRGQSATTY SIEEKDL 

> RXA01378 (1-1278, translated) 426 residues 

HVWISPGASN PIKDRLFPWT LVKAFLSSPA ALGETVSNRL KKASAPEEKR ALETLSQLNS 

AITPQTSQKY QSLLSYLGDI GVKKNSDTRV VI FSERVATL HWLQENLIRD LKMPPNSIAV 

MHGGLPDQEQ MRLVDEFKKT DSPIRIMITG DVASEGVNLH TLCHNLVHYD IPWSLIRIQQ 

RNGRIDRYGQ THNPSI VTFL LDPAEDSKVG EVHVLERLME REHEAHSLLG DAASLMGKHS 
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ERLEEETIRE VLRGAQNFND 
ENQTAPDAAS NSTQHAQRRL 
LTPTDDLRRR LDFLPQDYVA 
PLHPVT 



AVADPAEVLE NPAGLDDIDW 
YAQESSFLYD CLLEGFNNVP 
ARKVKEDLLL ASTLMRGQER 



LLAQIAQADA KAETEAEAET 
EDSINRGGVG FKKHDNDIVE 
LNAARTGEDG STWPSAHYLG 



> RXA01379 (1-921, translated) 307 residues 

LNVEEWISDH YLTNDDAKGA SFSKRVRERI KEWKTTEDAT QQSGPLTRFS SNRLQLQHAL 

~S E L D DAT-T-AA— SL VAS ALGY G~VP S ARH AQ RG~S DTTS Y S S W V GNAGSVEFLA ATPAESFEEN 

FRSLPLEPVA VNDKPQDITA AKLVGQIFLS DTPPAFVVIT AGKWVVLAER ETWPLGRHLA 

IDISLVVERN DTKAQGEMQQ TVVALARENT ERAADGTTWW EETIEQSREH AVKVSGELRS 

AVRES IEILG NDVLTRYEAK ELSTAEIDGG ELAKQSLRYL YRILFLLFAE ASPELEILPT 
GTPEYDE 



> RXA01380 (1-2016, translated) 672 residues 

SLILGCDTKA RLEDLYLPFK KRRKTKADIA REAGLEGLVD KLIDAPSLDA AAQAAAFTTE 
GFEDSKKVLD GARAILI DRF ALDADLVGEV REQMYRAGSM AASVVAGKEQ EGAKFKDYFE 
FSEPFDKLPS HRILALLRGE NEGVLSLNLD AGDDI I YEGL IADRFSLDTH TSSWLAEAVR 
WGWRTKLYVS SGLDVRMRLK EKAEEGALDV FATNLRDVLL AAPAGQRSTI GLDPGFRNGV 
KVAVVDSTGK DVATTI VYPH QPQNRWKEAV SELANLCATH GVELMAIGNG TASRETEKLA 
GEVADMIKAA GGTRPTPVVV SESGASVYSA SPIAAEEFPD MDVSLRGAVS IARRLQDPLA 
ELVKIEPKAI GVGQYQHDVN QVALAKTLDG VVEDAVNAVG VNLNTASAPL LTRVAGVTST 
LANNIVAYRN ENGGFSSRKE LNKVPRLGPK AFEQCAGFLR ISGSTDPLDA SAVHPEAYPV 
VRNI AKATGL DVSGLIGNSA VLTKLKPADF ADERFGI PTV TDI IAELDKP GRDPRPEFKT 
ASFKEGVEKI SDLTPGMILE GTVTNVAAFG AFVDVGVHRD GLVHVSAMSD KFISNPHEVV 
RSGEVVKVKV MEVDVDRKRI GLSLRLTDEP GAPAPQKRGN RPAKQQRAPQ KQSAKPATGS 
MADALRRAGL GG 



> RXA01383 (1-1143, translated) 381 residues 

MNLHSLEIRQ ISSGTISERK TWI FPTAARS FNQNLVHPQS IEI DAQTGVI LAMENRLQRT 

EVESVEYPTD LPNPAWTGPA ISWPLKDPSI DFPDPLPHSI SELPPQSDNP RHLRVSISLD 

AVEGAFPRYR IGDSIRIPLV FARDTPFMSG LETTRRAWIE AATEMDIHNT WPIILTGDGW 

TALSHSDKPI RHEAELKGWF FHSLFGSEMP LTDLKIERIY GGLGTFDSGA TRWQELTDTD 

DAYTENGSWL LEVI VDATLD GAIPPPLQPQ QFEASITHIV DEQLWVLGQM LPVLRCWDLE 

TGKYLGQTYV PISVSHSSRL QFSEGLIHDY ENAWSLNPGV RMLAEPQPWI EPVIELDVPA 

PWELQESFPD GLYFLTDGKQ T 

> RXA01384 (1-1716, translated) 572 residues 

MRSLQSVLDL LTSKSKVATK IVVERIEKHP VHGLGWMMYP PFHPWTDAST LTIERNGTSR 

RASQNGVAVL HQHEQVQTIG LASYFIDSKI WVNELAGLDR INISESEVAG RDVLVLPLSD 

LTLSI DAKYG VVLAAEDSDE SVRAVSVEFL DQWVDEEEPP AEEVPKYTET REELPPLEIP 

PAPSGNRNLR VLCTWGAMEG IIPEWKPGDQ VSLFLSFDLD DPPFEQLKTT RRGYTEPGEI 

YGNQRSYKFH ADGWNAVISA KVPLRTEENL TGYFTHSSYA DTSRRTSAVI TAVYRHGKDA 

I I DVTLDGAK PPRYQESLDW SSTSTCDGET IWLSDKSLPF VRGFNVSTGK LVHEISIPTF 

NEIALESGNR ARAAKKLWEL PDLKEATDPV PAI PAGWKLH KRFGKNFHIV SADNGTWKQT 

ILRIKPFKAI ELDLGYAKIS TIYQYGERIY LRSDLHQITF NQDLEILSVE VHGNPDAGYW 

PLSDLPPGDS PTLGFPIGSL MMFHEQQDIY AFHDPKTTKQ LTTVNLPKRQ FEVEYASQNR 

IVISLKNPES RLI DKLLVWE PQTRWREQNL ES 



> RXA01390 (1-657, translated) 21 

MFRRSLPSNK TSSASSASSA DTS YSVRLGR 

AAVAPPMIAE QPQI VEDARR GTLDFGLLI I 

EFAGYQWPEI LAILLPSIEL AAGVFLLLGL 

LSEPLMLALI LTI VVVGLQF TGPGKISLDS 



9 residues 

PEEPGYQPEP SYSEPYTDSD FAPAGAAAAA 
RAVIGVYLIV RGVFTFFTLG GSAGLAGLEA 
MTPVAAAVAT VATSFTTLHQ VNTHEGGWGE 
GRGWQSVHW 



> RXA01391 (1-690, translated) 230 residues 

VAAVAFAAYV I DGGVEEASG TPTSSESSVA ATAPAASSET AAEYRAMLAS LDVKGRAPGT 
GYDRELFGPA WTDTVSVEYG HNGCDTRNDI LQRDLDDIQL REGTKDCIVT SGLLSDPFSG 
ELI DFVRGER SGDVQI DHLV PLHDAWVKGA QQWDEQTRKN FANDPDNLLA VKGTLNQQKG 
AGDAATWLPP NTAFRCDYAK KIITVKDRYN VWVTEAEASA LERQLDTCAA 



> RXA01396 (1-258, translated) 86 residues 



Appendix B, page 52 



Attor^^^ocket No.: BGI-129CP 

EAVGFLQLTL ££S ^^^^^^^ VN fl G= L D». D » GSU <™ Et 

> RXA01397 (1-420, translated) 140 residues 

VFMIKELLNK LFGNKKASPA MTQSETISHK ENNTMTTYTI FGRGNMGTAI AGVLTKCTAT 

IffSagg ZZIZI ™™ " ™™ ™~ 

> RXA01400 (1-1500, translated) 500 residues 

MAISVSMPKA ISREELERAW LEVIERHGTL RTVFSTGMGG EVQQHRIDVG PGKWI DHAVA 
PGESINEALR AVLNRQCSPY SRPSHSLCII DAHPRPTVII GSDHSHVDMW SlCS ' 
AALDMELPVE PPLAFESHTA ELLAAPPAPE RIHQRWREIL EAGGGKMPQF PLpIgdS 
PERVEVRDIF GVNGLAIYSA RARAQQVSSL ALTISVMADV TAALADLPLR SfpSSsRFD 
?w?n T °^ T GWF ISNSVIEVp D SDPHTAAQAV REAVSLGSYP LAElSgG SpETPGMF^ 
SWLDLRRLPV SIDDIGLQAQ YVSASLRTDG VMLWFILDRS GAHLRCRYPD SLVARENVPR 
SSS AWrZpT GGEQLTLRHG TRADISEIAP LLArSdP^ 
SwaVe'hG^ RGVKVEEVVG IAAMQLTIVP ^SRGGALHL HIEGPFUPE YRTTDLDKKL . 

> RXA01401 (1-261, translated) 87 residues 

G =?s ir^r 1 qlhgltssrq rdrlldldlg i ™ 

> RXA01402 (1-474, translated) 158 residues 

HAQPPA^ POW^rS T T T LMLPPTAWE SRKAQASEYL SRAEFLETHG MDAFLNAEKL 
" A ? PPATVGT PDTV PDISAE LLPWAYRGAA QSDLPSKKEI AKITAPTTIL SWTDDPGHPV 
STAIELTRLM PNAQLRIATT PAEVARWPQH LRDDLQLD SWTDDPGHPV 

> RXA01403 (1-414, translated) 138 residues 

P "™ HPY VDGAVGETGG LMLQPAIDAG FTRFFVIASR PRDYWRKEIG RPGFIKAALR 
QQTrSL 1 S Q T QQILDLEKQG SAYVFFADNM NIQNTEINLK . 

> RXA01405 (1-456, translated) 152 residues 

MSKIVDLRYG TRRSSELSKR SAEVFAEAEE HPITVTRRDG EALVLMSQRE ADGRARLLEL 
MQLITVATD HQGTLAERMA KVFPWMLALS VADREACARE ILDAARASFA tSlalS 
LTSWKETAAA VAAGLSNTDL QWYDDPHLVE RP *AK*i>t* lbQPHLALTE 

_> RXA01409 (1-816, translated) 272 residues 



DFPDVTARLG YEYMQLTPHV DFGPFFRHPK ADDDLVAALK KRAKDAGVTI PALLPVORTS 

WPEETQRVAA VRNIKRIIQL AVDLEVDTLN TEFSGRPERS EDSEDAFyIs mJeLlSleK 

EGIKFNIDPH PDDFVENGIE AWRVIRGLNS KQVGFVYVAP HSFHMGDQAE AILpJvGDRL 

GAVYLSDTFD HHKSHGLRYI TNPPGNAVRV HQHLKIGDGD VNFEeSsJl RS TG YLDRED 

ALLVSNVFAE DEAADEVSRY QLEKIRSLIE NA RSTGYLDRED 

> RXA01413 (1-600, translated) 200 residues 

rw^f^ LDE RLVLGV <2Q DG YQWTEHLFRL PLQHLRNSPN DLQGLKIRWC ELYSTTGKDO 
A^n^n^ VTPNN FEAST LSGLEKLETV EDLKEAARLI YEQGPQYVVV KGGMDFPGEN 

QOAvSK tISeSk EERVSGAVCT FAAVITMLA ™™VT™ 

> RXA01414 (1-507, translated) 169 residues 

FGRLSVHVLV pf^^ LVVLLSAATL FASGDLRIIL ASILTFGFAL RVAGGPRYSP 
SeSVfS r^r^™ PGPPKRFAQT IGLGFSGTSL ILMAFGFNVA ASVVLVMLIA 
AATLESVFGI CLGCWGFGKL MRYGVIPEDV CEQCFQKESS RTGWLVSLK 

> RXA01417 (1-597, translated) 199 residues 

JSSS SSSSS TX°l 

sssss ssr eivsk ™ e ™ sss 
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> RXA01421 (1-387, translated) 129 residues 

JJ^p^?fe ! NLPSLTGAR WLAALAVYFL HALVFLSVYP FQQSELFATI HKFVPMQLGS 

?Srn,T ™ GFLI YWSNSQ LKGMKNVLYY CKRRITKIYP MHLIALPMFI EASAKFTTTG 

1 I WVLI LRE 



> RXA01422 
-EGDSH-T-SG-T-N- 
DEVRHAEARG 
MQDPNAVTAE 
DAPALVS FMN 
WHPSVKGDSV 



(1-783, translated) 261 residues 

-AP-F-R-T-B ERGG— IrKG ANMWADQ~L"Q S Q L"G UG AG~DL~I"D V S C S G A SINSDGFHFS 

AIGPNTTDIF VQLGKNDQWG LSNVNLLQSV QTCLTDVFAG CGDAAVAAGK 

NYAERMKPVI DYLKYYAPNA EITLVGYQEY TARSGSQVCV RLGGTPLVKN 

KLDMAIDGAA GILGVSHVDL RSATEGHDSC SNDPWVNGVF DARAEI VGGP 
TAGILRDRVN A 



> RXA01425 
VLSPDSGITW 
MEETRKLQKE 
NYIFGVDEVQ 
THMNARLSVN 
VYMMSNNVWT 



(1-885, translated) 2 
ALS IMFLTFT VRMVLVKPMV 
VGVNPIAGCL PMLVQIPVFL 
SFLRADLFGA PLSSYITMPA 
RQEARKAAGK QQAASSDQMA 
FFQQRYIFAK MDAEEAAEEE 



95 residues 
NTMRSQRKMQ 
GLFHVLRSFN 
DAFDAFLGLD 
MQMQMMNKMM 
EKRAAKRTTA 



DMAPKMQAIR 
RTGSGVGQLE 
VSRLNIALVA 
LWFMPATILF 
PKPGVKPENP 



EKYKNDQQKM 
MTVEQNANTP 
APMILIIVVA 
TGFIWTIGLL 
KKRKK 



> RXA01429 (1-618, translated) 206 residues 

MLQASLFPI V QEHIDFLHPQ ARKSVFWELA PEVAAKADPV FEKEAWLSTT LLEYESCGFN 
Q?^rnn AL ASVIFCERDA APGAKALPTA PVSSDAAIIS SLFIDEVFRG TGMESALLDA 
SLMELIRRDY PAVEAFGYRS ENTEADAIAA RRLEIGLIDV EALESAGFEV VADHPVLPRL 
RMELPPATVL LTAKDAQRLL QEMGAI 

> RXA01434 (1-366, translated) 122 residues 

VTDGNTSTAW TSTGGDGLLV DLSTPARLDR VILTTGTGSD SNVTSTVKIY AFN DASPHSL 
SEGIEIGTVD YSGRSLSHSI RDSSKLPGQV ESVVILVDEV RSSQTSDTNP QMQIAEVQLV 
GW 

> RXA01439 (1-546, translated) 182 residues 

MTRYFAVSNL QELGSLEVHK LYKLRVDIFV HEQQTPYAEI DDTDAAPTTN HILVWERADA 
^x T ^^ CAR LAPITAAELK AYTGKGISLD DATPLSQLGR VAVAQEGRGS GLSGELMRNA 
DA RDVVLTAQKP LVDFYAEYGF EVLGEEYLDS GVPHLPMLLK ADELERFSDL 



> RXA01440 

_mktkwlaiip 
"ginltprytr" 
qgacqfddgy 
eiscikyatn 
dapgsqdfwc 
lldaslsvtl 

> RXA014 41 
MARTTTAHAV 
TPIATPIAAT 
DFDETAGTCA 
PSVSEFSCLD 
TCVSELQAEE 
FGPGSYLLAN 

> RXA01445 
MIPLINVRFP 
WILIAYGVAL 
RTDIAHYLHD 
VVEESAEKAT 
FNEAVCNAIK 
RIRNIKGQVC 



(1-1008, translated) 336 residues 
FVALAVVACS DTQPPVTETV TETAPQPTSE TAAQPPQPTT 
QNVGHFSSGY QPGQVSFSSA DGTIKCEFRP MEQDAPINRE 
VVADTNVENR PGFAEYTTAI SHVMPENYTT LPPGTYIDLH 
ETFR1SAQGF EMLSNAQRDA ELTTQGGLYQ AFSNIAELRF 
QTLSTPGWDD GSNLIHLTVT GGKLSLMGTQ VGNPGLDYFR 
DGDRVRFRTA TGEEMWVSSS DYGLGV 



(1-1029, t 
LMALSSVGLL 
ELDYLHIDPA 
FGDQHISVTT 
FASNQAFTMN 
FLCHNSGPGG 
GVSAEFDGTT 

(1-993, tr 
VAALPLALVA 
ERPLEAKDSP 
SMARSLAIMI 
AFGAWAAVS I 
HSPPKANVTI 
VTSLQGYWKV 



ranslated) 3 
MLQACSEQEQ 
TYDIGVQDQE 
DENVRERFAE 
EQGFHELDPA 
WSTSAGPANT 
LTLTTPQGNQ 



43 residues 
TPEQTPAPTL 
TAVFTTGDGI 
LSETEEELPE 
KATEQLINSS 
LWWNLNQADS 
YWANTHDFGA 



TSQAPETPQA 
TAQCFFEATP 
AQATLDVGEM 
GQVQTLSKMT 
EFEGARPTNP 
GTH 



anslated) 3 
TVWLNAWADH 
SLITEILLIL 
VQSKLTELEP 
HDTVNSAIQL 
RITEKAQSLQ 
VISLPLKCED 



31 residues 
LLLTGFI VYL 

' VAAGTGAGRW 
DPKKIQEKLN 
LVDAGHVVSF 
ILVMNPIGDW 
S 



AVEYATSRGR 
KILSERKQRA 
SIAKIGQEAV 
DSRKKNYKLD 
HANGESAI PG 



PAETTTQQAE 
PSTDWRLSFV 
TMACFTESAD 
SDGNAMSCFF 
GRQL1EAPNS 



STTSSASSTA 
GETSYQIKEF 
VHLGHMGCWA 
NFQFTDGTSI 
TQSVYKSQQI 



FALALILGVE 
ITQQEIIKK1 
ADLHQLVRHL 
HIAETAFALA 
VGIGVESLTR 
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> RXA01447 (1-849, translated) 283 residues 

MRLLVLRCDA PHINEFPALS TSVEIHDLPA VPTRKDLKIL DDVAFDVLPQ DPTPSLDEI A 
KQPDVEHLSS PKFAPQQPET RLRIVVIGSD AALSAVLTRL MRADNLWAEI GFVPVGPSTA 
AKNWGLPADE AAALELALTG LVNPAPLIRD DVAVAVAGSA TITNWEPGEI TGEVI VDDHV 
LIRHEAASKA PRRGVYGARL VPMLDAPGIA AVIMDTPLPG EVPSRSLFPR PSGSVIPESF 
STGRAMQAGG PSLQIRVDGI SRKRKVERVT FYRHLRDLQI VRP 



_>_RXA.0JjL4.8— (-1—7-80-,— t-r-a-n-sla -ted-)— ! 2 6 O-residues 

MAIGGILIAT MFPPGDGGSI DRMI DAFIGG GVGILVIALL PSSPLDAGRH QVANVLGIAA 

SVLEDVAASL KAKDAAKLNN ALEALRRSQA SVNKLETAAS SGKEATTVSP FLWGDRARVR 

SLYRILAPVD NVIRNARVLA RRAVVLTEDN DTVSDEQIHV IEEIADIALR LSDLYEHHKE 

ISEALEI PEL VNRLRQLGSE VGEDIAEDRV LSAQVILAQS RSIIVDLLQI CGMSRESAVA 
VLVPTSESPA YPPELWDDED 



> RXA01452 (1-279, translated) 93 residues 

VIRSFADRDT ELVWLREGAK RVDPRIHKVA NRKLHLLDAA TTLDALRVTP GNRLETLEGD 
RVGQYSIRVN DQWRICFRWN DSGPENVEIV DYH 



> RXA01456 (1-522, translated) 174 residues 

MNDSI FSPQA LNKAMLEAVE FIHAEGWDAG PTLFALVPTE MLVDTLDEAA DDSPLTLVVQ 

DNLPDNLLPG SEALGDYVSR LAW P AE I AG A VLAQEIMFTD AAVAGSEPRP ARLFSGVLRG 

EAELTLLQLR PTEEELAERG PFAEDEIELR GGPGVAPGV1 AALRYTLEAD PDEI 



Ms 



> RXA01457 (1-675, translated) 225 residues 

VASTPHKHVR VALGLVALIP LLAACTGGGS TETSTESTAE TTPATTTEAT TTPATTASSS 

VIETTESSTA ETSTKESGET STSKPRMTKD VEVAYKAFSS LAPVELFEQF ETCDPSGVED 

SFACNGPEVG QFQFFDNASK ATSTTQLLTE LRSSRVVEDS GSKVVGWTTI GTMSIITVVD 

NDQGLVLQQM VSSDKIDPEE RIYELGLSTP KDTEESSEET SASKN 



> RXA01459 (1-810, translated) 270 residues 

MNSNGFGFSF GNNDDDDDKN RNNDPFGLFG GNFGFGGQGG AGGPGGLGDI LNQFGQMLSG 

MGDSMNSPEA AGPVNYDLAA RIARQQIGRV APVKDSEKEA VEESLRLAEL WLDNATQLPT 

SGHRVEAWNP ENWLENTLPV WKRLVSPVAE QMNKAQLENL PEEAREMMGP MSSLMNSMSS 

MNFGVQLGNA LGDLAKQTLT GSDFGLPISP VGVSAVLPGN IAEASKGLNV APQEMLVYIC 
ARE AAANAS S STCRGLSSAS FPPLRNTPSA 

> RXA01460 (1-294, translated) 98 residues 

VPWLVERLVS SVEEYAVGLE I DTSHIQEAM GNFQMDNPDP ERLQEMMNEL QGMDLSPRIG 

SRNANAVSRL ETLLALVEGW VDIVVTQALS ERIPS.PTP - - 



> RXA01463 (1-1164, translated) 388 residues 

MEMSYFSHQD PNNPESH1NF TMAQMEIQRW TLLISNPEAD ASTLVMELKT VTGESKHFIN 

QAINAMWALM KLPILRVVVE THFHVRI PYL ARIMQAVKQA KPELWDELDH RIAEKLTPRI 

AGQALMEASA LAGLITRWIK ELDPTFTGKK RGPKGSDGTL TFRHVDGRTY I SGNI DGVTG 

KLFQKALEKV KQKGEDLARA LVTFLAGRTK VKIVSAVYTP LVGGVSWIPG VGFLSQEESR 

KLGKTASKVI DLDTIATRVE NGYTPSPELR LYVMGRDGTC RHPGCTVSAD NCQIDHVIPF 

GEGGLTVAWN LQCLCAHHHN MKTDGRIQAA IDSMGRVAWI GPCNRTVVTE PVGPLAQEMP 
TGQWGQTLEA RMEKTFEKLR SSLEVLDD 



> RXA01469 (1-1032, translated) 344 residues 

MAFADI VRSV ENRTNAATLN WSIKNGWKPE VTGFSGYGSG RRVRVLARVL MSNPENLLVD 

APSQSITQQA QRGWRQFFTI QVPNLPVTVT VGGKTVTSST NDNGYVDLLV EDHNLDPGWH 

TIQIQAEGST PAEARVLIVE NTARIGLISD IDDTIMVTWL PRALLAAWNS WVLHTNTRKP 

VPGMNRFYEE LLKDHPDAPV FYLSTGAWNT FETLQEFINK HALPDGPMLL TDWGPTPTGL 

FRSGQEHKKV QLRNLFIEYP DMKWILVGDD GQHDPLI YGE AVEEHPNRIA GVAIRELSPG 

EHVLSHGTTA SLSTITTNGG QGVPVVHGRD GYELLQRYET KPFA 



> RXA01470 (1-426, translated) 142 residues 

MTNNALTVPT RTRHQADLLT ADFWEDMGLP QLKTTIEESI DDVALPMHTA VLEISGMPKE 

LRQTVESAMV VCIPSPSELS GSNRDPLTAR WFTAWRRDPF ELGLTECREV ITGTPRELDK 

LRGVLESLAD EYRFEVELRI VD 
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> RXA01471 (1-807, translated) 269 residues 

MQSFKTLESW PVDNVSASVI SDGAVHFYGD VDRVFELMSV TKLLATYGFL VAIEEGVFEL 
DSPMGPEGST VRHLLSHASG VAFDKPVAEK GVGERRI YSS AGMDILADAV AAEAEMPFAE 
YLREAVFEPL GMENSELWGS AGHEARSTVA DLTKFGQELT APTLISPETL AEAFQVQFPE 
LIGTVPGYGM QKPCPWGLGF EIKGQKSPHW TGDLMPENTA GHFGQSGTFF WTVPGSGQVG 
VVLTDRNFGP WAKPLWTAFN DEVWAELNS 



> RXA01472 (1-456, translated) 152 residues 

MNQANLPAEI ADLSDETALW EI INEYNWDD GFAVPLAVVR HPKCDRALAL RLFWDIDETA 
QIHHSDEESA IAELYASTAE NDPAEFDRIM DYCTTLVEGL RKQTYPRGAN RFDTGFFNLE 
DPSLTDRQRK IRAGKTKFAL KNFEEAFLQP EL 

> RXA01473 (1-765, translated) 255 residues 

MTDIGDVDQI VWEFIHFHDD SINPFFEFIK SDCINDEAIE RKTQILGIIL GNEPCGSVIH 
ARQNTIKPMS HTVSFGDGWI QVLEDAAETV SITDTLDALR FSPEQAEWAA EFGPLLCGPA 
NQPPAYLTAL DGHTKLPLSP QLTEFYSYAR SWTNSEALGN VI DPDDYLDH LTDPRLHLQD 
LLDNEFERVG VLVDKQNRPL DPARCALFSL DALARAPYNR AYFVFAAPEP EIWAFENEHV 
HAPDLRAYLQ ARLST 

> RXA01474 (1-546, translated) 182 residues 

LVGIAYARFP DTRDDS ISRG KARSALEKST GLKERFARHF PAISIPVDTG DAADILVSGW 
WLSGSKKKIL TAAEIQTLFI NRLATGPLST QLETATGLKL QVVTNRERMK ITLIEPKGTS 
GHAIDPQAGK GSRGGFLLDN GQEDEYDDVD TVTI PDALNV IGYILTHGTP PQEGWKVDVL 
ER 

> RXA01475 (1-426, translated) 142 residues 

MSIQGFSAGD YSACFEPRID AWVDIRGPRK PEWLAENIDN PLRHWGDNPH I PVSAAKKAG 
NIYKETLRTM RASTKTPDQD PLKETLRSFI ASINQLAAKK NFIDAGVRED IVVALEKLCE 
AAEASPEEIQ QAIVMGEEFI ED 

> RXA01476 (1-342, translated) 114 residues 

MSDSPCTVVI LNRTATATS I LRDIKALTGY GLSEIRSRIV AGLPVVIEEM FSNAWYDERA 
QLLLALLTKW QNEGITFEIR EVAEDDPIEA GALISLEVLR NIIEPDDNES RDGI 

> RXA01479 (1-228, translated) 76 residues 

VIGAAAGYVL GTKAGRKRYH QIKKGYEAAI NSPATKSAVN AARKAIANKL DPQPRMKEVK 
NLRTADGHEV LEQDQD 



> RXA01484 (1-546, translated) 182 residues 

VLGTAQYDGV PSRQFAARLR HAAKLWRLHE IQHVYTVGGK LPGDRFTEAE VAREYLIKEG 
VDPDLIFVSA VGNDTVSSYE ALDPEKLGRV LIVTDPNHSY RAVRIARRMG FDAKPSPTTY 
SPAKFPSIVY FLTLSHEWGG VVVQDVSRLL GERVPDKVKH LCAQSKVCCA LRGVHAMSNF 
GG 

> RXA01485 (1-2052, translated) 684 residues 

MNFSLVHLRE NVRRVSVTVA IGAGALLISG PFFTAHTAEA TETYVLAESP EFYQDNVTDY 
TGQISSSDIT NIQAAIDDVK ASEQKVIFVV FLSSFDGVDP ETWTQQALQA NGGGNVLIYA 
LAPEERQYGI QGGTQWTDAE LDAANNAAFQ ALSQEDWAGS ALALAESVGS SSSSSSGSSS 
SSDFSGAWLA AAGVGTVAAG GGIWAYSRSR KKKTSAATLE DAREI DPRDT NRLMQLPMET 
LEHLAQEELT STDDSIRRGK EELAIATSEF GPERTRSFNR AMNHSTGTLQ KAFEIQQRLN 
DS I PESEAER QSMLVEIISS CGQADDALDA EAQNFADMRN LLINAGSKLD ALTQKSVDLR 
TRLPKAQETL AGLRTRYSAE VLES I DDNVD LASASLDEAE EVLPQAYEIE SMPAGEQGGL 
I DAIRHIEHA ITTADKLLAG VEHADENIST AKANVADLIQ EISDEINEAG QLKQSAGADG 
ARADWASLDD AVRAAS AAL I TASADAEKDP LGTYTELVDV DSALDTQLDT LRATAADQAR 
QLRVFDQQLQ SARSQIQKAE DLISTRGRI V KS EARTH LAN AQKLYAMAQQ NRTRDTRAGI 
DYGRQAAVAA QRASKSAQND ITT YNNRHNS GGGTTGAIVT GMVINSILNS GRGGGFCGGG 
GFGGGGGGFS GGGGGGGGFR GGRF 

> RXA01488 (1-831, translated) 277 residues 

VLLETGAVND LALLDLFGAP EVPVYLGEPH AQTKDGFEVL EISAFIHGQN GIGEVELPAS 
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ESKALPGAVD FLIDSVNTHG DDLVI IATGP MTNLSAAIAK DPSFASKAHV VIMGGALTVP 

GNVSTWAEAN INQDPDAAND LFRSGADVTM IGLDVTLQTL LTKKHTAQWR ELGTPAAIAL 

ADMTDYYIKA YETTAPHLGG CGLHDPLAVG VAVDPSLVTL LPINLKVDIE GETRGRTIGD 

EVRLNDPVRT SRAAVAVDVD RFLSEFMTRI GRVAAQQ 



> RXA014 92 

VTTTLWAVSD 

VIWVPGNHEL 

SFRRPGFTVE" 

NHWPLVVEPT 

SLGYPREWEH 



(1-804, translated) 268 residues 

LHAAVKANAD PIENIQPKDP SDWLIVAGDV AERTELVLEI LARLRRRFAK 
FSRSADRYQG RDKYSELVEG C RK I D V_LT.EE_QEY-LXFGG-V-T — -I-V-P-L FT-L Y-D Y- 



QAVQAARDRQ VMMTDEFSIA PFVDIRAWCW DRLAYSIKRL SKINGPTILI 
YQMRWQELAL WCGTRHTRGW AERYNAEAVI YGHLHMPGIT NVNGVKHIEV 
WSGQHVWPYP VMEVDNAG 



> RXA014 94 
VTDNSQFHAA 
PENLYTI PGA 
GFGAVNLIDV 
KELMEFGLDI 
RAVVEGLIEM 
TARGTEIEAL 



(1-996, tra 
SALVQAAHTV 
SNIKFGDSLP 
EAESTTTILY 
RAISSALLDQ 
VRAVEGADFG 
DTLIEATVTL 



nslated) 3 
SVVGHLRPDA 
ESDLIIVVDC 
DWFDAMSVQI 
TSVDDLRLVG 
AVFKEYERGV 
GESLRSSAHV 



32 residues 
DAIGSVAATV 
GSIERTGAFE 
TPDIAHGLYA 
QIVSRIELRE 
YTVSLRSSNL 
DV 



AALQQLGKDA 
SIIVNNPDKV 
GLLTDTGCFR 
AGPYTLAVLV 
SVASLAVHLG 



VGAIGQLDSM 
LVVDHHATNP 
WGRPVMHDMA 
ADFDTINGRS 
GGGHIPAAGY 



> RXA01497 (1-918, translated) 306 residues 

MVGKLPIMAE TNENDLPVID LAQIEGYVVD DSDEDDPVLL RPDGTPIETW REDFPYEERV 

TREDYEKVKR SLQIELLKWQ NWTKETGQRH I ILFEGRDAA GKGGTIKRFN EHLNPRGART 

VALEKPSPRE STSWYFQRYI QHFPAAGEIV FFDRSWYNRS GVERVMGFCT ESQHAEFLRE 

VPMLENMILG SGI SLTKFWF SVTRKEQRTR FAIRQVDPVR QWKLSPMDLA SLDRWDDYTR 

AKEEQFRYTD TDESPWITIK SNDKKRARIN AMRYVLSKFD YTDKDYELVG EPDPKVVLRG 
RDQIGD 

> RXA01501 (1-288, translated) 96 residues 

MKEVAVNEVP AGAQLIDVRE TDEYAEVRAQ GAVNI PMSEF VGRI DEIDLD RDI YVICKLG 

GRSAQVAEYL EQRGIEAINV NGGTDGWVAA GLPTEA 

> RXA01504 (1-609, translated) 203 residues 

MNITWLILAG VLAIIAVVFF YLSAQKKKSE PQPPRQRQDP LKFADGSDTF NARILGPGAI 

ISRGGVDYVC RGAIQFRQGQ YIWHEYLLDG GKGSEYLSVE YDEGQLNLGW WITRPDLAQQ 

PAHDVTVEGV RYRKTESGVG TFTSEGTTGV ADQGEFEYWD LAEVGGNRLL SFERYGKDSP 

FEVSLGWTVL PGELTVYPAP EAS 

> RXA01505 (1-498, translated) 166 residues 

MIHHI DCMPT DVSAEALGVS -WNGESPEVLV DKLIDASPHP STCHLAVIGG SHVVTVETPD 

GRFREEISCH AQEAEDSRWP LPDS ITRENY LLQTNVAVLS EEDFARAAEE ISNGDDDWLI 

ASFPGAGEHH LTALTAEFLE DVWEWFSHHL YPEELTI VST RSIYKP 

> RXA01506 (1-411, translated) 137 residues 

MSSRNYRSIG FILLFLAVLC L F AAV FAK PA VGSQVSDRWP GNNGTYSCAG ESGVVDEIVN 

MSTPTDRATD PATGDTYLRY SKNLIIISGE GTPECTITVE GLDRVNSGAF IWLGGGFGPS 

SPSSSSGGSS GSGGGVK 

> RXA01507 (1-423, translated) 141 residues 

MSQYLVDGVL GTLSYFVLAA VILVVGFVIL DLITPGKLHE LVFVHHLPNA AVITVAQQVS 

IGIIVVTAVL TSSDILSEGL LETAVFGALG LVIQVVVMAV LEAVI PGRFR DLVEDPKLRS 

GAVVAAVILI VVGTVNAACL I 

> RXA01518 (1-474, translated) 158 residues 

VAFMQKTSAG WLIATGGFLA AVSAILTWRF YGSMTSISIT VSITFWLLAV VCGFAGVKVQ 

GRLDEGLIGQ DKSQMNPVTI AYLAMLGRAC AWGGAI FGGV YVGIGSYVIP RAGELSAASN 

DLPGVIACAL GGIALSAAGL YLERSCEAPP PQSGEAIS 



> RXA01519 (1-747, translated) 249 residues 

MNQDLSHEDS GDGNSVDRGQ ILLAVLIGLA LIASVIMLLA NSDGAMKIAL LAALWAAIIG 
FFLVYRSRKQ VEAAAREKET LEYAHQSELN RLEAELVQEK MEISESRRAR DQETLEE I KL 
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pSpvpe^ pepepwSIv ^™ lraearr ilelesqqls qqfqapqpev pepvavpepm 
Skkenn PEPEPVEVAV eaeeepapgr rrrrhaapee tggrrrkder qgglsvadll 



> RXA01520 (1-384, translated) 128 residues 

VASALDELGE TIVGLLVGEL GGSIVEIADD KRAQLAAALT YAGFLSTLOR DA^YFT nFFi 
WA D T P 0^n R DIV MDSA ^^ L PSLOEVXAQY DSINNPGRQR SrdLaSS E^SSzEL 



> RXA01523 (1-951, translated) 317 residues 

EEE i™ ssss jssss s= 

spsz =s Q D ssssss ^sssss s= ^~ 

SSSSS ST" ^™ RIDPKOLDLN £££™ 

> RXA01525 (1-1722, translated) 574 residues 

MRSFQSILDL VNSASEVATK IVLKRFEKRI TSETDWVPYQ RFSLWSVGSP LTIERKPPnv 
^T^nI^ L QRYQRPEAEG LISYFMDPKP WITELAGLn£ DDVSEdS Sv 
VILSIDAEFG MILTAENDIE KIHAISVELL EKWRSSHYPE PHFPAAVLPP AS^GNR^rS 
^frvllll DEEELTC YFt' 3™™™ QLETTRRGYT DPIqJSShr SS 
E^EGISTS? . rnSr cn HRLDPDSAYP TIAVVTAAHY HGTDAIIDVT LDGVHPPKNQ 
™ r ,ou™™ SDGDIFWLSD ESLPFVRGFS VSTGELLHEI SIPTFQEIVL DSANRARVKn 

™kpfk avSdS^ ??r FEAVPSI pagwrl ^f gknlhnvSe nprlZfwl 

ESgSylppp n^pir^o^ ITAI YPYGDR I YLRASNHHI TFNQDLEILN VEVFGDPEVP 

s^iE? fsrpS sssss ™ dpett eqittvnldr 

> RXA01527 (1-2511, translated) 837 residues 

35 = SiE i=ls EE == 

AQHLDSQRFL LPVLSDTTDT EDTATPTTMI YPISAQTNVL GGETGEAPEE Pptf^n^ 
AGELDEGGRL QKLIDAYLQS SPAVQQATCL AIDPQLLDVV DRMTGGYTVT DTRPsKron 
WLMREALQRG XeEV^ ?J E r iFLE KLR ^ TA ^C T« LNAVSQTGNQ 

■ vlimSa^ ^ atlgqnpet vgysnpdsry dyamdsesar nlt-S ! tSoeS ■ 

Snov^ G AEDGAMLLE T TGALLADGSA RPFSLQQYVT ANAEQRNTLA TATTPPDDTA 

fgapyddpas lteteilrtt qqaeyiddlt gimsndpsia ltrygftapl Sdll^lst 

pfcn^ ARHT QATSAADKL L NRNRDTLQKL RSSVALLPPG NVYTRTSeS pSiSct 
IsSvf?™ f NQDAHINT PGVVRI ^ G SITLQMTADL PdSSS LwSS 
ISEPVEITVQ PRPNLGTTLF FVAAGILAVG GLLFIRKKRN vekrspgtgs PKPPP^ 

> RXA01536 (1-1242, translated) 414 residues 

MAFGFFSRRK kknkdknpne NSAVPAHSED SPQEVFEGNG RQVGDPIEQQ VDRDAKGRT t 

x= s= : ™ i 

EE ™= SSSSS ESSE = S 
SSSSK ESSE iSKSS ES^SKSS S = 

> RXA01539 (1-1923, translated) 641 residues 

S SEE F= °= ssssss 

= sss =s s= z= i—i 

SSSSSS SSSSSS SSSSSS ESSE ~S 
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RDPGYAARFN ETAFGTVRLG 
FADNLAATLA TEMRVAGEQY 
SRVRQIAMAQ RTQAAIKVLQ 
RKHGQTFGQD ADAFVKSITM 
QLDMNVHDFR ESNLPEERPA 



EQRRGMVISK TPTWQFPDGA 
GSDGVRDVVA GFMTATDVSE 
DDGNQTAMTT EQVKEVQVWA 
EKDTSSEYTD AMVRPQENRG 
NPYEAYVRET EAKTNDPQYG 



GLSKNAGWFS VREPMGNAQN 
SGLASAKKLL PDFDTRGRSA 
MDQAEKVMQR DHPAILDKFV 
SGRELAARRR VQAAQINQAA 
Y 



> RXA01540 (1-702, translated) 234 residues 

MTFAELSS PR T 1 1 A FNG RAE^S G K DT-AAQ Y-L— T-H M H S FH RTA""F ADG V R DAL Y ALNPLVCVEQ 
AITTHGAI YD RVATVVDTLG WDTAKQI PDI RALMQRIGTE AGWRIHGEHL WVNLAIKKIN 
ELPADHAIVI TDLRFPNEIE WLNSLKANPM NTIQTVKVIR PDHESTLTAG SFGTTSHISE 
SFNLTTDTVL RNDGTIDDLH SKLADFLSTS PQPVLSRNAP VPKHNAPAPT TDAM 



> RXA01542 (1-5061, translated) 

WGQKDHWGKA PLGDHDAVRI YRQAEALMKQ 

DAEAHGCVHR PQFAKVTRRN ILNSPQYTAI 

QAAI FQARDQ ATFQAEQTLA QESVRQSEGV 

VDAGVSQFST SDGRAIRALV DEHLATYEPV 

IAREGEGSKG YQALRHRFDK MVGTAIGPNG 

GTKLLSLSEE SVGMIRDLDL ATIHLQDNDV 

ITENDQMRLP NIGQFMTAKE YRAAASWLRA 

LTYLSDEGVD FRIEPDREPG QLKVRIEGTR 

QTAEERLRAR ERMENGDGTW TPATDYEPSP 

HPRALEQAQD AYFTKNRSAF MVREGLSIVQ 

RARVAEELGV EELIALSAQY ADDPDFMPAF 

RDDYMAAIRD GDHEQIAAMT SAMNAVTVED 

TVAQHMPSAK SLWSNHDDII AALRATS1TG 

NPDLDPQLAR FGTVIAETIS RNGADVVDIA 

GERTRHVQGE IGQI FTRGEH GEIVTKFNGG 

KGYEQVMSEA LVYRVREDLM FTERSRVGAT 

EWRAALLETA SLRVRYDNSI RDGANVMEDI 

VDAGKGFFDP MMTGMAANQG SVRYLLPSAK 

PHDRQNMTFS NIMQASAVTG GARTAMIQLG 

VAGDKLSDFH GNKGVTALVV DPAMS DADAR 

NGGTARELMT NPQDVVFRNN DGSTRVQPGA 

RKASSQLAWV LQAQECHEIM EHFYGNNVSA 

QRNIIEMPSI YDENGELNNR VNRAQVREAF 

NPDMYQLPLL SPHLRSDEDL ADGSTSRHEY 

HGTLPRAAEK RLSESQKFVD QAQKKVQASF 

SATAVWTGDP RLSVDEVAMN SSMARELGVL 

GVAVNPVSVK SFDGDFDGDS VGLVGNLPKK 

YGLTLHDSLD VQVAQHHDPA MAENMKVIVS 
NEHYAQA 



.687 residues 

RAANNKGLDL NDEATYGAIM FASFDDAFAA 
KSSYDALVQQ DLVAQQQQAQ ALQQAAYEQE 
GLPVIDPMES YFREYAFYEG VEMFGTWGTH 
EQRGSTQAFF ASVNAAFAEV APHAAPMFSA 
LPEGPDLGGR RLPISPYDPR WSDREVVRVH 
YEGTHREDDT KGGVRPLTQW VNGEAIAWRT 
GLIDTADVAS QKIDPNKVMS DEGIARSEAI 
IDIRLTDTRA NEQWVGRVYD SGTVIKYSAE 
TEVVDLVKFA LGREVERQDG KGLVGVPNAR 
DARDRSAGPG KWFDNEAKAS EWLGNNIALT 
AGEDELMAIK QDYWAMLRGE ETDLLNPGVN 
RVRQHAALVL DDYVGTVEPD PVTGLRFNPV 
DELRGDEFYN DVINQQLLKF NPETAQKMVN 
VDDNGVVRWT AQRRVGAKDS RAVDSKGQVR 
ENYMFAPGYT ASVVPQKPGE TKSLEERTKL 
TSINSAYKRL YDNRFPVDFF ERSAEEGLSD 
RAQQRGFDAR NDNSRDALVL TGGRNISVLD 
VGADGMITPG D PADRV PVAA HPESWAMGFD 
GWNFEDGI IV SADFANTHVI RDTEDEMRPL 
AAGLESEVAF FRDNPDLEVV MSPFSAISRF 
SGDLNFI VTH MAVDAKTNVY DEEAVREGQG 
LANFQEYLRV TGLDVTPYGE LREGFSESNE 
VEQISRAGGV MEIPFQLQLR NGAQLEESPN 
TTRYMAI FDT CYKLAEEQAK IDALRQEEAQ 
DGIANDI VAS RIETKNNVFK DGFMSARQSH 
DNGYAMVWRD PVI RDGGVRY LRVVINDDLH 
AHEEALSRLT VEANMLDLGD GKRMEDGTMF 
ELNRYQREYE AGEISREELL EVNRAHMDDL 



> RXA0154 3 
MSLKQAI I VR 
MARDSAVEQL 
TTNPSQPVHP 
LYENRHTVMK 
RHYDDLRYVG 
QHQHMAHLSA 
DKPNRLVREL 
QAMNGVYSVL 
EEPEPSIEEF 
EEQYHAMCQS 
EALGRQLYDQ 
VEGDAVLMDA 
PVHTLRGRFQ 
RAREWMISSQ 
RAAEEQARRE 
RDAVDRAVLD 



(1-2766, t: 
NEYTIKQANG 
TTDSNADYDQ 
RELAEFTTQD 
VVLSFTQDYL 
VIQVDTKHVH 
AVGYEKRNVT 
VEARLGETDS 
SAISDEQRDV 
GLRLRSYSAR 
KYQHFLTFAP 
PGGGLLARTG 
ADLRESGGEG 
VVFRPEHDFE 
QEPEAVAEEL 
RELVAQRQQE 
SQLRSTRDGG 



anslated) ' 
KGSRGSSPGK 
QPEMNSRRGR 
GQRVHDLMLR 
TAHGLI PEDL 
AHLTMVDAGY 
SYVKRWAFHQ 
PMPAALSQVY 
STAMLTVMRQ 
LNHHREQREA 
PVGQWEKQWA 
AEGKAGRAVL 
ADERQIQQQT 
QVGGPDLRDL 
DHAGADITRM 
IDQETTQPAF 
LG 



' 2 2 residue: 
YISGYMARSD 
QGRRATLKQR 
AQGNGGVAFG 
DIKRAGDYRG 
GHRAADGTQK 
LTQESAAQFV 
QYAQKRRVKE 
DYEDLLDGIA 
FAVKKRSWED 
EVADYGKRVV 
DGRIERMMVT 
IELPVADVSD 
HYAWFSDQKV 
EATSSEVSRT 
EVVQRHVQPE 



AVEAVAPIVR 
RAERSARRAA 
YGDVSLSHDD 
QVDQMKLRMA 
GKINKPGKAI 
VACLPEDKRL 
GLSKQDTQRL 
RKKSKDLDEQ 
ANSQGLADPT 
GLRALRADRS 
YQQKIDDLRR 
SVRT YLDEEL 
SQPIVCSYGE 
GILRSAMLAR 
SVQI KRGRTV 



NKLDDFIMRY 
LRAGVNTDSD 
LHAASNNVQE 
VMHGVDRLAQ 
LRRGI DAWLD 
WRASTNAKEM 
IDNGREKI IE 
GSSGSQEVGK 
SQVMWSFYDT 
LARMS DERAA 
EWAQLGARLE 
RDSRDVSAHD 
LVTQRRYAFE 
IREQARQRAQ 
ALDKRVQPLI 
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> RXA01544 (1-600, translated) 200 residues 

=S SESSS 5?= 

SSKSS }££SSS ™ SIEVSRS IUYMIMMSD AGVDDABGNA SSSSJ 

> RXA01545 (1-1251, translated) 417 residues 

MKLAGFNTNS PAAQRVAEQG EKVQLDAPVY AVFTPDVVEV EFIGTQHEPV LHVSGAIDSV 

^pmmSw^ 1 qkitfdsen Q Q^sgfykfs pqqhkelidk glylegfqpp S?sSwe 

DFSE^rIf tprS^n 1 VLVGLSEIHG VDFSQESSGY ELTSMFEDYR SQREAGeIdK 
DFSESISRAE IEGKDIFADA NRTRTGVSAH AQRLEQERAL SAAQLMAKLA GISFQTEPVL 
r G p^ff QFLAHDLDDT AGMSEWEREV TEFYNEKIRA QEPVVEREAE RDSMET^D 
AAPTVSAAEI NDVIHDLDEL EFDDVIDLDA DDVVNTAEVE APASVSAAEI SATELDFDRE 
SRAKTAQREA SRRVAQKIQT QESVREAYIR EQKHGYDASP AEGRKFDEKI IeRG^DL 

> RXA01546 (1-696, translated) 232 residues 

MARAKNKKQR qlqhahdaaq aeiaeavavn tvepinartg gwpswvdkvw kltgslggwf 

AFLVFAIAVW PVAILAAGTV VTIIGTWGVS VLPSLVISSI GASAGVIIST TDGFLFSWVI 
PVLFLMIVLA LVVMKVLNLI FGALWRFTMT LRQGLYAGRE KISRDDAKRA R^EKkSkQQ 
AKEAKKQRKL DAIYSAQQAE ETLAQQAQSE PEESDDKNRH DALNDAVAAA ^ ^ 

> RXA01547 (1-663, translated) 221 residues 

MFDQVKRFFV RNIVMIIALI LAVVVIIVAT STSADRHAVL KRQTGEIMAL QQERDALNSK 
LEGQLEQVVR DATGGMDIEH KAADDAVVRE FLSMALTWDS VRDYLDvSq JSwSlDEE 
SQFMSVFMPG EMAGIARTDP TGEVHYAYDA DLSNRFSSLE SVVTRINGTE YSYVSTVTMK 
SKRSGGEAET TSTSRLAYDV IDGKIRNLEA RTVPGGVKYS G YSYVSTVTMK 

> RXA01548 (1-1008, translated) 336 residues 

RKRKPLFri'r NGEVRSDKEK QAFEKITGDD LRRRAEQIRK RRLAKAQEDA 

RKRKPLFGLG RIAVTVLAGA VFIGTTLWIS TTSGGFDDKV SANNEQIVTL RNEVNDLKNT 

AETMPKKETL ASQFDAATSR AQNVADLQNQ LAGIITSVDD DAATEQFkS VDELKPKFT^ 

p?2^»^ A agrwyqpqev VVGDNNRPTW APMGAESWGW TVTPTLSMSD tehvvvmwea 

lnl»,e ^ LLAWVTADYN INTGVFSSLA LAHTYEGHQR IGATTSPSEF GAHGTNAeS 
AARAGSEGGG LEGEAI FVDE LQRALEIAQL NKQENR ^iNAMS, 

>RXA01549 (1-861, translated) 287 residues 

T^nn™™" SPTAASEYFL REWERPADVA GNAPIRAEQA SKWYAQMGGW QKNSTLGESV 

RY^in^ STARDEQDAL NDCPEEDRTS GGNTSAAEAM VTISHPYLAD SRGNDGTDIY 

»™o G DPYYASCDRG VATAIRWSGT DDTFPAGPTA AQYEYVVGTG SGRWEEIGNL 

" SS™ S™5 LGAPNH VAMYVSNEVV VDMLGPGNAE PNAAIGHASL NDRSpSdS ' " 
SLDGWGVNFK VFRNTQAETN SVFSGVQIPA GKEIGEMTNP TRTTPAG 

> RXA01552 (1-978, translated) 326 residues 

n^^n^ L APPQNRFESH KTVFSLKQKN IPIKDAAKSD QVNLTWHDYP GEWFEGGAVT 
DSEKQDKVET FRNLLGSDVA LFLVDGQKLH DYANEEERYL SYLFDGFIEN LNQIKDMLE 
JS??™* IWVIALSKAD LWPDLQVKDF ENLLNKKAGN EIIALRSKLL EFIDNDEAFS 
! ™ AKFTPGHIDI SQRKGVDVLL PLACVLPMQR HLWWQELKVL PINLADILLG 

LKaSaefS If^T* GTNNKAMAAL VFAELVRDMV DQPTELLQKA REEAVGRREF 
LKAITAEFTR KLNQAEADQV LVRDFA 

> RXA01554 (1-2142, translated) 714 residues 

LKKHVTSAVT AVVTAFSTAA LGLSIAVSPA VAQVANPAPD LSAPYTWVEE FDSEDALKGW 
CAPGOFFKFT ?^f TEDAL SIEDGKLTIT TQRHCVDEDF AISDPVNRGK SdsSqvEP 
J V K t^ll K1A RGEFDLSVTA TLNTGGVEGV RSAIWMQNGE QACSSATNNG 

TRDGVFYFT n ntlr^ 3 PSNTHLGCDP ESVNGTNRAP RELKLDESLD GVEHTWTVST 
r,»™ DEAINRQSWR NDVTLGHAEI DDFGISAQTF DEIVDREWTL TLNQKVESAD 

WAKPRSSEED FPVRSMVIDR IEVTGSPAVS EDTPMPDTTQ LLTQDTLEYL GRMPVLER^E 
PASADFADGR RPSWNYFNLK ESWQNPELEQ RPEAVEFVDG RMDIVTRRHC LATTDDIATP 
ENAQEEPCAP GEVTRYSSAR VHLPEIPAGN FRLTVRARAQ SEELVDGVRP AIWMQNNT*NF 

EVFDGOIVFT E nrJIw YSS RVNTQYSAVH LGCAGNRPEM KLRQMEMEES MFGdSgV 
EVFDGQIVFT IDGKAVTSSG KDVFGNSVTP AAAPLRPAHF KLSEEEYREV IGQPWHLILN 
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TMVEQSGKDS WITAVDNNEA FPEHRFQIDH VAVDIESDSV DNVWPDAANE IPDNVGIEDS 
DDGSDLEVGS TGSSTAETVS WISLFTALSS LVFTLALNQE ALQNLINQFM RQFK 



> RXA01557 (1-816, translated) 272 residues 

VRSSNPVFSS LKETQRPQGQ NPYGGYDNFG GVYQQNVAPQ KAERPMTVDD VITKTGITLA 

VIIVFALVTF GVWLVSPGLG MILTLVGAIG GFITVLVSTF GKKYGSAAVT LI YAVFEGLF 

VGGISLLLSG FTVGNANAGG LIGQAVLGTI GVFIGMLFVY KTGAIKVTPK FNRILTGMMV 

GVLVLVLGNV VWAL FT GGAS^PL R DGG 1 1 A I — I-F-S-L FG-I-GLA— AF-SFbS D FDA~ADRL VRE G AP~~ 



SKMAWGVALG LAVTLVWLYT EI LRLLSYFQ NR 



> RXA01560 {1-330, translated) 110 residues 

VGVSYIIAGD EQLDMAEAVR KIGETFKTEE IILGGGGTLN WSMLRDGLCD EVSIVMMPIA 
DGEKHTHSLF EADEKYSAPL PIGFSLASVE PLEDGSVWMR YGVNGPVDAN 



> RXA01574 
MSNKRIGVVI 
EI INHDNGGF 
LLPDSTINSA 
EELYFMYHED 
PLPLLFVLIP 
PSQYLAKMEW 



(1-1035, t 
VSYGHEQDVA 
AAGCNVGAAH 
GNALHISGLS 
TDFSARLLLA 
QILGVNLGLW 
RLDNPNLGNI 



ranslated) 
NLVDTFADQL 
IVDDVDLLFF 
WVTGLDEKPV 
GGRIGLLHSA 
AIAAKEKRVG 
GSNKIVATGY 



345 residues 
KTGDRVVVVD 
LNPDTVI DDP 
EGSSEVTDIS 
YVTHHYDYAK 
LKVKSLRLLI 
KTYYKLCMSI 



NRKPWVLKDA 
TLFNSLRRVD 
I ASGACLAVR 
GDYKWI YIER 
RDLPAI FKLR 
LKLLA 



VGERLEKHGA 
EQWAAFMPYL 
VDWWKRLGGM 
NRHVLLLSVL 
RSTQELAELT 



3 



> RXA01575 
MKSI DLEQLA 
RGRFVRSGQT 
AEQNRAGVKA 
RLATDASTDG 
IESDSKAALE 
PLNQAADQIA 



(1-1020, t 
GTQSRTYQSR 
KNGDAVNRTV 
SAISRRAEQS 
VFRGAMCFVA 
AIDFILNNRP 
YMGMRAVIFE 



ranslated) 
KITDEMVARP 
SMLKSALKGV 
ALYKAKKIGE 
SNGDYLLETQ 
RRGRWRGITA 
QKSAHPTLLK 



340 residues 
VHVAIALWEV 
RGKAWIVTGR 
FAERAPRVKE 
DTTASSDELE 
CARNRFRDAW 
GIDKALRKAE 



PWESAKSGKI 
RQAAL RAAL V 
RQEAHWWPRL 
LESITHALIY 
EALIDDCVVE 



EGWVIAVDSP 
RENYLVTGSF 
SRTQGTAGVL 
LKTIGATQAI 
LSRVLGHAGD 



> RXA01577 (1-375, translated) 125 residues 

MTQTTTQI I I QILLLLATAA LALYFLRNRR KARAKAW V K I GFVVFI FAAV WAVLRPDDLT 

QLAN FVGVDR GTDLMLYALV VAFMFTTLSS YVRFREQELR YSKLARAVAL QNVVLPEDSQ 
GSDPA 

> RXA01579 (1-384, translated) 128 residues 

LTEVFNTDQR VLNALFNVVE EDDSGDTDDE QHNHQNPVRG TEFAGLVESH EQRSNGHRQW 

QHTKPVHLRG FFSGGFLHAE RQCEGSDSAE SSHDPEDGTE TKCFSQPATS KRVHAADTTV 
DRGNNSEK - - 

> RXA01585 (1-627, translated) 209 residues 

VVETLSITSG AAGLQALVAR AVGLNELASA RFRQLTPEVV DVFVTTPFNV TASRRVFGVA 

GRDGAAVGAK DLLQALSEGR EDVGTSRDAS WPGSLPPATG FTLVDELPTH VVRTLADQGQ 

ALARQFSGPL GPPASLMDQE VISAEGNGKK AGI PMRTVFT CTSLGLIPGF EAANDVPRHL 

RVSVNGRWTR VDAPYGSVYH SSGLGLSVF 

> RXA01586 (1-369, translated) 123 residues 

NNAAFIEIAQ EARLAFAEDQ FRERGYEI PA VFVRHLEVDY LRAILPDTTQ AVVETQVTKI 

GNTSFSTRQE VKDRNGRVCC VVECVQVAVN VQTAAPRSIS KVERKVLTAV ATDEVQSQEA 
LEK 



> RXA01587 
MTDFFGLIYN 
LGVSYTGALD 
APTGQSMRMV 
SATTIFQGTI 
NTASGLNEIT 
AVVGDYRSDC 
VYWFSAMSLM 
LVEVIGTIIL 
AIAGMVITVA 



(1-1983, translated) 
WSVTVGWLIG IPVSIGLFMM 
SFLDSGSSTS AGSNATKIVL 
RNSALEINAQ SNESFTTFKN 
ALLSRYI DND SISSGSFETS 
AAELADANNP LLEVSDSAGL 
NMSPLTMYNF LNTSFHPADA 
GSFIVIGIGY AGAMLFNTIR 
YQLITRFLMA VPALFEQPLA 
SSMGVI I FT I I AMKVRGSLV 



661 residues 
GALMFRRMDK 
STYVDFQSWA 
PGSMDLGYSM 
IRSAMESLTS 
QGRPIDRNAV 
SVFSTSTSAS 
RTLSLIGAVP 
DSLSSNESAE 
SGVDETVTSV 



GSAFKKVVIR 
ENTRMRVPDK 
DWMEKMADPA 
KEGSGEAVAG 
SFKSGDATAS 
SYTRASHSAV 
FAAMGFIAGV 
LVAGAGMGLV 
INRFLDTQVS 



VVYGVVGLPL 
VTLAWSLEDQ 
NSGTDGTSSS 
GDVMAWVTGY 
CNNSVVTGSR 
SLIGSGAMNF 
AKVI VYTIAM 
GMALATSGNW 
SAGATSGDGM 
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JSSSJSf n^lT Lm DGDGGGS °SG SGGSGGGSDS GLGEKAAGLA KVVTTVAGAG 
LVGKYATDAL DNYADGVING DGDGAFAAGG DATVDGDYVA DGDAIASADA NADFVdS 

> RXA01590 (1-1284, translated) 428 residues 

EdZpgIpJ SS^S™ GDKKNRFDLL CEMAKQQVNI YDGDaSap SS 

~ = == = = 

> RXA01592 (1-1293, translated) 431 residues 

piiillllilH 

EIE ™ =s = ~ i= 

> RXA01595 (1-960, translated) 320 residues 

p^uucuf L RRVLLVPHTG RSSNIESAIL AAKLLDDAGI DVRVLINDAD DPIAEHSVLG 

E = *= ssssss = 

v~i =i = =™ = SEES 

> RXA01597 (1-1182, translated) 394 residues 

mm 

VTLDGVFFMR FnS^ IQDLGIGAMT FPSSVUSSTD LALLLADFHN PQMIVNVGGP 

SgSBES G G »™ SLYTW RSSSNLGWM " m ^ - 

> RXA01598 (1-963, translated) 321 residues 

MAKRRGRGAA TFAALGFGAA AGIAFGTYVL APNLPENIDP NAPTSAELVE AFTT flRVWau 

sSdaIs? JldgSpa J NP s "dsvnrtwg kmatvlsvre elagrsgafg 

> RXA01600 (1-669, translated) 223 residues 

eniSqyr rsvgdst D wft L p"" SPILGVR rdslimpgg s tarrevvehf gavavvafdg 
pgfJSrv ptSS pagll °iade deltgaqrel meeaglease wsvltdlits 
== £££££ t \™ S — - *™G Q ^SXAZAGV 

> RXA01602 (1-1530, translated) 510 residues 

Eii « S= =™ 

£= "™™ sssejs sssssss ssss 

FDSYRRQRSA LLETWRQDYA AAQTVQQQLQ EDLEHARQRV SsS»KPpS SSS 
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^rSJru^ DAL D SKALD V PPAPAPLLLP TLKVRPDKPM VDFSDLFVPH RLRLPGSHSV 

= iiii 1= = = = 

> RXA01605 (1-1515, translated) 505 residues 

II sS — =s si 
= =s ™™ =r =s S 

i= = ~ = = E1E 

> RXA01610 (1-729, translated) 243 residues 

iiE ° P=; =s ssssss 

ESSE SEES! SEES XSKS ESSES ™ 

> RXA01611 (1-357, translated) 119 residues 

MRKFRNTAIA LVSAAAITLG GVTAATAQED ETPPAAETET TSPSrqqrqc wnvHPffvw< 
DQEGYGIDGF GSSRDDSGEE VPRWLETWGK VFDA^ITsJ ^LVVFPWN FLKYNGLIK 

> RXA01612 (1-345, translated) 115 residues 

=s =ss s= »™ = -™ 

> RXA01618 (1-384, translated) 128 residues 

n^^f VFAI LAVLLHVF ^ YMESFAWTSE KARGVFGTTE IDAENTKEMA YNOGFYNFFT 
FLVIGLLV AF LFAGSTGIGA ALALAGTGSM LAAAAVLALS SPDKRgS 

> RXA01619 (1-975, translated) 325 residues 

™!5 nff^ QITE KEIPTPGi ^Q VRIQVTLATI HNHDLWTVKG SYGFVPDLPA 

SIESs~ ss sssss 
= « ™ sssss sees 

> RXA01622 (1-603, translated) 201 residues 

MSDFYADRLF NAMERNEVAP GMLLVAAPDM ASEDFERSIV LIIEHSPATT FG VN jqcRon 
LR^APFnvan VDLTSKPQAL YIGGPLSQQA VVGLGVTKPG wSSsS KlInrLVH^D 

mr R SpSl ystfpsdpsd r WAPGQLN EEIEQGDWFV TPAL — ""SwGov 0 

> RXA01623 (1-711, translated) 237 residues 

i™ = Z= SSSSSE 

SSEZ JS3ES5 SSSSi SEEK S5SESS E5™ 



> RXA01624 (1-345, translated) 115 residues 

l?iySfgov SprrZ^ 1 " AIITLLLR ^PFAAMKRV nsnqlmgvlg rtmpvgvmvv 
lviytlfgqv sapggvgasl iavaftallh wlkgsaglsi vggtlaymfl vnvvf 

> RXA01627 (1-495, translated) 165 residues 
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RTYSPSLKDY NSDEPSLLGP 
IGIVDEVPSG TIAFTNWKDV 
SSNGGSSHGL WGALAEFFAG 



AEDPNMYQEF EVSYEQLGIK 
TEGRHSWYVR SEDPFGGVEI 
AAALAGAAIA FVPGIWDYVT 



PEGRTLIGDS FSADFLTSNE 
SPVQSFIAGE EAGGNAPGTG 
NAFKR 



> RXA01628 (1-1014, translated) 338 residues 

LVLVGCSNTA ESTTTDTAGS TETSSQISPT TPVSTTEAAP PEDPSANALE EYAQILANPS 
I YPLTEISQF VPTGTYAYTL VEATSDSIPE LLLRADSHEF APILVFTYDE NTQSATQAGG 
VLIDGVASAG_G.SRV_KV.RAS N-S GAG-I-Y-QLNW— YSrQPVGESS - UYGIQG NSLT Q I A DPED FMV 
1<ELLPDHHEI TWVDSNDPSG LSTVQTGGAN IQQAAPTPVQ QPASNLHYFS GVVTMQTAGE 
LMRGERTPNG EPATDLYLVL VLDSPIEITA RNAATDPQTR TISEVSLGRY IPADGDNDWI 
GYLDTHVEIT ATTDQVWFPT DTGLPLGMLR LADYKSIS 



> RXA01630 
MSDQKIVVGL 
LNDDRINAIM 
VQVGYNVRLS 
GCHMLDALVE 
WFESSRLTVY 
SELPELENIS 



(1-1077, translated) 
LGITHPHASA RVRALREIDG 
VHSKSKDMVP HAKRALAAGK 
ESVQRLKELL DAGLIGEVVS 
VFGAPESVNA RVHKTAKLSD 
GTKGMIEAGI LPQTLRVYLN 
NFRTEMQGWV NSIRTGSRNV 



359 residues 
VEVVAAADTD 
SVVVEKPGGG 
VQARGAAKVG 
DTSREDSASA 
ESRQGWPQGW 
APVEDALTVA 



SRLQYFTDKY 
TVADLEELLA 
EHITEHLNQP 
LLYYPDFSVS 
TEWTQSYFTP 
RIVSACYESD 



DVEPREI DDV 
LKEAADPQRI 
ADMGGVLWIL 
FSFDGHDDLE 
PFARTESNKF 
NNQGISVNI 



> RXA01634 (1-552, translated) 184 residues 

MAVGQETDLL NAMETLAGVP SDLVVTEILP DTTS YDNFEF FEVHNTGSAP VTIGEGEYTF 
AYSFDDSADT SRDKALDLGG EVTVDAGETI VVWIEYSSST VDTAAFSEQD FRDFYGMDSS 
ARI FRATGQA GLANGGDRGI RVLYNGEVSG WSHYPSDSAA VQKGI DFALP KVGEQASIAS 
AHQN 

> RXA01635 (1-741, translated) 247 residues 

LI PGGLDTPE EPEAPEDSLF EGRTPPRDAS TRLILTELMV NSTNMGSSDG FEYVEITNTT 
AEPI DFSDYT LNYLYPQDEF TNTNEAVWAA EPGDVIIQPG KSLVFWIKNG PNDEATAADF 
NAEYGTNLEA GKDLVEISSG GMANGTARGM QIQTNTGHIV NRGFYNMAGA SDVKANEGLH 
FAVDESDLLK QTLVGSGAPT PGTVYTSQIP NPLSAVIADS SVPLITDNTA TSINPAEPFT 
FAFKYHR 



> RXA01636 (1-573, translated) 191 residues 

VRTATLHVTS SAGEAATTIN LTEDDGSFNW ALPAADLTGK SWFEYTVTAT DGFNSVTTEP 

VRVTVDGANT DPLRLNLEEN QWVSGTTDVI GASDVFGDKL ELLI DDAPAV TNSSLSAAPT 

FAMEVTQTDV FFRNGILAGG EELRI FDQGT YANTETISTP VPLYHINEDG TLTVSVYAGT 

KAAPEIDLNE N 

> RXA01638 (1-390, translated) 130 residues 

VLVTEDLLIE APFGFEMRSD EQSRYLEGPD PNLRIHVGVD PLHGADAALV AEELRRLITE 

DPSLEEI PAG EWGEKTTIDY RETPGDGSHV LWVTWFDTDR QLNVGCHSKA AETLVHKAQC 
RNVIEHLTLK 



> RXA01639 (1-438, translated) 146 residues 

MSTQTITITV LETATIFDGP ETI YRYDLAA EGILDGWAHS AVLDQVKQIA GENWPTVEIV 

VDGTDNVVNA LTSMFASKGV TCGGVGVEAP PVAEEPPKIK RPTSGKQVRQ FYGIKPLHLL 

LVSILVGSIA GIWGFRVSLG QWTHGR 



> RXA01641 (1-1371, translated) 457 residues 
LAI DNALRVS IRI DLTVGDA PAAVADVALP AGSSLADILD EILELTDAPR 
AGSPIDCGIP LAETQVEQGS VVVLSPERDL EAPVLRDVAE ALVEFSSTNR 
AGLIGAAVLM TSPAASGIIV PGRMGI FVAI CALLLLWLPP AHTPILRNVL 
AVSVLVAGTS GTSPGALTWT I FAGACTILA SSLLVHVVYR PAILLVATLS 
ATTTLWKLKA TEDFSGPAAI TVTASTITMC FAPKIAASLA GLRVPSLPTA 
MTDPEKRIKT TKTLFDAQIL GLGVLSGPLA LLSVTPGTWT TTVFSLCIAV 
API PTWTLMG LSALGFISMA LSASRSGSLI ALIGSVVIIA VLVSVALWIS 
VWLERLESLC LAASLPLALH LLDVFGMLRG LDIGFGG 



ISRPWVAHTA 
AGHLVELMTF 
PITLILGAGG 
TLGLGLLVLA 
GEDLSVSDLT 
ASLLHANRHQ 
TVPTLEPTTI 



> RXA01642 (1-1242, translated) 414 residues 

MRRLIAVSLA ALFMLASTPA TRAQEVEALA CPEVAIADPS SAVLDEHLSQ SLSQAHQLAT 
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GAGVMVAVID TGVSLHPRLP HLIPGGDFVG AHQSPDVPGE LIDCDGHGTI VAC T TA^nrw 

VINISvJsCL Tallin SGIISIK ^ TS SYVRTREDSN VGT^ST^AES SSs^AH 
VINISWSCL PQSPDEAASF QPLTDALNRA ELQGVIVVAA AGNLGQDCPV GSTVYPAH^n 

faaIwsSa SShf?™ ^ QQILSAPS hiqaglsprg dgfashmitt agespfegt's 

r AAPVVS ATA ALLRQHFPFA TPYEIRARIF NSIDPARGAI DPYLATTOFT ypttptuh^t 
ALSVPTPPDD SPRERGILVT AIIVGLLAVL AVLMGLRR^ HhsSsS SVIT 

^^RXA0-L643-(4---4-2-6^t-rans-l-at-ed)-l-4-2^Wicines 

MGTMREMVSD RIDRLQEAHA RSKQKKFGFL VRPGTLILGW LVTIIGLITI PLPGOCWT TT 

SSSJSS S~ L VHQYDRFFT WYGKKSFRFR ™ S 

> RXA01645 (1-606, translated) 202 residues 

r^o^ RDL LRSSFYWKI1 GWDRKYSIAD RLEERKGRPA RERVVQDVEV TIDKLPEFLK 
rrlf S t D LWLCPIKLRE VPGSSVGAGE ILSSAEAIDS GAAEHPWPLY P^KKDVLWN ' 

LKKQWDPHSR £££££ gT™ 

> RXA01646 (1-819, translated) 273 residues 

MSGLVDPDST FLKTIGKLSN SLSIGRGVDQ KEVIPKGWNA HWEAITKLKR SFDAT papfe 

f™ FRGRSDAGHG LDVAALGGVI AIDPVNATAD JqSSeDL VD^SgLM 

PLVVPQLKTI TLGGAVTGMG VESTS FRNGL PHESVLEMDI FTGTGEIVTC SPTENVDTYR 

GFPNSYGSLG YAVRLKIELE PVQDYVQLRH VRFNDLESLT KAIEEVASSL EFDNOPVD^f 

DGVVFSPTEA YLVLGTQTSQ PGPTSDYTRD LSY *^^VASSL EFDNQPVDYL 

> RXA01647 (1-888, translated) 296 residues 

MPRGVPVGVP DAPGLFSSTE EPEQDWFVCQ DVGTGDLHIT VPRGGLGPTL IAEGNCWT ra 
SKSETGEVTW NLITADGRRE LPAWGSEHGR IMRRHLGISE DTPRVY^E LLNAIPEHDA 
VRFPAPLPEL VDASTRNWLR LDGALAEITP LQRGLLIDAG SGVFPDPTAL LGVHEET^ 
LTLPEQTVSW QDLDGGFACA DGEGQIGFLE TLESGVALSG DSRAKSFStN AGGAvSdsp 
FGYYWSDFG LMHPVSTGES MVALGITDVQ vvpwsvlrll !~ JlaS 

> RXA01656 (1-897, translated) 299 residues 

MTETQETYQA TTRVKRGLAD MLKGGVIMDV VTPEQARIAE DAGASAVMAL ERVPADTR^n 
GGVARMSDPD LIEGIVNAVS IPVMAKARIG HFVEAQVLEA LG^dSe VLS^DYTHH 
INKWKFDVPF VCGATNLGEA LRRITEGAAM IRSKGEAGTG DVSeIvRHLR SSnRLR 
SLDEDELFVA AKEFQAPYDL VREVASTGKL PVVTFVAGGV AT PAD AAL VR QMGAEGVfJg 
SGIFKSGNPA ARAAAIVKAA TLFDDPSVIA DVSRGLGEAM V G « pSeRGW 

> 'RXA01658 (1-1485," translated)' 49 5 " residues " 

RH?W?H?^ ??SnnMof G FPDQLAMDRF EVDGKLRDFV VAARELDPNA LQQNQQDWIN 
RHTVYTHGNG FIAAQANQVD EVARDVGSTR GGYPVYTVSD LOSNARAAFq pnA^ir-T™ 

LRYOFM^f T L f SATDGADY AIVGDTG ^P VEYDTDTSSY SSdi GnSvNrSfI 
SSfSSS SDRVGSESKI LFERDPRSRV EKVAPWLTTD SKTYPTVIDG RIKWiraS 
TLDSLPYSTR TSLTEATQDA VMPDGTPQPL ITDRVGYIRN SVKAVVDAYD r VF yp™ 
EDPVL.KAWRG VFPDTVKDGS EISDELRAHL RYPEDLFKVQ rSSnvD 
FWSVPGDPTA AEGRQELKQP PYYVVAADPE TGESSFQLIT PFRG^EYL XhmsIsSDP 
lllvll7 Y f Q RKDQA VTQGP KQAQDAMMSS ^VAQDQTLW RGSN^HNGN L^LPVGGgI 

> RXA01659 (1-486, translated) 162 residues 

PEAVTAVWME SDWVLAETIK GSTPSDWEEI LRPLALLTDA SFTLPPRSTR AOTLDLKHT F 

PSRLKPEQPE kpaftpmase edlsqplvir peeplqmpvr gvqesrgwe PRSLGADDVF 

SIAEGDPERP SDLYGTRVLR DLNGQSSIFQ DSTDADEPPK J^ 3 *™ PRSLG ADDVE 

> RXA01663 (1-435, translated) 145 residues 

ME1SVLIIAA LILVAGIVLW RADSSKQAAK KAESPVGSVA PAPVLVEEEP DPEFFPFT np 
SSSSSS ATAEVMDEE Sf^ °" ™ « ££££ 

> RXA01665 (1-720, translated) 240 residues 
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VK I DEL I ALA AEQPTRISRR SGVSRSTLKR VGDGTSEPTL STT RFVAT at r-Tn Tt ™* u , 
ACDPFAAAAA RTLIDASVPE NPHNQEILAW lSfeRwS DPL^LvS SqgSSd 
GT IV D VAED A J^SSS? HKTKWALSGA AAATVIMGQI VLGNSlS PAHD^VS^L 

gtivdvaeda dlillpatvt elvgsytqdr lnfvapvqlv IDLHSLHMFE EADYLTSGWR 

> RXA01669 (1-732, translated) 244 residues 

HNLSDALTAI PLWIAFILSR RAATQKYTYG FNRAEDLAGL FIVAMIALSA IVAAWOATDR 
MINPRPMENI E WVIAAGVIG FLGNEAVAMY RIRVGK RTG.S AarffSSgg P.T^fSl.T/ 

WltsiZtl SSf VGTIRSVG ^ LMDGIEPELV ShIi^ 

KEIESIDRLR LRWVGHRLHG DATVSTSTSS LSEATAIALE AELSVKQHLP NVDEMTVTIT 

> RXA01671 (1-615, translated) 205 residues 

MNHVVNFASH LEDAALKQAE ATATMPFI YP HVALMPDAHF GLGSSVGTVF GTKCAT T Pflfl 
VGVDIGCGMI GVCTNYTASD LEGRDLVTLR DYIERVIPLS PGN^N^^K eSkvIS 

IKNAQAQCKN E^olS ™™ 

> RXA01672 (1-309, translated) 103 residues 

SPLATFRVAL AMSIIGLVAW IICVTVLYFG LNVAGVWQNF NDVIGGVGAE OTITFGLVT 9 
ISALLGAIGA ITVAVLAPLC AIIYNSIVDL FGGLQIQLQE EVD QTITFGLVLS 

> RXA01673 (1-1035, translated) 345 residues 

MSTNLLESTP PFTQLRTGVL QKYTPGLLLC SIAVLIAMIV NHFFSGVSPL IVAIIITTTT 
TNLIQLPAST SPGITLASKK LLRLGIVFLG LQLVFSDILS LGFPMlIvK Sv^GGIfS 

pfSk^gl llTrr^r FSICGAAAVA gvegvtdsee eevvtavalJ vi'fgSmipf 
rr c^on spei ggmwag gsiheiaqvv aaggviggga lgvavvvkla rvlllapiaa 

ILSFRQRRQG YTSPDGKRPP VVPLFILGFL AMVVLRSTVA LPDEVIAAGG FLoSffJat 

mfglgcgvki qnlihvgvkp filafgsttl vtsialagtl l?Slg fl Q tal lsaa 

> RXA01675 (1-411, translated) 137 residues 

MNEIPEWLTL vsveagkrlg RPGPLVFPPE lvtlavegie lielepswts dlplpefcft 

EAVRVAASLA lllSf^ ™™™ — ™ 

> RXA01676 (1-756, translated) 252 residues 

MILHGVVFYA GLLVLLVPLG LGAGILGELF ITQRQTIIVV SSIVLIILGF voiFrrrrnr 

gkalpgldrl qskatvtsgl gksfllgmts siagfcsgpi lgav^St sgSXli 

LSAYGAGMVL PLMAIAALWA KLGQRGQQML RGREFTFLGR QWHIVSVISG AlJSJSJf 
SSwvS ti VeMDTQ1W LQEATFSLGS PLF'-'TALTIV' AAGLFLYFWn K^QKRKEEAQ " 

> RXA01677 (1-744, translated) 248 residues 

™f^ KWLV PTLVVIIAVL LIAVVLLMYR GNASDTAEGV SAAATS DSAA ASTAASGSAS 
SlEwS Fctp^S VGDVDAPVGL VVFSDYQCPF CAKWSDETLP JmSS 
LRIEWREVNI FGEPSERGAR AAYAAGLQDA YLEYHNALFA NGEKPSEDLL 9FFf-T tkt ar 

e D qala!ke KFT ADFQSPETAV aiaqhqqlgi dlgaystpaf llggqpimga qpaIvS 

> RXA01681 (1-633, translated) 211 residues 

vevllliaiv vgggvfvask mgsnnnkkqe eakfadaqad arrwierlgs ovltiagtda 

ASTQAIADAS ERYTAASSQI SSATTPRQAE LARESALEGL HYMNAAREIM GmSSeLPP 

lrsSags JSSSSSS RQITASPVAT detpnyypgg nvagrpvpag wysepwwasI 
lksglwtags vmmfsamfng magvgysaad l 

> RXA01685 (1-579, translated) 193 residues 

msfaigitvh aglgtttiss lpvvwtaasg lslgwttiyf ngfmilcqii vlrsofkpom 
lvqilwaflf gflcdlslql ttwaqtdnyf vawiwvivst ilms^gv^q SpStfSg 
RQwSlrs F g T EFG ™ K ^™^sv aailswitmg gligvreg"? SfL™ 
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> RXA01686 (1-441, translated) 147 residues 

MTSLRDLLVS TNADAAIADM SAFIEETVGK QSGISGIALK GAMGAATKID SDI VAKGSRR 

LLPEIADSLD GLWQEYQNGG TAADFGAHLE ANSSTALDAI LSVADKNAES INVPGLGKVY 

KGVRGKAAKV IEQELPAIGQ LIEKNAQ 



. > RXA01693 {1-1422, translated) 474 residues 
MNTAPFKLEA DFASALPTMA APWQGEEAPN PELVILNDDL AYSLGLDPTW LRTPEGVQFL 
LGLNPEPLTK_ AVAQAY.S G H Q-FGQ FVAS-L G -D-G RAIrl7LGEAR-SADGVi;HDI'H~Ll<GSG^QFS" 
rgadgravlg'pvlreyiise AMHALGVPTT RSLAVISTGR KIQRGSVAPG AVLVRVATSL 
IRVGSFQYSN ISGGIELSQH LANYTITRHF PSLVAELSAP TPATYVSLFK AILQRQADTV 
GKWTRLGFVH GALNTDNTLI SGETVDYGPC AFMERYRGDA KFSSI DTYGR YKFENQPMIL 
GWNMARLVET LLPLLGATPD EGMTAAQEAL VEFDDLCEQA IRKEFATALG LDESDTGTVE 
QFRELLYLHN PDITTLLRAL TDNTAPPSGF EAFVHDWKTQ DPDIEAMRAV NPLFI PRNHL 
VEAALADAVE GNLEKFHELL AAVTNPFDPT AGPDELRLPS EEGFEEDYMT FCGT 



> RXA01694 (1-900, translated) 300 residues 

MQKITPNIWC QGTADEAAEF YVNAFSEFPG GAEVLTTVKY PEAGLLDFQE PFAGKTLTVE 
LAISGFKIIL INAGEEFTPN PSISFMVNFD AVRDENAKEH LDAVWEKLHE GGSTLMPVDT 
YPFSEYYGWV QDKYGVSWQL MLSRPEEKPG PAVI PTLLFG GAAQNQAG PA QENYVEVFPN 
SQLGDRAPYG QQTGPATPEA LMFSQFQLDG QWIFAMDSGV EQDFTFSEGV SLMYEAHGQE 
ELDAIWNALS AVPEAEACGW LKDKFGVSWQ IVPDNMEELM AKPGAYEKLL AMKKINIAEF 



> RXA01696 (1-597, tra 
HSDPVLMVEA YRQLAEQSDY 
ADPVEEIKVG DQILQSLNLR 
VMGCVVNGPG EARDADLGVA 
EVLAAASASG MKAEVKVTK 



nslated) 199 residues 
PLHLGVTEAG PKFMGTIKSS 
PRKLEIVSCP SCGRAQVDVY 
SGNGKGQIFV KGEVIKTVPE 



VAFGALLSQG IGDTIRVSLS 
SLAEEVTEAL DGMEVPLRVA 
SQIVETLIEE AMRIAEEMDP 



> RXA01697 (1-726, translated) 242 residues 

MFQGLKELTA AKGRTLLITV TVGLIAVLVT FLSALTAGLG HQSVSALKYL AGDNELILAD 
SGSTTLSAST LSDQAVAQLE DEGAQMLWQV RDRVADTPTM LLNSPDLAPG EVSLPAELAD 
SE LATAH DVV DSSNDLYLDH LPVVLMNTSD LASLAQVRGV TGPAGAFASD VALPSDTVAL 
SGSERWNASA SYQGEQMSLN LMIVMLYVIS ALVLGAFFTV WTIQRLRGIA ISSALGAARR 
VL 



> RXA01701 (1-333, translated) 111 residues 

MLSHEEI VAI AEDLLSKRYG GVQTLSDVEQ LNGSGTSAVL RARVANSPFL QQRSVVLKYV 
PSTGDVFDDS ALVREIVSYQ FTTSLSEDVR PGPVILAYDI DKRILVISDS G 

> RXA01703 (1-471, translated) 157 residues 

LKYFAHIHAV VQAVSRKMTN FHGVIDWDTG DGDGGLFKGI LVRYLADVAI RLPDDSPTNR 
ETKKIAARLV LESAESVWNH RLEVDGLPVF AT DWTTDARL PQNFGLSSSS LSDLVSVVRV 
DERDLSVQLS GWMLMEAAAK VAEELENNGN SYTGRSR 



> RXA01709 (1-330, translated) 110 residues 

MRSGVDMILN ETGGEKMLAQ ADLVITGEGR I DAQTLSGKA PTGIAKRARA KGIPVLAVCG 
QSLLGPAISN ELFEDIYSFT DFESDINECI RNPLP1LEGI GFNIAKHHLS 



> RXA01711 
MLLMAHRFFV 
PLGYITHFTL 
I FSNINGILL 
GILTPVIFNA 
I FGAMVGLAV 
SRSVFHNWVA 
GDIRAKGTPS 



(1-1158, tr 

LAINGAVTDD 

ARWMFIAVNL 

LMLAIFLWCV 

VAWFLVPGAS 

LALLRFRNTE 

WVAAYFLLSP 

SPITTDPTHD 



anslated) 3 

FTTVYSALRR 

LAIVLAFGLL 

VHKKSWLGGL 

EYVTRTMPYL 

PYFWAATTTG 

DTFTSQRLPD 

HLERTA 



86 residues 

FVEGI PVYNE 

TRLSGWALRS 

VIGLAILIKP 

GETRDFANSS 

VLLTGVFFLS 

VARWMEFFSA 



VYHFVDPHYL 
MVWPIAIALA 
MFLPLLFLPL 
LPGLAI YFGM 
SLGQMYYSMM 
TVGWGLLIVV 



YNPGATLLLA 
MLTETVQNTL 
VKKQWGSLIL 
PTWMEITWFL 
IFPMI FTLLG 
TFVSALIWFI 



> RXA01714 (1-615, translated) 205 residues 

VIDSEATSQH KTSATPAEST PAEFSEAVES MHRARLRPEL TLGTIRPPQR LAPFSHAIGL 

EVGNQEESDD VSTNSEGDSF GRLILLHDPG AEETWEGAMR LVAYIQADMD HAVASDPLLP 

EVAWQWLNEG LEQAGAGFTN LGGTVTSTTS VRFGEIGGPP SAYQVEMRAS WTATGTDLTA 
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HVEAFAAVLA SVAGLPPEGV TELRR 

> RXA01715 (1-696, translated) 232 residues 

iwSepeo iSSfrr ? t RTEVTD ^ ^fadleaeg KVTVRGIYNA 

FIMGEEAKDW ITvSfvrS SSmSr llr^l^ FWIGNALHR ^ SEFNKAHLPS 

ewvlafeaoe LH rxv DI S 2£2™ ™T q ™— L ™ G ° Y 



Sg'Sf ?frg L t L ryg C T S n TosT^Ivk dP^ 1 T -™vs PXTVPSGDIR 

TLSGDDNIPL DLP £££££ " 

> RXA01731 (1-699, translated) 233 residues 

~™ VAPEGSKDFL ERVRRELRRY 

GHARLVLATN APENGVhSll RO^m™ " GESRK1LG SDLAPVEBVR GIKDILSSLK 
IVEECSPAA QLGADTALVG SSSSSJ ^SS ^™ SsT^ 

> RXA01734 (1-534, translated) 178 residues 

== HE =S EE SEi E™ 

> RXA01738 (1-714, translated) 238 residues 

"vbSSJr 0 ogseSrer =S» pdlgtvrv TLEEIES1CT 

LLLGMNAQKR QRVSLiIgW SHCF^S S™ GASGKF LFPRLDPAVI - GIVELRGEDR 
LGMKGFTEDE ££££ ™« SSSSS" 

> RXA01741 (1-798, translated) 266 residues 

Ss L L R S ~^ fl G ^ RVVPVLRNLR TARPXVOVIA 

IDES PRE FFE SlL^S KLAH SORT^^p f? VLLFGDGS ^VDVTSFLLE TSGFVPRPQI 

PCLMCVDLHR CdSS? PDP^eSa SJSSSS 1 IGPG * RSRSG 

NPHDRTNSVR TLPVHPKCPM CWSLGS PDPVTEMATA ARLVAWVTAD TWLPGVVEEV 

> RXA01742 (1-504, translated) 168 residues 

sZfsZtl SSI LEGRARVEST "^l™ ^KUCRRTQ 

DYV„ ISSS^-SSSSSJ TPLAERAKGY Xa^T " 

> RXA01748 (1-780, translated) 260 residues 

SSSSS GVVAAM F T FT ^™«« *DKA L IP LLL LAILGIPLVL 

MTWRTKTAVA ^MDA^S SSJcf WT J XS* 0 ™ 1 AEG QQ G ^W AVENLRSGVG 

IITGNGEGQT PIAKLQRELV KLPRNYKKNn St MLA QQ KKR ™ RVAPGVPVYE 

ASMSGMNRRA RRQAERKGeI KLPRNYKKN ° V ^AARIEA MDNVGNAPGG SLPKGPLPKG 

> RXA01749 (1-1617, translated) 539 residues 

i= EEi = EF »™ = 
esse esse Si E E P= 

NLALRQLGIT LFLAAIGTSA GAGFR9ATQn o^efS A LLLGMINRT G KFVWQIPYGA 
IPFGETAGIL AG TQT S " ™ ™GEG V,E„ 

> RXA01750 (1-1641, translated) 547 residues 
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MCINDPKGEL LKKNYVRMSK RGFQVVQFNL INNLKTDIYN PLGLAAEAAR EGNGMKCATY 

VENIAEVFFP VDGADDPVWP NAANNAFKRA AYGLIDFYLE EEREMRKQAA AENWDAKVLD 

TRIDQMWGKV TLYNCYQLFV QLSAKKLKNP VERLNERARA GEFGNLETDE NAAMMFQDAV 

TEAEENEMFL WEGEKEKDML TLFFSATDGL PKSSVRTLVG NADKALKAMG GAEKMMASVY 

GIAITAMSFF TDPTISTLTS GTLSQNVDLA GLSFPRRMGV RFAAPYVKRY NLVGSQVKWD 

AYSDAKFTKP LGKNFVHDDT LSVEGWARFY IKDSFPSNTA YLRLRILNGT SGTLIKTLYF 

KFTKGYQTNL KGRAFITDPV TDEKI IKNGL LIELVKNDAG DF VPGHVQFK TKKLNLDQ LT. 
_OEOI NM PG H D_M I KO V-DAMV-D-AV-S ALNVR Y S~E K PKAV FF VT~WH LMK YAKL I L I L I KOLVD 

LNFDSSYMTR ENQKPDYKTR FMLDELGNLQ SEGHGIAGFE TMLSIGLGQE QQFSATSCVA 
KNYALAA 



> RXA01752 (1-552, translated) 18 
MMEQDLSYRE ILPLNASEEK KKAALIDAIE 
I LML I FARQA ALIGLSATCT FMYLITLLDR 
TYTVLVPAYG EPEVIAQLLA SMHAFDYPKH 
IKVP 



4 residues 

GLRVRDPLLS ASIAFTRGQK VAFIAVVVGF 

FIMFSRGIRA ESIIQVSDED ALAFPEDKLK 

LLQVLLMLEE DDLPTIAAAE AAGVDQVATI 



> RXA01753 (1-1539, translated) 513 residues 

MSNPSLEPLE PIELSDGTEI EVSDVDPEPQ AGNAQMEVPS LRTYVFRGI I AIACLI IGFY 

ESFVLMWQNL RIGVANYSLL VVLMAIVLFI GLDRKRARAL NIHDREVDYI IGGIVVLIAI 

TIKSQLLPRF VDWETLLRLD MFALLFFAFG ISGLVFGMRS TFSFAPGWIL LFGYNAVAHL 

IISVIFGGGF WGPVMANIIG LSLAVLVSSN RDLVQATYLA LMTVLFGVI I AI I VWALTDG 

SKFLTLVPAV LATITVVLVS SRWRLGQWKI RRRQPTVEKA GPALIAVVVA TALLAWIPTP 

YVERVNNLPG LQMLAKPAPG VIAPIGWHID DVQYYNWASR YFGPGSSLLR QTMTADHYNE 

AWDPDGLDRT VVVDTLQSAE RFQQRAFGDE TLYSTLRGRK SDTVQVDLGY GVDGRAYTVL 

DETDFLTYTK LVFEWQTTNN TVEKISVIAV DDHRAEAKFP ELAPSVTRMF IQVATILFRG 
NDVTI DTNTQ LKDLDLVSQV GRQIVAEQQV GRS 



> RXA01754 (1-1941, t: 
VKIKSVFLST ALSASLLLGI 
AGTVPQSLSG TLQIPAEFSG 
TFWLRAMLDP VNNQWCYEEQ 
SEAVQEATLE VATSLDSVYR 
QKTELVNPGQ DNAFLRLNGN 
TLQELGITQL TSESVARTSV 
DTVLDSLTTD DTGI I DREFN 
TSQHSDVPVL NGFRSLPQSF 
WDEAVASERP TIFIDAAGAK 
VVGSIQAVWD ADKKRTVIVA 
QLTTVEAPDQ PGRSATAFIA 



anslated) 647 residue. 
TPPVLGATIN PSLPLSALSS 
GVVEFYDGDR LFHTLRLEVN 
EVRFLDGNVT FEGATINPAV 
RSGLDVNVET LPTGTDAPPT 
ADELYDQARL LT DAT LP LAV 
TLGIERSRLR TYSQSMDLHI 
VPGDLVNRYT AIVVEFTSTG 
QPRVDVAFAD PSVQELSRAV 
TDQVPSYLAQ QGQTLEITSK 
SSQDNPPDLD ALISWMGEDR 
IGVSLVVIAL IVAAVVSVSR 



SDDIAVPNFA KELPLAFDVP 

DSRAHIEVPL QSVPVEDGRA 

VADYFPSVLR ALTI YVPENP 

RPQDFERQIV LVDEATESNT 

DTEVTASGFG DVPNLSTDVA 

TGTYTPLPPQ NAGQITFSIG 

DVNCGVTQPV GLNI DSDSLV 

SVVLGIQSMS SQRIRPHLVN 

NDQNADGEQL TRSLQTNAAL 

ERWSDLNGDL IVKVRDREPV 
RSQKGYK 



> RXA01760 (1-282, translated) 94 residues 

MAAFLEITLK INDEGRPSAA GVYQEYKQPF LSSIAGATSK ELLIREEDVQ VLHGCDTVAN 
AEDYLVSELF TADVVGGLAP LLQADPEIRI YQVA 

> RXA01761 (1-1518, translated) 506 residues 

ADANADFVDG VVDGAGRASF SNAAYSSDGT TLDGEGASVD AQGNPLHADG TPMSAAEAEM 

KMAGLSSSGT MMEKSGVKSS GITTAADVMD DQSLASSVTE SGLSKI PDTY GADVSGAAGT 

VGTTGADYSA TDSSAGLNMS EAALQSGTPM GALAGGSVSS SDQAMNDAAL QIAASQGLAP 

AGSIAGMEQL SAQATEAPAG KAGKQLGDLS GSALNTQLAS MGQQVGDSVN SAYAAGGMGG 

VDVAGKVTEA AQHLSQVPGQ IQNAVTNADA GSSGASFGQM AQGAAGIAGV AGVIGAAGAA 

SSAAQGAGTV QGAMGNAAAG AGMINNAVSG GATGSTGAAH VVNASHGPVA PGQAHYQESG 

HAQAFVQNNQ ANTAHTANTR APSSAQIMGA NVAGSLASQA VRGIGQPGQM GANVRDAMGG 

SGRSGGRGGA TQGGRGAQRS GVSAKNGIRA QRGQKPSVTG QAMNAAMRSA AVSGRMANMD 
GNSVGGTEAD PQQGSGVTEK GDKGVK 



> RXA01765 (1-942, translated) 31 
MSNNVVKYEC AVDADNIVAV DMHVHLEVDS 
ADI YREHKMA AVVFTI DART QMGHLPNSID 
ARRQVEELGV RGFKFHPSVQ GFDPSAPEFY 
GIKLRFSNPM LLDDVAADFP NLTI IMAHPS 



4 residues 

CGHKSMPADI MAASSKYFKT AERTPSADAI 

DLVASCARNN DVLIPFGSVD PRTGEDALVE 

PLWELLESFG LPCVFHTGQN GMGAGLPGGR 

VPWQDEANSI ATHKANVFID LSGWSPKYFP 
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ESLVRQSNNV LSKKVLFGTD FPLITPEKWL AAFANLPLKD EVRPGILKDN AVKVLGLAAS 
TERGSQAEKV VQHA 

> RXA01767 (1-336, translated) 112 residues 

MIDHKLWFNT VTNNASVREA AGKCDIPIRT LNEQLNRRIL PEKTVIALAR AYDLSPVDAL 
VRTGHLTEEE AGSREEDASP DSADDYPTWA LNSHLDYGIL GAFGDIAEEV NS 



> RXA017 68 ( 1-37 8 ,__t ran sla-te d-) — 1-2-6— residue s 

MSESTSSANS TTILNDTFNP KPGVPYARVD NLEFATRDEF RAWATAEMEA GNVISATIAN 
APREDRIKSF VMDLVRDGID DAAEEIVSRI DSGDFTMKEA LTAIAASIND LDADDVVSDI 
VENHFN 



> RXA01769 (1-429, translated) 143 residues 

LGRAPHSLFF PIGFYYTPMT SITTTDTPLY TALPHTRISD AELLTPTTTV HEILVYGPAE 

CPGCTATLDF FARKNMPATK VTVAAGDVAH TYITQDLGYL QAPIVTVRIS SSASNHDNEH 

NTQILHWSGV NRYLMQALSR THF 



> RXA01770 
MPIIIDNLNS 
KPKKKRKAPA 
DHKGIKTRYI 
DQMINVADIC 
GQDHGSTLLD 
PATTLVDMLN 
KITAHVSDVI 
YSAL FWTVSA 
HFSTQQREAI 
ITAKNDKVTS 
LYKVMTQGGN 
KYLIIDEVQD 
GTYRLTTNYR 
SKQSEFTDSI 
QSDKGFNNTV 
MAAWWRENER 
EAVAQEKPLL 
AGSTRAYPRI 
LLEHNPWLRD 
DEFPDDDNVA 
VAAQPEVDDN 



(1-3765, t 
DDDSTIGTAT 
LKPKGLTAKF 
LT HPT PAWL 
DYHFHGYNLW 
DQGNQVLDRD 
NLDSYLSNHI 
KQNAHNILWF 
IKNESMVQYL 
TTDNPLAIIQ 
MTISKMVHEI 
ANLTALSIFM 
NSVFEFV FAL 
SNQEILDFAN 
PYFMESNKAR 
FSTFIKDFWF 
DIQGWVQQTQ 
MVSTIHSAKG 
VTDYEQIVDL 
LSDEEVTALT 
NTVVHVAPQP 
LVYSTSTPNS 



ranslated) 
EYNPDTDADL 
FHRDLTGVGG 
SESISNAFHV 
VDFTPQTIAL 
DNPISTPSIK 
NIASSPTPIA 
TEQMNPGTTN 
VRQNMQLTLS 
AGAGTGKSTV 
YAHNFPDHEI 
ESHIEAFISV 
RFAAKHNTSL 
IHLSDIEANQ 
FDAAILNNEQ 
EVTAVDPAHA 
SGAITNEEFF 
LEFDNVI VLQ 
LEKRDEERKI 
EQEI INNVEP 
ILHQAVPADV 
HSDVIAVNSD 



1255 residu 
LDAINADADL 
RTGRLNKNVH 
STLRRNNNVN 
RSGKTVLDDG 
RIGAVTDLFD 
LDMVVLNEWS 
LSEVPISKKS 
SNLDALNSIV 
ILERIEYLCA 
STIDTIINTL 
LDQIKQTSLE 
YLVGDSSQTL 
FAGIQLYANS 
TIVLAHSGRE 
AFTFTSQVTA 
YRLRQCILDY 
KPSSDAEMTE 
KEEEAAALAT 
ALQIEEEEEE 
TVQSSTAPVT 
TSENAAVNPV 



es 

DGDATISTNA 
PTNPDLSYQP 
NSDSELAAWP 
TTASDNTTHV 
HNPFGFASVN 
EKSYQLCERV 
MLPMSRQLRI 
SQLPVPDKDV 
AGTNPEEIAV 
DIEYGDQMVT 
LEI I ICYLLL 
YEFRSANPKA 
FDAPTADSFK 
IRAAQQALAE 
HLDKLVRGKR 
EIRNNRARQS 
EGKRATYVAL 
LEAEQETRAL 
ARALAAAE PA 
PVVADLEVTT 
LSDIEALRAI- 



TEEGVDAAAE 
VSDVYTPQSA 
YLYQLDIPQL 
YYRVTVHVIA 
SFAFVDFSWD 
VAQAKLINSN 
LEHYDVPLTA 
VAASGYQIQP 
LSFTNAAADN 
SDYMIQLRDL 
DKLIEPHASP 
LNSLEASGVF 
EKVELDMHHV 
MYPSITVRNL 
EQMEDRVIRS 
MLNARNNANK 
TRAKKRELI I 
AAAEAQAQAL 
IQQYLSQFAF 
VAADPVEPTI 
FNNQD 



> RXA01771 (1-702, translated) 234 residues 

MHQAGQLIND PSQGLWRTSA LRS PVARVGH AVLRQRAGEI SRMQGREFSR PGDQFRQVDL 
RRRLIQVHPQ S I PTADAMAV TITMALTAAT IDPVKFVADS QNPDEEI YLA AQIALREMVI 
AMPLEDFIGV RIDLEPVLVA AQAAAKNVGV EVSSILLKDL NLPQEYSGAL QESIVAKIQA 
ETDLERARNE VKTTRARLAS AKVLEQNPIL AKIRMIEALP PGSTIEVREG DSKA 



> RXA01773 (1-411, translated) 137 residues 

MITHIQAGLH LGGCRAAGLL PIPAHIDHIV RLTAADFYDT QSAPQLLSNT VLDVLDTTTQ 

DLKALWPVAE HIATTI PESE NVLIHCQMGI NRSAALMTRV LMLRNDCTAD EAIALLRDRR 

SPFVLFNEHF VEQLRAL 



> RXA01774 (1-783, translated) 261 residues 

MSPNFQARGT TAPTVALSMR QIAHIREEIK KSPLAASVFI TPTTKQMVVR DLESLFQQLY 
HTDLPEPSIK DSGLISAIGS SAGNTNNPAL ALETQMAYHL VLAMHHTDVA TWHKVVTKNI 
TESAAAQDAA VEHSAKYDAV YDAAQLMGIT VEEGNVGSIA IAFSTARADG KSDWCVSGIS 
RYIEVTEALD AARAVTKNTD ALNKTALPDV QPAPVVHSAQ FMNKSAHDHG VNTAEKDQPT 
CLKTVHLQPH RYPRTGFKAI Q 



> RXA01775 (1-564, translated) 188 residues 

MSYSLIISKA PTHSMPFNEA ELLELVDELH SDNTVKKPVI VPLPDDFSYT VDSAVRLHDL 
GVDQELTDWI TAQVAAAYPN QIVSEIAAAP DPQAKTLFSA NAYNTRSFGT FWTEHPITQL 
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QYKRCYQIVI ENVTGVYHPL PVDNYRYVPP VTPSLPQPVY HEAIALNESD VADHGTRAAK 
HAMINRNV 

> RXA01776 (1-1452, translated) 484 residues 

MTHTDTPAPA HGVTPSEFAV TSHELTTSPT PSPTQVAIAA QEKIRQRKLE ELKAKKRTDT 
TAQPLLPAPV LHTRPLPSPN PPRPSPPAPT TGHWELLIVR SQQKKMTAAN PFLKFLHLGK 
AFNVKDLGLT CDRTTDVDLS RLGKLNPPSS LILELATALD LHPFLSVALS SHSAVNARRN 
QLELTLH N H D_T.Q.GTALG H S V_J TM VQ L P-E V-I-N-RAAVE-PY-I-KP-KGSGNDPtDQ-StNHRAPTVS" 
DVQKALVQEN TGTATDSNNY LLPFDPDSGA PKTTALNAPN KDLLQARHEL AYIPEIPAIA 
SWLDHLDPIM RVHRSLALSI FPVQLLRAAV ENLPHNVTDL HNHLDPEDLL PEELTTWLDH 
LFDADLTALA SCPQLAPPIV RSHNHAKAIA AITVTSVMDA LIAKTLDAHD DPLPSLPEFV 
ELLRDAVAQL AAHFKQQRGE VLPQPNGLRY ATDFGLLSYI ADGLHEYALA I DFGLI YPNE 
LITE 



> RXA01777 (1-459, translated) 153 residues 

MSRIITAPVH KPYI IAREVK GVSHVHDTVG GKWQATLHTL KPGPSWPKPS QFTAPKSTSI 
WFIAVATHPR NPRARKGTLL GRGGLYELKD TDLNFLTERQ DLLATSTSRD PEDCRLRFNS 
RHDAAAFLHA NARHINKLFH PALGHARYDL IDV 



> RXA01778 (1-1137, translated) 379 residues 

MLYQHTTRGL IISDAIIAKI SQVNQLLLLR PTLLQDKDMH HATLSSDTPS IRSRRRS YRE 

NKAAYATTST IRNRETFFST SDIDFAILMI QDVQESLVSF DPTLAQDMKP RTNAVISALN 

ELREPLDTFY RAHEYGDI IS DGAYEFDHAA IDAQHSLSEL VAGLHNYDNL MFPQETAPLM 

SESNGIQLAQ YYKSTKLDES QLTVEPNEPG ISIMWHAHDF TWSCLVRYDD MNRYPEHFSI 

SFKDMLIPEQ I YTFHFTPRE AMQLRKGLFN AIAAYKSQTW GDENTDLTKA ELEFGGTSMT 

FRAGLSQLSV TGPPDHRQVF CLSSSGREDH NTPPNMRDGH VIDIAVTQLS TLRNLIRVLC 

TTHPDHSPAL LPYGQQYTI 

> RXA01779 (1-1419, translated) 473 residues 

MRYTPRTHRA LGLAALTATA LLLSSCSTTA DLLGADSVAQ AVTDGGSALD PTAAHVLTIT 

NATAMTLAEL PENTDPDAAN NTEPTMAQSA LKRI YGLEIA ADGTLIAVAA PLTSRNSGSE 

QPTVAAMADP ENNAELTTAH ILEI DPATGT ATPRQDIALT EDFQTMASSF SQIRNGWGTT 

QLIGQHPDDP KQPIRSADTW TVTGSTQITG FNTNTPTGTE DAAYTMPATE PAVGLCALES 

GSDAPLDEHR ELSTSALRTA SVLSSSGSAT LKLHDPMVMS ATGIVQARAY VDGEVINQHE 

IGDLREQLGI TIEESEAAQA ESDAQAATDH PLAALGLSNP TSSALVPGLA ELDCLSADQA 

ATWHNRDTSI GTGKPSVLAV INAEMADDFT LQLLSSGATT AETQLAQLPD ETAFVLI DPS 

SGAVTDLFFI QSLNTDLPAP TTQINSIAVD ERDPNI I YAT FSGDDHLYQM MLG 



> RXA01780 (1-375, translated) 125 residues 

MTFLHPKAAF YPLTMDHLTD LGLDPEQLIN ELPTITYDVQ PHNVFVLQFS TADVRVYQEG 

NTLFIRSAEL INPELRQRQR TQLNDDLNNP ASLRVCDEIS GRSTVFLKDK SVVTHDHGTN 
CCDSA 



> RXA01781 (1-261, translated) 87 residues 

VLSLTITGPI AVI PHNPDEA SAKAVATKHK HTLSGATSDH PYAGMTLKDM IEQGFTLTPL 
EFPLCAVDDP TDSDRTMHVI NVREHSM 



> RXA01782 (1-396, translated) 132 residues 
MTTFALIASP NNVDPTAESP LAIEIHTDED SSYPLGLIDS 
AQTPPDDVST ASAFFDKLTA LDAQGRTRDL VYSATYSQLV 
QVIEAAPGVI LK 

> RXA01783 (1-237, translated) 79 residues 
MINLFAAALP AFEPLSITSI LVLGAVALIC GLPVFLALEK SAELDDLFAA LI IAVLLGFA 
AYTFVLPKLV ELGCTICQL 



DHLVPAVIYG DMVI YTKTLL 
IAGHNRTVLT DDSEFYDEFY 



> RXA01785 (1-576, tra 
VDQFVEFGGG QANINPDGSA 
TSYAVEMSNP NEKTPLTDLY 
TSGAGWGAWP QGFLDFHFDT 
QVISMPETKA VS 



nslated) 192 residues 
TVDWEGSFSI NFYDGLVPFT 
EDVTITTFGG VNLDPEGVVT 
NLPSYWYSSD GAGDPKKAPM 



ITNPHLEVSV AGTGVLTGDL 
SNPDYDGVIV DVPLDATSQV 
SFNVDFTNGP GLVNSQLLHR 
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> RXA01787 (1-354, translated) 118 residues 

TEKI DKAQPP VDQLGSFLHG LETSVADLGV GDRVFLPRFS TFDKKLGRYR IHTVLGFAEN 
DPFNPMTSSE RFKGKPYVDM FDNQDNAFNP NSYITTDTVR IVVDPVPETN PDDEKAGR 

> RXA01788 (1-441, translated) 147 residues 

MSRSYPIYII SFAPADDLHG VGGFEWVPAS TPENKAAAFT TFDRQFDDSR NNGGSHIVRL 
-LN-I-S DPN-I-T-A— DM-T-QDD-PTA-Y— IjDSN^DRWES-TEHAIjKQFVP— tNAGADRVPT"GGADEHITHA~ 
CRIITVQRSC TRIHLRCGCI PTPQHRP 



> RXA01789 (1-642, translated) 214 residues 

MPHNPIELHT NDVLDALDID AICDDVFLYT DFEHTPGQLD RFEQLAFTKI YDMLETAAEK 
FPDVAINDTL STGNHAAEQY FLANPGNI IV LTSFALNQTD LRDLIISPCI KYTAHARALM 
RAVTRTLCTA NNPVERATIF PVSVANALSI EALCSEYHAF RTKQVLNTAA LINPDNTLIP 
MLLSKAYEAY AWHKGVESAQ RGSNLAREYY AGLI 



> RXA01790 (1-60, translated) 20 residues 
VLIAEDIRDM DDYGEDHPDL 



> RXA01791 (1-363, translated) 121 residues 

MTSPTTLKPW SIRGPIDGEY TMLEAYPFQY VANTRPAIML YALDENGVPE QYADLTINLA 

DVELKQLNHV I INPDLHADV TELCISAGLL RPGVLGQHQV GSTTAKVYRL TERADGWLQL 
F 



> RXA01792 (1-273, translated) 91 residues 

MPQYTITITD EQKAVLHSLT NPHIATAEHG AITAIEIHDD HDVVVYHVQP DGTLTYERLV 
EGFHYGWTRF DSEGFEIDSD NNRVVDGLRD E 



> RXA01793 (1-234, translated) 78 residues 

MAQYRVSFIA LAESTIEVEA DSPEEALDLA NAEFDYPVTL AGDPYELHDW EARAEIEWLD 

TSSTPQQRLG EHVVKIED 

> RXA01794 (1-234, translated) 78 residues 

MATHRVH FVA TASAYIDVEA DSPEDAIEKA YDLAGDLPGL IADNEFDLGE WEVQADVQWP 

DNSVPREQRL EEGVDLLD 

> RXA01796 (1-483, translated) 161 residues 

FYCPSDQDAY VDLTLFDQMR QFGAENAPLA QMYIVAHEYG HHVQNLEGTL GLSNYNDPGA 

DSNAVKIELQ ADCYAGIWAN HSSEGPDPLL QPITESELDS ALLAASAVGD DNIQQRSGGD 

VNPESWTHGS SQQRKDAFLA GYNTGQMSAC DFLGRGVYND A 



> RXA01799 
MEIPLPTSLI 
DTTGEVIAWI 
GRRALVAINH 
GTSLLLRGGK 
EHQVHAIPLA 
LIDVAKQVLN 
AVASYAAHRQ 



(1-1194, t 
DVITDGALGQ 
NNQEFEWVST 
TPKLVGIRRT 
VIEIAGGLSL 
VIDGTRWVWT 
TWTHTI VQQP 
LPFDGYALTV 



ranslated) 
TCI DQAFAAQ 
RGEDLGLPEL 
LIEGLQALKP 
RDVRADAAFM 
WSLKELNGQA 
DGTGIVLLLD 
EGQQVGVTFD 



398 residues 
LGRVTGVEFN 
QGIQPLDDDL 
GTDLKRALTS 
SAEHQLLFDA 
TEGLARFGFD 
HPRLQLPPAS 
GEHLTKVG 



LSDDKTAAEV 
ITAARTLYSN 
FAAFCELGIR 
ISSSHNVTFD 
NGLLLLTNAE 
HAAVEATLYH 



RINKASGSPF 
APAFIAPLRD 
FDDNRISFSD 
PHTNVATVAN 
ILAEEATAFN 
QLPGDIDARR 



> RXA01800 (1-720, translated) 24 

VKPLGKIAVP WTWYLGIVGV IIFDVVAAIT 

ETLIARVIAG AVLVLVISLG ISLLISAQSK 

FSFFLAAILS ISSLRLNGPG ATTHLEMAVY 

DDSELKWGMI YHDASDKRVF VELDDGHTTV 



0 residues 

MLTLVPNKMP ERVNSGLVAL GGSYAPPMSR 
NLASDHPDAS AIQIARRWAF LNNIQSCIGW 
IIAVSVLAWA LMISLRRGQV AIDRAIPIRE 
INMARGGAWL LIAVMVLPAL AIVGWVLLEN 



> RXA01803 (1-960, translated) 32 

MRKKKDGQNL PDFRKNPPKL DKKAYEKELK 

GKGSAIKRIT QYLNPRSARI EALPTPNSRE 

GVERVMGFCT SQEYRRFLHQ API FERLLVE 

RWKLSPMDLQ SITRWEDYSR AKDEMFIHTD 



0 residues 

RLQAELVDLQ QWVVETGARV VI VMEGRDAA 

KGQWYFQRYI EKLPTAGEIV I FDRSWYNRA 

DGIHLRKYWF SVSDEEQIER FEDRLSDPLR 

IPSAPWYTVE SEDKKRSRIN VISHLLSTIP 
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cknsdSs cgSkskk YVRPPRDEFR yvpdvaahle eerikkeeka kkakkpakaa 

m H ^m?pT (1 ~ 321 ' transl ated) 107 residues 

ATEHKKSEHF ™™ ™ D ^TESTR TEEGCLYFDW FRNTDYPGEY LVIGVWTDEG 
ATEHKKSEHF LRAQETLPPL LQQTPMIIQS EFSKKKGWER FSDFTVY 

>-RXA0-l-8 G€-(-l---33 O^^ansl-atmj-rro-r^idUe^ 



nn!f^ LINVK FKPLPEYV °T FREQVAEFTE KTRAEEGNIF FDWSINTDNP NEFILIEAFO 
DDAAEAHVNS DHFKAACELF PTILSETPEI INTLIEGKTE WDRMAEFAVN 

> RXA01806 (1-480, translated) 160 residues 

MSSLDNAPLL ELDVQEWVNH EGLSNEDLRG KVVVVEVFQM LCPGCVNHGV POAOKIHRMT 

DESQVQVIGL HSVFEHHDVM TPEALKVFID EFGIKFPVAV DMPREGQRIP SmKKYRLEG 

TPSIILADRK GRIRQVQFGQ VDDFVLGLLL GSLLSETDET ™^ QRlP STMKKYRLEG 

> RXA01809 (1-636, translated) 212 residues 

HIRHEQAMRD GHQDLSVFVG ADGAIMLEEL KNRYQRPPEN EPHDDDVTEM IKTTEETEKF 
NVEMDQDIAV VDNVDEQVVV TPAHDADSVA VVAEQVVASE PTPEPVPKVE HvImISg 

leaeneS fvha?^" 1 " hsvvlrrl ^ mtqvahnkel devySIe GESHAQQQHE 

LEAENERLKK EVDALAAELS AALMGEGGGD HD vwnc 

> RXA01812 (1-1230, translated) 410 residues 

FSTGCT HPAF vSn^ IYPP LTPASEEK ™ KITSVAAVSK RPTTLPYFRA DGSPTRGFAN 
FSTGGIHGAE YNEDRFDHDQ DLHTVATREF FAILDATLAA LYAAHQAEPE SADYOIAOHA 
LAWAKNVLSD QKLIAKSPQL YNPETGVTYE WEFVAQAAWW IRNKpJJviL P^GESMW™ 
KSVLASASYP LRDNVAYWRS EPKTPQLFPV AKSGGSSLEK KY^SvSa IMDFSsTS 
LLLTNMAAFT NADLGIDEKT GRPRDRYREI YEQKEI YGAQ RKDPSlS TORLGIT RFP 
TKLILNSATG AADAGHDTPI LMNNRVIAMR IIGQLFSWRI gSqSagS SntDGLY 
SVLDMGTNQR VLDEHATAIG VQIEPEELDI VSKDSNSRAE FLGnXS IIS ™ TDGLY 

> RXA01813 (1-630, translated) 210 residues 

^ A ™ VVAIV VVGFIVI QGQ GSKAAKLGDR DYEDTSLAME VGSDSITLTS ANTSADAKSV 
?n^n n ^ SH CSELSLA TDA DMKTQIEDGN LVVEIKPLNF LDRENIDGHS SSav 
A ™ NFRAFLMEDQ SEIYNQWSDD DFADGVEALG ADSSVVDAIR TmS^SJ 
WQPQTVKNSL KKPAACSYHA FFKTARMLKA TATTSSAHTT 

> RXA01815 (1-792, translated) 264 residues 

" ^ R m^ SPYE AR QQ FRAGL I QPT.SGWSAGF AQANLISMPQ DLAYDFLLFA QRNPKPCPIL 
EVLNAGETFG GIFGSNAT EA DIRTDAPQYR IYAHGELIDS PASAVDYWRD DLVSFlScS 
FTFEHPMVQA GVPVRHLEAG RNVPMYETSL ACRPAGSLSG NLVVSLRMIP ASQvIdaSS 

S= SSJS £r™ PDF gdaplsepsd " t — ™ 

> RXA01816 (1-732, translated) 244 residues 

VQLLHTPAAI SISFDDPNLI STAGLVPTMA LAEDRLTVPT DKGANPGAKI TTLIAGMVAC 
ADSIDDIDAL RHGGMHRLFD WIYAPSTLGS FLRAFT FGHV RQLDAVASRF Sr™ 

RLRKGSCGSP IZlll^ll J™**** AGFGYSGIRG Z££X£ F 
RLRKGSCGSP RGAGRLIADA VATTRRLPGM EDEKILLRAD SAFYGHPSIS AAIKAGADVS 

> RXA01817 (1-633, translated) 211 residues 

MTPNVKKAIA QVPDDAWQTI KYTNAIFDED TGRWISVAEV AEIPFTAFTS RKKTDHIPGL 
LVVRRIPELN NKDVDQPGLF DLHRFHAVFT TADPGILDTV AADKTHROHA ™! , 
ASALAHMPSG VFTANSAWLV CAVMAFNLTR TAGVIAAGAM SrSS KlXSa 
RSARRLILHL PRNWRWETQW SRLCDHGRLP P R KL VAV PAR I A 

> RXA01820 (1-1374, translated) 458 residues 

^™ DPNL ISLAGLVP ™ HLADAASLST LAQDRLSITG DKGANAGAKI ASLVAGMVAr 

ADSIDDMDVL RHGGMRRLFD RI YAPSTLGS FLRAFTFGHV RQLDAVASRF LV^Jroaph 

LVPPPPAGSG GNGYVFVDVD DTI IEVHGHT KQGAG FGYSG IRgSlAT V^SA^ 
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VGQRLRKGSC GSPRGAHRLI ADAMTTTRRL PGMEDKKILV RADSAYYGHP SVSVALRSGA 

DVSVTVRMTP NVKKAIVAIP EDAWQTIQYT DAIFDEASQS WISLAQVAEV PFTAFTSRKK 

ADHVPGRLVV RRIPELNKKD VYQPGLFDLH RFHAVFTTAD PGVLDTVAAD KTHRQHAI IE 

QVNADLKASA LAHLPSGTFT ANSAWLVCAV MAFNLTRATG VIAAGGMAKA TTATIRRTLM 

AVPARVARRS RRLVLHLPEG WTWQPQWQKL FDHGHSPP 

> RXA01825 (1-270, translated) 90 residues 

MPKARVT KNE_.TAE.VS S N PS A-NR-T-P V-K -I-N S -A-G TPMWYKVTM~FAFMIVG L"AW"L I IN Y L VG PQ 



IPFMADLGAW NYGIGFGLMI IGLLMTMGWR 

> RXA01831 (1-462, translated) 154 residues 

MDSLVLLGLR IALLVVLWFF VLMALRAMRA DLKVTGQAST SSSSVAAPQG LARAFNRSSP 
PRLLTVVEGP LAGSSIEVSE DMTMGRSPEC TFVVGDDYAS GMHARVFKRG SEWFVEDLDS 
RNGTFVGGTR IDQPEQIAVG TDIRIGRTAV RLVP 

> RXA01834 (1-702, translated) 234 residues 

MLGGGGAILA I PLLI YGFSF SATQATAASL I IIGLGALIG LISQYAAGHV RLKEGLSFGL 

LGLVGSFVGS HLASNIPDSL LLSGFAILTL VVALTMISKL RSTREYITRR PSILAIALSA 

TGVGFLTGFF GVGGGFAI VP ALI FALGFSM RQASATSLVV IAVNSAIAMG FRYSDLASID 

WSVISPIIIT TVLGAFSGVK LAKKVKASSL QLGFAGFLIF ISI YMGFQNF PDLF 

> RXA01842 (1-918, translated) 306 residues 

MSKVYVSNEY GGPENQELIT RNTPQPGPGE LGVKVHAAGV NPLDWKVRSG VAGTPRELPA 
PLGEEASGI V TAVGDGVEGF AVGDPVLGLV APGVGGYAED TLLVAESTVL KPEEISFTDA 
AAI PVAGASA YAGTHQVELE PGQSLLINGA GGGVGLMAAQ IGRVHKFQVV GVDHEDKREL 
IESTGAI FVA TGDAVAEQVR ALLPDGVDVV FDLVGGEALR VVAPLAKNPA HVISAADAAT 
VGELGGQVLR RTPEMVGQIT GVVQYGLVDP KVDTTYPLEQ AGKALAHVEQ GHARGKI VLE 
LITSQD 

> RXA01844 (1-180, translated) 60 residues 

VVSIAQELEI IEDGTGAVLV SEQATTFDNG FIGYSYFTTG TDGATCITDL RLRASPLPQV 

> RXA01845 (1-408, translated) 136 residues 

MISNSWAIET TCALYLPVEA LAEVVDAYPQ LALAIMRMQQ DQLVRSRERE TAQTTSTVEQ 
RVAAALQHLD AKLGQIRQDG SSLLQVRLRR DDVAGTTVES ASRAMARMKK TGVIDSGREW 
IAITNHQALA DLVAGL 

> RXA01846 (1-258, translated) 86 residues 

MSIPGNVSYV AQGGTGWDGA DQYTTGESWD LQSFLENSTD YLMI IGGSLL ALVGGAAV-IW 
GFVNVMRKLF GGQSGQQIQW FTTILL 

> RXA01847 (1-735, translated) 245 residues 

MLIVLPPSET KTHGGSGKPL DFHHLSFPSL TKARQTILAD LQALEVDEAL KVLGI SEKLR 
PEAESNRALE TSPTMPAIFR YSGVLYDALD AATLPEKALE RLAIGSALFG VIHATDPIPH 
YRLSGGTKLP TKSGELPTMK ARWGTSISEA LIDVNQLVID LRSGTYQQLG RVKDAVTVRV 
ESVMEDGSRK VVSHFNKHYK GELARVLALS EKEAHTAEDV MSIAQAAGLV VEENPNHKET 
LTLVV 

> RXA01856 (1-546, translated) 182 residues 

MNPFLSDTLI VQQTSSFLSN NFEI YNPDGE VVIRIKTEGS LGSRLVKGDR RFTLEDAFGT 
PLMQVRDPMN FVRDTYEIDD PNGNPIAHVR KRFTFFNKRM DIELPGDRVI EMHGNFLGFE 
FEFRMGDRIP AKVTRKWSGA GNGYLGRSTY ALIFDEEAPD EIRKVI IGGM VALDLIREKE 
RN 

> RXA01857 (1-651, translated) 217 residues 

MAS RRFRMML TASITAASLG FSLTPAIADE AVTVATAPSV GFDSGVERDA PFTAVPHDVV 
LGVGATQSEL I FNWITAQGL TGQVAQISLD DTFASPITVD AVSENVSIVN TEGDSRDRAE 
GEYVEYRDGA VNRATVDSLA ENTTYS YRVG SEADGWSEVQ TFNTGTYGDN WNFLFFGDTQ 
LYNTHSNRAE EVQNWANNLE RRPTNRKPRN LLHPLRG 

> RXA01858 (1-573, translated) 191 residues 
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MFMTPRALTE DNELTLALKS LGGLMVSPNE CSVVTEVMPT WRELWHQRLR WQRGALENLG 

AYGITPQTTR YWFQQLGIGY GALALVAYFA VIIITFLARD QWIWYPFWML LGLLFMIERV 

LTVWRSTWFA RFVAALLIPE LIYASYLNLV FLKGVVDILL AKQAHWGEHG DKTMQVADAA 
AEINDEGEER R 



> RXA01870 (1-675, translated) 225 residues 

VGVAVVLLLL PTLINLVVPD KANDYKQLEI DLLGVDWSVP ITTEESAAVL CEETSDEITO 
KYWDCNGDTT VVTMIVEGVK DPSNTLRR MV GSSLITSVDD SLEAVSSEDG RAHALYVPGO 
— QEGSL-WTL-PI-VAL-SVQGSGD-YEDL-TATAII NGTSLDYYST H1WSSMAADR GLPYQQDFPL~ 
MLEEEPWQDT PGGDRPFELP NDFFDQYPDL FGPGSVIPNL EGESL 

> RXA01871 (1-963, translated) 321 residues 

MSRMFSITLW VAILLSTPAL FLSLATFIFV DGISVLVNIV FAVLYLVVIV FLLSRTPLWP 
RFKGSGSKKG GGFAWAASSL LWGAFVGFGI VMLFAGPVMD LTDKLGWDFV AMSFTGAYPE 
EIAKALGVAI ILLSFRQLNR PWHGFITGAL VGLGFEVNEN LLYGATGAIM DPNADLDGVL 
MMWQYRTMLG PLIHTLLTGF AGYGIALAFF RARKTVAWRW GVAIGWTLIA FALHFSWNLM 
WENVIGSYVT IIVVSVVMYG LAIYILWSNW AEARNDSSYA FVPGI ITNTK DLSLLDAPIP 
VGAEVPESRI PQQIEEPKAE N 

> RXA01874 (1-348, translated) 116 residues 

VIAYVASACC LPFGAFAGAL LSKELSGHLQ ERVLLTHTVI NFLGFVGFAA LGSLSVLFAA 
IWRTKIRHNF TPWSVGIMAV SLPIIVTGIL LNNGYVAAQA WPRTWQHGCW PWWGGG 

> RXA01875 (1-798, translated) 266 residues 

VDSLLNKGVA ASDIVAIVRN EEKAADLKAR GIALGVATFE DEAALTAALE GVDRLVFISG 
SEVGQRVAQH TNVINAAKAA GVTFIAYTSL LNLGTSKLAL APEHIATEKL LAESGIDHAL 
LRNGWYWENY ESSIGAAKAT GKVFGAAEGA RVSAAARKDY AEAAAVVITS DNQAGKVYEL 
AGAPALTYPE IAAGIGEVIG SEAEYVNLSV EEYQNALEQA GVPAEFAALL AGMDPI IAEG 
ALYSDSTDLQ DLIGRPSTSI VEALSS 

> RXA01877 (1-1065, translated) 355 residues 

LRLATGGVLA TLLIGGVTAA ATKKDIIVDV NGEQMSLVTM SGTVEGVLAQ AGVELGDQDI 
VSPSLDSSIS DEDTVTVRTA KQVALVVEGQ IQNVTTTAVS VEDLLQEVGG ITGADAVDAD 
LSETIPESGL KVSVTKPKII SINDGGKVTY VSLAAQNVQE ALELRDIELG AQDRINVPLD 
QQLKNNAAIQ IDRVDNTEIT ETVSFDAEPT YVDDPEAPAG DETVVEEGAP GTKEVTRTVT 
TVNGQEESST VINEVEITAA KPATISRGTK TVAANSVWDQ LAQCESGGNW AINTGNGFSG 
GLQFHPQTWL AYGGGAFSGD ASGASREQQI SIAEKVQAAQ GWG AW PACTA SLGIR 

> RXA01879 (1-588, translated) 196 residues 

VK.ITAKAWAK TNLHLGVGPA -HDDGFHELMT- VFQTIDLFDT ■ VTL-TTLDEEL" VEEGSVVKQL" 
SVTGARGVPE DASNLAWRAV DALVKRRAEK TPLSAVSLHI SKGIPVAGGM AGGSADAAAT 
LRAVDAWIGP FGEDTLLEVA AELGSDVPFC LLGGTMRGTG RGEQLVDMLT RGKLHWVVAA 
MAHGLSTLRY SKSMMS 



> RXA01880 (1-408, translated) 136 residues 

LGGGRDGAWP VHPEVFKKHD ELNPESHMDI SDLSAALLTG NTAEVGQWLH NDLTSAALSL 

RPELRSVLQE GIRSGAHAGI VSGSGPTTVF LCESEHKAQD VKEALIDAGQ VYAAYTATGP 

AASTADQRGA HILTVS 



> RXA01896 (1-579, translated) 193 residues 

ARAALHAWSP TVGVDTDVER WIELDKWGFA RFERGETTHL GQRRDRIRAY LNRELDDATC 
DDIYSGYLKA YEQNWTAYPD AKGVLDRAVA TGAPVGILTN GAAPMQQDKL DRTGLGLPEL 
VMLAASTLDS AKPRPEMYAR ALTHLGARTA TIIGDDWTND VAAPRELGWN ALYLDRSGTD 
PRADIHSLDE LFH 



> RXA01899 (1-786, translated) 262 residues 

MSRTLWAVSD LHVTFAQNQN TVDALMPQDP GDWLIVAGDV AEKIPDVVRT LSALVKRFDT 

VIWVPGNHEL FNRKTDRVNG KARYRALVGQ LRAIGVITPE DPYPIFGGVT ICPLFTLYDY 

SFRPLGLTAK QALAQAKIKL DDELAIAPYV DIPAWCAERV TYTEDRLKAT KGPKVLVNHW 

PLVIEPTHRL FQKDIALWCG TTATRDWAVR FNALMAIHGH LHI PAETRVD GVSHVEVSLG 

YPFEKHPPHM KRPWPFPVMQ IN 
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> RXA01902 (1-864, translated) 288 residues 

NYDAYNAMYP RPNQVDENYF FEYNNALFLS LDSNDYLDID DDIAFLRDTV AAHGDDKDWI 
VLTYHHSTFS QAYHMDDARI KYQRERLTPV ISELNVDLVL GGHDHI YTRS HLMNGFTPVD 
AGREAVVGET LNPKAGEVVY LATNSSSGSK FYDFYDFQLG QRYDTGLDFQ ETVDQKKIRT 
YTAVWNQDQV QDYTNVELTP EGLTVTTKDA VSGELVDQFT LSKQDRDEES EVPVEDDKDG 
DNATGSSNLG LAAILAPVLA I FG FVGGLFV GGGSLAEFFA NLGVKMPF 



> RXA01903 (1-279, translated) 93 residues 

AHLDDRGIYI IPAQYPWGYE EI INLPARAT STPAVAPRTE AAPATVSDAE VQSLLEYLRT 
NAFVSRHDGD TTKADI FNKH ADTVNKLAAL RAP 



> RXA01904 (1-423, translated) 141 residues 

MSISPKNSGT PNENAAAAQV AANLANLTSQ ATGSMDETNE QVIKSNEHGS DAYLADIKAS 
REMWAKIALD PNQSEETRKE ARENMARIDE YAREHDKDNK GLLQKLAKNK AELIGTVAVA 

TLGVVAAIAN NGKI PMIQLK K 

> RXA01905 (1-531, translated) 177 residues 

MKASQTLTRN TRARKLGMGI LAATIMATGA LAGTAPQATA AVDTTAPYVS YVVDIPGKVG 

EPIKPQYLTI SDQSAYTVTF KYMPSWLKYD ANKKMLYGTP TEVDVWTPEV HVVDAHGNKT 

VRYFTVVAVP ANTGPTTTTP STSKPSTPQV TTPTTPKAPT LPKSTFDWTL WGSIFGF 

> RXA01906 (1-465, translated) 155 residues 

MSEFPTPTTF HVEPETLSSA TDLTVDAHKI AELLLSTTDY RVFYMPRLAG VTPIVSYLYV 

YDGENFLIVG RSTHVPWEYY VHYPIKPSRE FGSAIAVPLD DSDDPYDAAE VVALVKQYMT 

PTLTPGEGYM QGFYKGLTFT NHLDIHRPLT QIISD 

> RXA01907 (1-612, translated) 204 residues 

MSAFDELRKN YRYKFTDTWP ANAVTGTGYY ANPAFIIISA DAMTQNTHAD SNLITVKEHL 

NTLFPYSVQR KDRAFVSEIY TPINLLEDNP ELAQEILDVL DTLSNNAVFN DAHYSELELE 

RLNEYVIDTL AYDMKSDMMR ALVKARPEAD LEAMEELDIA NIQSWINLHS STVSEHNDGS 

VDDAPFNSLA LAEIYLQQLA DHTV 

> RXA01908 (1-483, translated) 161 residues 

MHSDRFEHPD NGYGYTIRQD TDAENPMTHH DTKDAALWVH NRPRRGDTVA DKPEGNEILD 

I FAKFICGQH DNDDNPFEVW SDGDSDASLI RTKAYVAEHH PELIFDISAK TITGYSQGDW 

LDVVCVTTAA TCDELI PADS LIDIYRQWAF GDVWTVIPDS Q 

> RXAO 1.90.9 (1-87 9, -translated) 293 residues 

MANFRSKDKD GNVINPNAST KGVDLVVNVY DSAKHVTEKG NTVHFVDVQV AQIPIDADGT 

RANANLAPQT MPHLHLDTKD GQRNTGVAYS DAQIQAMQTV AAQGRNHMTP LLSKDGETVG 

YSMLVKADVM FPKTKDGKSL PAVMNTKSLQ PSGVPISDAM NIQQQQFMAV AMNRQAAEAQ 

KAAQAQATQA QAPQVAPQPV MQNQQFQAPV PQGQQPAYAG APVYADAVAH ATAQQQAAAA 

QAPQAPAGNP FNQPPAVAAA LAPQTQPPAV AAALAPQTQQ PAAQPQMDNE PPF 

> RXA01910 (1-846, translated) 282 residues 

MA FPL LAV AG TVAPVAAGWA KDKFLSNSQN NQQAQNQQMS FGQVNNSAQN SGSENSGFMG 

QYGNLGAGLA GAATGAGLAY SDFEDGQSLS S KARNMVG KG LAGAGAGVFT KLANDAIQAE 

GGSMKASAYS AIASGLGSYL KNGGPGVIKS AMASGAAGFG ADKVHDKLAE SGHEGLADSL 

SGAIQGGGLG YSTLGGVTGA GIGGATGGLA GLAQNYFGGG DDYSNAGASA SGFSANQVNS 

EISTEI PQFA NLGQPQRSEL EQLALPQESR SVDKSYDQGY EA 

> RXA01911 (1-846, translated) 282 residues 

VFIIGAGLPL LYVPIFVTVI VMVVYALLRY EQRMSGTVYE EADPVEMDSV IWEGIKCDIA 

SDIAARAEAK KAKKPVASDA VAVGNYI ASL RQHMLVETQR RYHHKLGREL HNDPAQLEDY 

GSGLRDCECR ACVVAQKLGV TVHAHGVVQA SARKKDRVI I GRADGI DVAG WWNHRQEARR 

KTSAAKQLER DAQRKRTQAE RDKEIERKRK AQEFVAEQSG KAAAAQRRAE KKAAKQARVD 

ELVAQKQAAQ EQKTHCKRDK QRAKKAQGRK VGAVDNSAVD DV 

> RXA01921 (1-939, translated) 313 residues 

HIDIQRLNEK QLFVGLKRLL GLLGHQILES DRLSGDDAHV DTNEDVLDLI AYNVSDVVGT 
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RLLAEDPVYS GSFDLRAGLL 
APYRPLRDVP DAIGDMPVVS 
DEVFAFYADI EGRNFNSHNE 
RSYINDATDM TPRAVSSFDD 
TVPGTHQRRF NDA 



STYPETVFDH DGTFRQPSTQ 
YLYPDAAVAE ATGQKQVNVL 
AIDTQINQLR AYLNQVVAFD 
LVALCDDIRG VLDRGLEISS 



MRKDRLTINT SSAQFAARIL 

DESKKFFYDN ITDPEARAAF 

AAGYALYDVR TRFEQIFPKD 

PNHHEMVDAM RKQLHYIQAF 



> RXA01923 {1-429, translated) 143 residues 

MSALIKGSGP HHVVVLNGW F GHAAGWGAFA DYLDLGNYTW HFWD YRGYP.M r^p.^tt 



> RXA01930 
VISTNEIENI 
DHLMHGELGK 
SNLVGIMMSH 
AFHAVEHRLN 
NHQINLLYIL 
FALTDKGREI 



(1-951, translated) 3 
HSTRRDIEIA LDESSTSEPK 
ENELDGEIFR QGPVEIRDSR 
FMFESIHPFY DGNGRTGRYL 
RGDGTPFVIS MLELLIAAQE 
GQIQLFGKDE TLSLESAAKF 
VGLEVKI 



17 residues 
RFSEISHLYL 
QKVIHSGFSP 
LGIQLSKILS 
GLIENIKQRI 
LKVSKATATR 



ALAEGKISFP 
ESQIIEGINA 
PATALTMSSA 
DFLASLEDAI 
YFRTLREMEL 



ESPSELRELY 
I IKLAHSEEE 
INQFRNKYYK 
KTLRGTNSFK 
VHEVSKRPLR 



> RXA01931 (1-654, translated) 218 residues 

MSTSFESIPG VTISARKALS TAGFKDLESL AGTNYEEVAG LSGIGARTLE RTOAATVRro 

MSFGGKVPEA EQRTATWTTL DSAAPEATET SESPEYFIQN LDI PRRITHG pSfJ™* 

TGQKPYVAGS SI VGYGRVHY RYATGREG1T IRVGFSpSS KISlSSsa SsReSS 

GKHSVGVSCL YINKPEDVDL EVLEEMIRIS WEAEPGEC J-oL. YGLTSA PASRELLKKL 

> RXA01941 (1-435, translated) 145 residues 

2?^?^ EDIVP ^^V PTSTDAHAIH QDLEKLRNSV LKEQNHLTTV 

eS L0LCQ Rikasaovdl tdlmeieic 

> RXA01942 (1-600, translated) 200 residues 

MLRIGLTGGI GSGKSTVADL LSSEGFLI VD ADQVARDIVE PGQPALAELA FAFfOnTT wv> 
G°SrZ?w ™f SEEQT IAEESARRFN e'aEDQgS vJdS^VEK 

sssss; :sss rm ™ lt ™™»»s o™*™™ „ ( ; 

> RXA01944 (1-384, translated) 128 residues 

STOgSSJ? SRFnrrr t qr f NAWLNMGD SAGKLDFFDA TFALPEDAFT GVAHAWDTTQ 

sJSSSg sredggeisr tirvdntape ltvsgveegq elrgtveida qatdagagvk 



> RXA01945 
VQLPLTTGSI 
DVKLSARASD 
KLSSLDGLGM 
WVEVDRHLTG 
DDVARSEYDF 
PAQWATANPE 
DNRGHYDLFS 



(1-1242, t 
ALDKGEHTLV 
PSGDTVKMTF 
EVTSDAALPY 
DELEEFTLQG 
TLAWESDTQY 
YQRLDDAGLP 
AGGIDFINVA 



ranslated) 
IRAEDEVGNR 
LEADSPKLDS 
QLFEVDAADA 
VVNAEKFAIG 
YNEEFHEHQT 
YSVLAGNHDV 
MGWGPDDEEI 



414 residue; 
TEKTITFSTP 
GRVRMSSGTV 
LAADTEVRLN 
GTVTVLIQHS 
NIHDYVLAER 
GHTSNDYTEF 
AWMNEVLAKH 



DENPISGDYA 
EDAGSVSRAE 
WAGSADGRAQ 
EGFAGADHST 
ENKNIQFMFH 
SRHFGEQRYV 
PERVAILNLH 



PSNGATVGVG 
AKMLERGDVE 
VIMYVFDGEA 
RNSDVTAAHP 
TGDVVDDWDQ 
DNPWYGESYQ 
EFML 



> RXA01957 (1-462, translated) 154 residues 

MTTRTVSTSA PHVTVNINTA HNKTRTVTNG ARKTNAERGK SCISFRVGPE LFDEFKATPT 

DNDISMTKAF EKELRTWVDE HNAGATKKRN THRTYVQAPV GTVATSS^PG LGLFTVFKK^ 

SDQMWYDLES SPLIAQEPMS NMDMHRNGSF ELHL ^VATSSIPG LGLFTVFKKS 

> RXA01958 (1-507, translated) 169 residues 

QPSPI^SFT DpvLREAH YA Intlf^ ^PQLTIITA PDKHQPQLRV VKNTTTPSSV 
cot™^ DPVLREAHYA FQHSELARPT VLDSHWVRRA QEEFDTEHNA AYVRAADOLI 

SPFDAYILDN GDVYTKTPRA ISAAEQEEIL EHLHEHHICW DEEAEFLLR AYVRAADQLL 



> RXA01959 (1-381, translated) 127 



residues 
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=p SSS ESSE SSSS S= J-SEZ 



> RXA01960 (1-318, translated) 106 residues 

s= == ss= ST — 

> RXA01961 (1-480, translated) 160 residues 

== Esse SI= =• = = 

> RXA01962 (1-570, translated) 190 residues 

= RDDDDLIHVS £££££ = =S 

SfSd^lS fl ° DI - DDaLGl W S VKDASG E HSPRAVWRTN TDHGALDETE ES 



> RXA01963 
MKNRKKIMST 
ISPSWALTAR 
KGTIAQLPTQ 
LLFDYDSAET 

> RXA01964 
MTSAVNVQKK 
GIIEATGDTT 
KGNYRYLCGT 
QVAVEGDPGV 
VQLIFERVEV 
DVGEGTVNFP 
RPPSALKRNF 
LHEALLIKAA 



(1-684, translated) 228 residues 

™!™ VAAHPFHASA VIGGSVPSTD SVANAVAKIG PGALNCSGVM 
HCVDDINILG DIDTITPITP GIHRNEGNYM GEVYRAPSGD LAL INT MP V H 
EYPLGTAAQS VGFGGGGVNI RTAESVNMIL TDI YSVRSGK FHHGVGRShJ 
GRIHKGDSGG PIFIGDEVVG IMSHGTINKN DGSFDDES FHHGVGRSHY 



(1-1326, t 
TTQKVLKPIN 
GTSVDVIDMP 
RSLSARGSLE 
LRVHTYLALA 
IAEGASAQYA 
VFTDGRFNHD 
YTRVEQHVDQ 
EMGSEDTFPV 



ranslated) 
TKNYSATDAV 
SAATRMSRPT 
EFDLVGNRSK 
LPINEYVGHR 
ITAGGEVLMN 
ASRAYDKGYG 
EAVFFVQDVA 
LY 



442 residue: 
QTGQHGSALG 
EVPEPDDTAV 
AEQELSKVLV 
HGYKAQFMGD 
GMLADVRSKG 
TVLESAIQAM 
AEFARVLSDV 



SNIGVYTYTA 
AVTGADFFNH 
MAVLAAKAVK 
GAANPAVHVV 
LALEGVTAGD 
DDAGLAHNFN 
GALTEVAFVY 



GLDIGNGYVK 
IDTNFNS PMV 
DFVAAHGRIP 
TVNNFETPAT 
VLQARHTIGV 
SRKQLADYLQ 
GGGSGPLRDR 



> RXA01965 (1-561, translated) 187 residues 

VEVATVIGLK fvpTn^f RMRFPE ™ AI VERFLETQGA RGISLAMRQL I YLFVAEYGD 
llltl^ LVESLQAGAE GSDLFAQLAA GVADVDAVTT RKKAPQQIAP PSTTTR^PDO 

mgq!fS AES QPVEESVVE ^ kvpkqqvapq. paqkpeqkpe ^ksas^s^JdSSSSS- 



> RXA01966 
VSESENNTTP 
ATEEELAQMD 
IATDRAFIRE 
IRELDYYRRS 

> RXA01968 
VLAIGSLALT 
GDGLSKVTMT 
PAATTNVALS 
LRWRPAEYWE 
KNGELLRTMP 
QMSYSGI YVH 
GYDGLGDWNI 



(1-657, translated) 219 residues 

AVAARDDRLV WVDLEMTGLD LKRHVIVEVA ALVTDANLNV LGEGVDLVVH 

DFVTNMHESS GLTEQIRESA VTLKEAEDAV LALIEKHCDP AHPAPLAGNS 

HMPRLDEALH YRMVDVSSVK ELARRWYPRV YYKQPEKGlI ZS 
FFVAEPGPTS EQCADDAQAA VDRFAPYFD ^*^ A HRALADI VES 



(1-1158, t 
GCTIERSDAQ 
NEEGYEVESE 
PLADSVVGVG 
PGTEVTVEAD 
VSFGRDTSEW 
AAPWSVGAQG 
PWSEWSKGNA 



ranslated) 
EQSSQQSTEV 
LSDDGRSWTT 
QTIGFRFGSP 
I YGKDLGGGV 
ATPNGTYIIG 
SYNTSHGCIN 
DQTSAW 



386 residue; 
EAEEAQAPVI 
AETLGYNRTY 
VKDRKAAQDA 
WGETDNATNF 
DRNESMIMDS 
VSTENAQWFQ 



SVDDGDEDVD 
TIKATDKNGE 
ITVTTSPKVE 
TIGDKVEAVA 
TTFGLGYEEG 
EAVKRGDIVT 



PSESVIVKSM 
TATASFSTAT 
GGFYWLNNSE 
DDATKTMSVY 
GYRTPVKYAT 
VKNTIGETLS 



> RXA01969 (1-474, translated) 158 residues 

=i = Eil iEF ~ — 
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> RXA01973 (1-582, translated) 194 residues 

SyQPDeJq pSmKrJv ^ F °r SLLG V ^"HQI E A EVMLVNFGDG 
SSSSSS SSSSS MGAAQQTEVS 

> RXA01974 (1-1452, translated) 484 residues 

SKSK ™ E 5™ = S 

i= ™= = =E EE E= 

> RXA0197 6 (1-1521, translated) 507 residues 
SS JoCISlS ZE ^ MPEIL ™™™™ L0VP,« DNEI 

2S5S s i ™ »" 

ess s: F 1 = ™ 

ELPHWRDLAQ GHFDKE^RA FR^EdI GEEALSGTED ^PLSAMGKYK TTRAFRIMLV 

> RXA01977 (1-576, translated) 192 residues 

SsSRFSWI IVv^ll T T f IVSVVIL AI YMAITMYR VVHGRHEFAH 
SSSSS = - SSSZS ESATTSALAG 

> RXA01982 (1-1158, translated) 386 residues 

= IE EEs EE E= =s ~ 

iii E~ §1 1= == SS 

TLDVVTNSRF EPINRTITYR IldanS DGGKP ™ AFAKVQAELD VVVVGPPRIS 

> RXA01987 (1-213, translated) 71 residues 

f STTDKWIG GVAGGLAETY GWNPAYVRLA FVASVLFPLP GSQILFYALA 

> RXA01988 (1-318, translated) 106 residues 

s= sss ss sr w — 

> RXA019 90 (1-999, translated) 333 residues 

= iHI HI 1= = =i 

NNGAGFRGAL JSpSr^ S ^QPPAVDMGA LAYAAPLGVV VGHANVVISN 

YSYKNSFEYD S« ™ SGGGF ^DVFSEVP RVEETSTRIS 

> RXA01991 (1-795, translated) 265 residues 

MTNLLPHFPS TDVAAWEPTV VYSADKTTAT ATFKNIPSDI SFSWTGIEAL EPFSPGKTFE 
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iSii — ?r sssssss; sees sssx 

SSe D T G Y SQI T D ?KPT F P™WL VDGSD GKDGKDGVNG TDGVDGSDGK GLVEVSRvS 

> RXA01992 (1-450, translated) 150 residues 

> RXA01996 (1-537, translated) 179 residues 

™r =s sssss o?=? 

EVGGVAEDPF GNTRLGFEAS TEINRKDFGV DFQAPLSTGG VLVSeSSe IDGsflSJ 

> RXA01999 (1-471, translated) 157 residues 

SmS T VT ET T S AE D LAOFTWP^^ MGLITACGSA AAEPEAPAPT VTETVTATVT 

yyancIS SSgs pg?sskS g V ogSce QVN TPQQFAAIPE PAPAVAPAQT 

> RXA02001 (1-549, translated) 183 residues 

EE Eii =™ sssss sees =s 

gsrgmgaedf syflekrpga ylfvgngdsa glhnpaynfn deaapygasf larmaerplp 

> RXA02004 (1-207, translated) 69 residues 

ZgIsgIhT ILIIRSRKFK Rttgsdhtfn iapnflqqdf masrpnqkwa gdityvwtre 

> RXA02006 (1-495, translated) 165 residues 

S SISS™ £™™ GFGLFTTNPV SSSJ 

ltctanyigg kfwttahhcv egrsrfvgfi eqsdgqyagi ehvyt yf sdlpgisn 

> RXA02007 (1-429, translated) 143 residues 

GITANYAFKG KKVVAWKDLA GIGFKGARTF ARPTSDAEVT LPGVTFNSLP RLEAA^HrRT 

SZ ™ SKE E ™ 

> RXA02009 (1-123, translated) 41 residues 
MTMYNAAKTL VPQIVAFDDT AIIALDQAAE DEFRKANYPE V 

> RXA02011 (1-318, translated) 106 residues 

m~ MITARVGflML 

> RXA02013 (1-549, translated) 183 residues 

LRNAISHGOY ^ITnl* HLRTQLRAKR SDSFRWMVRI AEKQHLISKE QAETLDAFAE 
J S NDLRPIADPR PDTVDTIEKI RSLLLNPPIA LNVLPEQKVR SYSLEDPVSR 
TAV SQFPIYKGTE YVALLTTNTI ARWVASDLHD NAQLDARSIK EVLDYAESSD 

> RXA02014 (1-396, translated) 132 residues 

=1 i= issssss ssssss ssss 

> RXA02019 (1-492, translated) 164 residues 

ATNVTDSSLV LISSTpSi J^3£ SSISS SSS JSJJSS 
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GTDPSTILIA LPQSIAEKVA AQSLNTPLAV VLTGDRANNY TTEE 
> RXA02021 (1-948, translated) 316 residues 

MSENIRGAQA VGIANIAMDG TILDTWYPEP QIFNPDQWAE RYPLEVGTTR LGANELTPRM 
LQLVKLDQDR LVEQVAVRTV IPDLSQPPVD AHDVYLRLHL LSHRLVRPHE mSSeLL 
SDVVWTNKGP CLPENFEWVR GALRSRGLIH VYCVDRLPRM VDYVVPPgSr ^SEAERVRLG 
AYLAPGTSVL REGFVSFNSG TLGAAKVEGR LSSGVVIGEG SEIGLSSTIQ SPrSrrL 
IKREsg^EP gARL^A IGVS ^ G D ^-NN_I3£LDGI).T-BXW — FAADE ELRT^—BSPEGQANWS 



> RXA02023 (1-768, translated) 256 residues 

KNRNLVGPVL QRRQTEGTFD QRLLEMRADH NWKHADPWRV LRIQSEFVAG 

FDALHEMPKA VTVFGSARIK EDHPYYKAGV ELGEKLVAAD YAVVTGGGPG LMEAPNKGAS 

EANGLSVGLG IELPHEQHLN PYVDLGLNFR YFFARKTMFL KYSQAFVCLP GGFGTLDELF 

fTJdaSd I™"' tefwaglvdw ^hrlveegm idekdvdrml v^dldqSk 

> RXA02032 (1-570, translated) 190 residues 

^9 ISLLS IGVAADAFAC SVVRGTAIQV NLFKRALVLA GIFGVFQAAM PLIGWFIGRF 
FAGITFIAEI DHWIAFALLG IVGTKMIWDA FQPEDDETIV DDGRVQFRPA IILGLATSTD 

an^?ehSI VEVSILKVAL smgsitfals lagawighhg ggkfgLa?i SSligig 

> RXA02036 (1-381, translated) 127 residues 

VHI PFGHLAD TVSWDCGGGS CATNDLVSLF MPAAFMSTLA ACVFGAWAIG LIAPALFIAV 
TAWAFRSGVQ AAIADGYTSA TSVGFEMTVS LILFI IAGLC FLGWIPMFIN NRQV^RE 

> RXA02039 (1-810, translated) 270 residues 

TSTSTTAPLW LVGTLVWLAV QAVMHDGELY HVEVPTIALV IGFGAQLLIG VMSYLLPSTM 
GGGASAVRTG THILNTAGLF RWTLINGGLA IWLLTDNSWL RVVVSLLSIG ALAVfSiLLP 
KAVRAQRGVI TKKREPITPP EEPRLNQITA GISVLALILA AFGGLNPGVA PVASSNEDVY 
AVTITAGDMV FIPDVIEVPA GKSLEVTMLN EDDMVHDLKF ANGVQTGRVA PGDEITVTVG 
DISEDMDGWC TIAGHRAQGM DLEVKVAAPN 1Vb 

> RXA02040 (1-528, translated) 176 residues 

YIPFVIWSDL GEAAEGENFA RFWSWLKSRR DKARQQGQTF GVFCYASNGE NHWMLSTARR 

FFGKVKGVPD EQEIRSFISS DQWNDMFAVA RSQLVGPGGL GLKQLAPAAG FHWEEeS 

EDSLHAYLIA STAAEPEAEA ARAQLLSYNG DDCRATAAVR HWLRQGARTA PVLGNI 



> RXA02045 (1-261, translated) 87 residues 

MNFATIFGSI FEVTLVGILL GAGLPALFAL GIRFAHSPSS NGTNALGKIA STICFAIIAV 
AIIAGILWVT KATIYQYSGF DIFGTEG iAV 

> RXA02046 (1-264, translated) 88 residues 

MKETLTTGLT HQMTYIVPAN RTVPHLLPEA AEFETMPDVL ATGYMVGIIE WACMELLRPH 
LDDGEISLGT HVNFSHAAPT VPGSTVTI "vaci jti^KFH 

> RXA02049 (1-447, translated) 149 residues 

,^ TLATI1 AGLSGFVVII IAAWALGDSS QLSEEFTAYW GLFFAGTGVL TGLTQETTRA 

llrftl^ 3 R GGRAGSWGF RPFLFSFWA AIVLVVLGAS APLWIGQLLS NLQGVGVGLL 
AVGLASYAIQ ATISGIFVRL PIVEKSMPR 

> RXA02050 (1-372, translated) 124 residues 

LAIVWAVGLV GAGLAWLVGP WILDVVLQKE LFAVPGWLLA MLTLGATTTA SLMVSGCAAI 
AFERHGIYLT GWVVATVVAV GFLLGPFDLG VAAGLALIVG PLCGLLVHMG AFVGGDRNRV 

IjTAG 

> RXA02051 (1-498, translated) 166 residues 

^™ LQREE EIVLLSAGAL GIHEKTVERT IRGKRI PGTQ KTVHVQYSYT GKLGIDASDV 
EIKSAGDNKL SITIPEFIFI GYDDLKFKTI AEDDGWISFS TDDIDTAEVV SEIMSQENFV 
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EQVTTNREML EDQAVDFYND LLHEFTEKLD TDRYEDTKIE LEFEFE 

> RXA02053 (1-579, translated) 193 residues 

MSLSVVEAIT NRRATRKYTD EAPTPELIDK IVDLALEAPS AFNAQQREIV VITDPAQKOK 
LYEASHQKQF LTAPVTFIAV ARVENEPEDL EEILGTERAE RVAGFINGRS IQQAReS 

pgrSSd ^ QAEGLST spttgwdeek vkeaiglggr edraialvia Seqpeh 

> RXA02057 (1-531, translated) 177 residues 

mkricavais svlllsgcss tsttqlegfd grsaqeiite ldqtpvadra tnlmasirad 
elilsdqsgq lsidmpadef yisaapyttt thecfyhslt tctgelantp vk^aSg 

ETILEEDTIT YDNGFVGMWL PRNIDATLTI EHDGLKSTQP ISTGDDAPTC ITtIeS 

> RXA02058 (1-552, translated) 184 residues 

VQIVSPNGEI ESFVLGKLYE TALVERGRSA SVQLIDGDLD eqlsmlrdds tdlviacsgo 
lleyynpdla sefaveyanq tafdknsgew rekvydalqg slpdsivatd psnmgckS 
tslpqnivpi yrkpnldrdn rdtlnfvsgs lgtsdlealv kdaqttg?™ SalJfllsk 

> RXA02059 (1-495, translated) 165 residues 

MTQPRPDAAS VSLEKKRPEG WPVGSFETYP EAQAAVDLLS DNAFPVTELT IVGVDLIEVE 

£3 ^o^ LTWGR VIAGGMASGA WLGLFFGIVM ALMSGFWFSS IAAGIGMGLV FGIVGAAVPY 

- AASKGKRDFT SSTQIVAGRY DVICSPERAR EARDMIALKT RDLRQ ^ 1V ^VPY 

52 > RXA02066 (1-492, translated) 164 residues 

- ADAAAMFUHM ^tr^ 3 KAKRSRPSFD SVARDVLDVR TKTAQVKNKA KEFSSVDHLS 
Jpf^T^ ELSRGAMHRA RLHIVHCAEC REEINRQRET VDYLRSECKN EEVSAPMDLK 
ARLASLATEC MPGPGAENLA MQRPESFVAK VESVVRAVRK NQGR 

[j > RXA02067 (1-456, translated) 152 residues 

I^ EIFLLV VVGLVVIGPE RLPRLIQDAR AALLAARTAI DNAKQSLDSD FGSEFDEIRK 
£5 pSSSSES f pktaitka lfdndssfld DFDPKKIMAE GTEGEAQRNK QAADNNANW 

- ERPADGSTAR PTQNDPKDGP NYSGGVSWTD II 

fy > RXA02069 (1-579, translated) 193 residues 

™^ SEL ° SPLFGSRKRF KFDDDTIGAY AEKVARFFGT GQYLFWQTIF VVVWIFLNIG 
^? LAREfAPVpf L I S; L AFST QA ™ P " L LAQNRQEDRD KHTILADRRR AEET^EF 

" LSDPTQGDVA ^ ^ LRHELEDLRG ^LDRIEAKLD DEAASRIADR HEQHGSGPQD 



> RXA0207 0 
MTQVTESAVR 
NTEAALKDID 
KGGVGKSSMT 
VKMISIAHFT 
I PNAELLIVT 
QKIADRLTAV 
KVSPTK 



(1-1098, t 
SALSRVEDPE 
GVGQVHVTTD 
VNLAAALAKR 
EGNAPVVWRG 
TPQAAAAEVA 
TGEEVKVIGS 



ranslated) 
IGKPITELGM 
VMSDEQRRAL 
GLSVGILDAD 
PMLHRAIQQF 
ERAGTISVQT 
VPLDPNLRIG 



366 residue; 
VKSVSIDGSD 
RVSLRGETSE 
I YGHSVPGML 
LTDVFWGDLD 
NQKVAGVIEN 
GDVGNPIAIS 



VQVEVYLTIA 
PVIPFAQPGS 
GSDQRPHQVD 
ILLLDLPPGT 
MSAMVLPDGT 
EPHSPTAAAI 



ACPMKTTIVT 
TTRVYAVASG 
DMIMPPQAHG 
GDIAITVAQL 
TMDVFGTGGG 
NEIAEHLAHR 



> RXA02071 (1-453, translated) 151 residues 

MSNSPTDVST SAPRIMIAPD SYKGTATASE AAQYLGEGVL EILPNASITL APMADGGEGT 

SSVFGGQVIT LPTTNAAGRL TEASYTLDSE TNTAYI DIAA ASGLPAVADD LV^GDT^G 

TGVLIADAVT RGATRIALGL GGS ATT DAGS G ^vauu LjV Fl I GDTYG 

> RXA02076 (1-534, translated) 178 residues 

MKSPFI FDVA ALLRGSALPE HLTQSGPSPT RIGPEMIAIP EGGKVIVEAQ I I PLGGGLAV 

^* CLRELT ptk ^hvsev FAADPDFVTG edaaddedel pmvnqdqidl 

LQSVIDEAGL TLPFNPVCEE LGYGACQDDE TPAPDGVSEE VEDEEKVDPR WAGLEKFL 

> RXA02080 (1-807, translated) 269 residues 

MSIEWLQIVE LGAI FGAGFL AGSINVIVGA GTLVSFPILV FLGLPPLTAT IANTIGIVPG 
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SISGVVAYRR ELHAHVKTIR FLLPASILGG ITGASLLLHF SADVFTAVIP WLirFfTTTU 
IAGPSIKKHV GAHTSGGISA GFRQLPFPSR TTFIVSVCGA LLLGMYGGYF S^AqSSiA 
LLGITSTLQM QELNAIKNLT VAAVNLIAAS VFIIISPELI SWPTVALIAL GSALGGYIGC 
RYARRLRPSV FRAFVVIVGI TTVIVMTIG i>wfl VALIAL GSALGGYIGG 

> RXA02081 (1-1629, translated) 543 residues 

MTLSGLELLE FERRTAAMET RLGRHNRGAG GAFPEAVVSR SVELPLFVOA RNFLNNOOTR 



DLFKLLRTPL SNVSWWVNFW SGSD^VAA^ GVSVAV^VL DFRVKTSLVP SS^C 

YE YAL RE TO D SeeS A^f ^ QALRYCY^L QrSgSaS 

5™*^ RLIEEIKSRN AEEGRPIPKE IARLDFDNGD PNAAAPVPGL SPFMPKEQAI 
ERLLEIIGQN LLLPFEIEVP EKIQREALRD FTAETQLGST VGADIFDALO MA VG V V qrqa 
KSNWRKWGAF GVGAAALTAA TGGLALAAVP TVAGVATVAS SfGPGGM S^AgS 
LTVGGGSLTA GVLSSVNTTE EIEALVVQKL SLAILWQRHE IDRTHEVWEE FAEAERLIVR 
EHTRVKNVSD SSSPILKAFE QQRSTIERAL KYLSDHGMEP GWFEELEPPA SSlrIk 



> RXA02084 (1-345, translated) 115 residues 

VIIIASVVFL LVGAMLANAA AALFSASEPF GRISYLIGLP NEDDFVPYSL RFVAFFPT mt 
SASMAASFFG VWAVLIIPFG YFPSLMMVHK HNKQVQRTWD S^TvId^ED STp£v 

> RXA02089 (1-471, translated) 157 residues 

MSSIYSATRY AAHFKSVFPT ALDDIQSMMR HPRSLARAIP TWRPPSIPLP SLPGEDPLTI 
TLSRHRAGPA ARQIIREFGE QREPAYLITI RITSPEGFKV STRLAEGWIR SlSahSGt' 
VHQLTDEPAP TFCWLVDAHF DPVRSPSFLF EYSKSAA KliALGWIR AILSTAHSGT 

> RXA02090 (1-801, translated) 267 residues 

LDSDGIESRV NGDTMFVPIT SDLEIQFVEI DSLLPAANVY IAAANVDEDD 

™^ SV VFSVEDAVAA VAKHVATDQV VTVLRDLLEG TDERIQDLEF FQDAVNANLV 

RAEVGQNSEL QVLVEVEDGV PTATVNFIAI GESFEDLIDQ AIEELWESDG KSedRO 

RMFADLTSEL EFVTDEVLDL GTFTDFDRLF DILSLADDQA EDWEAqSpI SeEFDEPdS 

YDLFVDDSEE DDDDLDDDED DEDDDED OEPDV 

> RXA02091 (1-651, translated) 217 residues 

MSIWKRLLVQ YPRFADTLTA GQPITLEELA TPEVILEAVA KGQEIFGIEQ PKHAAOLWFH 
SLCTAIVGPA VTAMVEFDVI PSLDIRRGQL HNIDGYWFGF RPEEMLVDAS LHLSGTOFGE 
SIRVVIDALC AATDLRPAPL WAVASDALGI AASGAGVEAF EEEHAREVAE aSeGmS 
SVPSPRFNDD DYFIRAGCCM IFHSPRADFC TSCPQKR tttHAREVAE ALIEGMNSVN 

> RXA02094 "(1-717, "translated) 239 residues 

MAEHNAIITD AVHSDPAVLE DNAGFSGKYL IRALDKAAHM QTGAIEGYIS WLRKHNPEKT 
SrSSrhp "™f ATGSG AGVGMAAAVP GIGFVTGALA ^GAESL^D SySI 
GRLMRYAVKF LLGTAGKAIV DAGVGDLSKK NHAPGIAISR FNIGGLMeS 

grlmryavke vskrfrsali gkilpfgiga vlgtmanrki akrtvgnayd slgplpthf 

> RXA02097 (1-3372, translated) 1124 residues 

MPAGIADMTD SLLGWASQTE LDLNQRLAGV EYFPQIQLRH DELERIHRFY GTFLSROVrA 

aglt'vpfp^ tpcltvttlv srasrisdpa dffgey?ggl glsaSvv eglSfaq 

AGLLVPEGIA SPLELLSIHA GISNHEVAAV LTEVENGTTE YPFMFDAVLR LTPEWAOTLI 

ggvqeliefa tthrtswsdr qresslpami deivvaelre rpvgtadren sJgvaSelr 

PRLILDAERR KVCLRLPEQR VSDDEINWRV SLEGTTRIFS TRRAWGDTSG ySd^Je 
RQIRETTVTD TSNQITWVVP VVDFNDPVLV FSARGENLTD KVSLHHQEI Y SaEAkIe 
TkITsZII llol^lr™ SWVCSRVDAR GLSSLKVNKE VRCIDPrS IS 
HVRSISGLPV HAQSLIAEFP PTLSGQDETW MLSISAFAGV GAAGEEIAEP EPLEVPADGG 
LFAIFDPEIY DAPWVGEYLV RLRGPRNESF RPEFAIVEDM TTEFEVASGA SFRIPTTTGL 
SEASLRVRSG EKHFTAEPRL VTVEATDPNA SFVVTTDEGD QMPLRFVPPQ lIlELpSS 

HITiZTt FVMPRr^TFF ELRIRTGVDV GDPKVSVRNH ScsPLRTvS ^PDNGrSi 
A.SMKEIAAST FVMPRGSIEF EWTDRKVDRR VSVTIAVIDK TENFTGITIE DGKLVFEFT A 
AGRQLAAWVW PQTAPWVSAV ELAVTGPELE LPEVLVGAGN LIVQLHTA^P fSs^TPLsJ 
GKAAVTVEQE GYYSAQTEEY AQLSAFFGGE VEEPPISDAV VPALWDVSHI WTEOGN^EHT 
PVVHAALRSS PAAALKGLSA SLVPAQALPG KV1SSGLAAS PF^ESP^E V^AWIgJl 
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?AGMNEToS£ SfnM^I PLLPILGQLE EVAGKNILST LATGRDSTLD TACIDQSTVA 

00 ALLDMFFSNA DIVPGPLMED NTRLMAVFET FKKRDALRFV mTFrrrZ 

^^ RGT QRQLYSSARI RFDKLDGVNT DNPENMWALT PWSlJfaS SrSSeS? 

KTRTLDRASA GWGRIADLVP DLVTGDLISA EAMVLGARNP GLVD SRLHAHELIG 

> RXA02102 (1-1158, translated) 386 residues 



i= ~ iSP = =i = 
=i Eii EIF — ekes = 

> RXA02103 (1-396, translated) 132 residues 

EE! ™ ™~ ™= SEES SSS5K 

L™^ 104 (1 " 420 ' t^nslated) 140 residues 

ilil EES = = = = 

> RXA02107 (1-342, translated) 114 residues 

MDLHKVAAAH AATLPLSTKE FPFGPEHEVY KVRGKVFLLL TILNDEPIIT LKSDPFTPA^ 
LRSGFPTIQA GYHMNKVHWL SISDGERITK DFIEGLVEES YeS^sSk S 

> RXA02108 (1-435, translated) 145 residues 

wJu^ RSVA HSIPVECHIV EHGRNFTVGS LSVEVLGSEH AMLTHSMPIA ENVGYT TMPR 
GSEYSPLEEG E^eT^ 

> RXA02109 (1-921, translated) 307 residues 

sees SSSES SSSSS 1SZSS2Z ESSES 

Sylg L tvl gsp^sa^ LAAVGVFSKK nigqtqsqga s P S 

AWIFsSS rPT^Sv™ FAVGTTALFI LLLVTRTKWR GINGAGKKNP WWMWIGGvfc 

- gJSiri gpiigtgv ™ vvmllgmmla SLMIDAFGIL GS.PRRBIHIA qllglvviil 

> RXA02114 (1-486, translated) 162 residues 

rJS^v^ HALTPGLGGI AIGIWLLGGV LGGLVIRKPG AAIFVEVVAA CVSAALASOF 

nSs™ fcl^lrr™ LFLYRRYSLP TTMLAGMGAG GGAIFLEMFF SnSmSF 
NIIYSTTVLI SGAILAGLLS WYLVRALART GALDRFAAGR EV 

> RXA02117 (1-474, translated) 158 residues 

NeSeIfGLN SSSfS " LLTRYGV Q NTPTNKREAI MDRSALILLT RLDAQGPMTV 
LTR^LHDWDE S^rT «*™*™> 

> RXA02121 (1-705, translated) 235 residues 

MITSPFEREL KLLNEGELGI VQQLVESSNI GFIVDLELDG DYGWAVYKPE LGEOPT wnrp 

335 = == E= = =P 

> RXA02123 (1-1371, translated) 457 residues 
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LPDLAERIQV AMLNVMEERD VQIRGYNIRL DLDVLVVASA NPEDYTNRGR IITPLKDRFr 
AEIRTHYPLE LDDEVAIIRQ EAELVAQVPD ILVEILARYT RALRESSSVN ORSG^AR^ 

SSSZ LRSLDLTPT^T A °f VARLVDL *™*™°« ^gSr eSdS 

ssses sxss jsssss e t g g e t ^yT ef laslpelges tlyddiw 

> RXA02124 (1-1956, translated) 652 residues 
MATSHSRPRR SRYGRYTGGP DPLAPPVDLS DALRDIADDV MAGYSPEOAL REYLRRPARr 

qeglddlawr aaerrrells rnnlggtlae vrklldeglk leraqlSdi SSfr 

EMQISNLPES TAAAVSELNS YDWQSQEARQ KFEQIRDLLG ReSJfsG S£Xsd 
lz^tl AEML RDLNDLLSKH REGTDTPTDF ANFMAKHGEH FPEQPRDINE lXSSa 
AASRMFNSIS EEQRRELMKL SAQAFGSPEL QELLGDLAGN LQGLRPDLNW DGSEQ^DE 
GMGLGDGTGA MQDLAELDNL AEQLSNSHTD LDIDAIRRQL GDDAAVSAET LAkSSlrd 
SGLLRRNPDG SLKLSPQAMR RLGKALLDAA SEQLSSRPGS RDSRLAGANG EATGASRPYV 
FGDTQPWDVT RTITNALQRT AGTDTEGPLR INLDDVEV1E TEARTlS SJS^SmI 
AEGRWVPMKQ TALALHHLVS TRFRGDELAL ITFGRHAQNM DIEE T "S VhIqSnlS 

Sh?™ cTnr^ LL IVTDGEPTAH LEADGHAWFN WPTDPETMFK TVTQLDKVTK 
RGTHTTLFRL GHDQGLEHFL NQLADRVGGT VVAPDLDGLG AAVVGEYLRH RY 

> RXA02125 (1-801, translated) 267 residues 

MVATSQFIDD SEAAQAVRAA IVAGYRNIDT ALAYGNERGV GEGIRTAGVP REELFT9TKT 

Ssig? t IGLDYVDLML ihspqpwsdf rgg^segmr eaw^e'dS 

KAGKIRSIGV SNFLEADLEN ILDSATVAPH VNQLLVHVGN TPSELISFCD SKGILVEAY9 

sssss; jesses s ciR YTI0LGTvsL p ™ ~^ 

> RXA02129 (1-234, translated) 78 residues 

SSSSS; SwOFA LA MLVF — HLDQPEEQLH NVRGVAIEKR EFLKALTADF 

> RXA02132 (1-639, translated) 213 residues 

MVfTaTt^ft MTof KNNEIL RDAKRL Q ISA LCLGLILGGG AVAVYLFSNG AVWMWMIAIV 
EwSr?" RVGAHERRT^r LAPAIIAE ™ PRDVVLLALV NRNVNPeJJp 

^^xnol r vgaherrlg eripsvaitg rrtvkdqdhw deispmpitw gttdkdiire 

AEKTIPHELW AKLEKNRGKL EDVKKTPNNL FKL UKDI IRE 

> RXA02137 (1-798, translated) 266 residues 

S"™^ VCTPIPDLGG FPCSLLSVKL PWDKNKNNEG ADAAGQDASS TPETATPDAT 

?* L ss seess sssr* liesittgrr —™ ™^ 

> RXA02138 (1-342, translated) 114 residues 

MTAPSTNTGV ILTESAASKA KALIDQEGRD DLSLRIAVQP GGCSGLRYQL YFDDRTLDGD 
KEDIVGGVRL VVDKMSTPYL LGAQIDFADT IEQQGFTIDN PNAGSSCiS 

> RXA02141 (1-408, translated) 136 residues 

MYGPTVFMAA MAVIYIFATM HVSDGGSVKG VEWVGSVALV LSAGLTLMLG VYLHFTEVRV 
ESSZgS VP A E°S GTLG FFSPSSIWPA «™™ ™ ^GLMLLIF 

> RXA02146 (1-627, translated) 209 residues 

jpSSS ™~ -~ x-SSiSSS ™»» 

sss ss 8 gtpvmsd « ~™ ™™ 

> RXA02151 (1-1188, translated) 396 residues 

^?™ IAKGI SILGVVLLHV SLAIPGGQDT MMSHLNALLD PLRMPLFFMV SGFFAVKVLN 
QS FGELFRGR LWFYLVPYLL WTPVNLYLHR LEGTVFTGRA PGTWEWYSGS MLsSSf 
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LYFLVI FNLF LWATRKLPAW 
LISRFAEAAT RPKAIVFAAV 
GNLTGFDMDH LPGMIIRIVS 
LIFGFGLRWN FMEIDNFSDS 
LPEPDKTPAK AQADSHVKAQ 



AIVALVASLW LLMPAYSEIE 

LYVSGLALGV ISNGLRDSEN 

LPAGIVLCVW LGRIKPVGEF 

LWHHTNTWMV IAFACAMLGG 

SAKPMNASTS SKTYGI 



ILRKSIIYLP TFLIGAYFRP 
HGASVLWLMN LRDTFAHALG 
LKLIGRHTLP I YIGHATGLS 
YLTYLISRVP VLGWTLVPPK 



> RXA02152 (1-402, translated) 134 residues 

MAI YRKLAAS AAALALSASL VACGDSEDTT EETST TSSS.T—T.S.S.S.S S S S S S-S-TAA-T-S E E S S- 

AVEEPAVEAP VEEAPVEAPV EQAPVVEQAP VEQAPAPVQE APAPVEQAPA PVQEAPAADA 

PPALPGGGGG HAGY 



> RXA02163 (1-753, translated) 25 

MAVATFGTIT DMLETKGIVS NVGGTDTIDL 

TDVRTSNSAA MYLSMMSWVK NGGKTVSSTA 

LSQGMGSKPM VMI YEAQFLA EQNKENSRIS 

LLETDETLQQ LAVKHGFRPK NSAMIADAGM 

SATPAEEDTD L 



1 residues 

GALLNETQAG TRWSELSPNY QSNRVVQIST 

EADAIIPELS QLFVGQGYTE STSAGPFDEY 

GDMELVYPSP TVYSTHTVVS LSDVGAEIGE 

TDRMPNNLNV I DPPDYDFLE RLIDGVGASY 



> RXA02164 (1-1575, translated) 525 residues 

MKNLVKGTAL GLSLVLLAGC STVSDSIDSL GGGLGGSSET LKIVAATELE DLQPAIEQAS 
DDLGFDI ELS FPGGTLSNSQ ALMDGAFDQD YDATWFATNR YVDLIGASNK LGETTKIATS 
PVAFGVKTSM AQELGWDQRQ PTWEELGQAS QTQDFTFGMT DPATSNSGFS ALVAMATAYA 
DTGQALTTND IPAIAEPMST SLSGQTITSG SSGWLKDTFL EQPDRANAI I NYESVLHTMI 
SEDGADITVV VPADGVVSAD YPLSTITGSD QGEHVAELAG WFAEHPDALT DTYRRPTTAN 
ATLPAELSSQ TIIEAPFPGS KTVTDALI DA YTNQFRVPGE TTFVLDVSGS MLGQRITLLK 
DTMSDLISGG ATTDLANVSL RDREKVSIIP FSFGPHEVIS ETLGAVGSPS RTDLQQRVEA 
LQADGGTGIY DAVLAAYAES AGGDYIPSIV LMTDGELTAG RTYDQFLTEW NALPSNIRSI 
PVFVILYGEA NVADMEQLAA TTGGETFDAI NGDLDEAFKE IRAYQ 



> RXA02165 (1-612, translated) 204 residues 

VPTNNGGSFF FSRKNLAGIA IATLI IALHL VIGLGAFWPV VAIAGYGAAV ALTPKNPPKK 
ELPPVQATPE LDSPGLLAAR SQELVRTMYS HGAAAPVIEA IKRLDSSLQL VIGNWTSLTN 
FPEHQVTIRS IINQYIPGII DAYLKI PTRN DPRAVEDLIE SFDLLNSETM KIFNAIQEQG 
LNNLEDHGRA LRMQFGQLPE EFRE 



> RXA02166 (1-177, translated) 59 residues 

MSLDPQLLEV LACPKDKGPL RYLESEQLLV NERLNLAYRI DDGIPVLLID EATEWTPNN 



> RXA02168 (1-2814, t: 

VSISSL-TPLH SFKEPAILYA 

ITAIVPGSLA RLEELTREDA 

LGHSQGILGV EAVDNEEDVL 

VEVSLRNARA HFVVSGKPEA 

PFHHSSMQDA ADLAVEWATT 

SRFTAPLLDG RGISLVPAFS 

FSRLTGYSPI VLAGMTPTTV 

VGRSAQFNSM FFDRYMWNLQ 

ADGFPYVAFK PGTVDQIRAT 

LRSRKNVVVM IGGGIGTPAK 

VKQALVDTPG VDPHDAGGWV 

DYADHREELI EAINKTAKPF 

ARLNEAEHGA ITTLFPDHAS 

PMPWVPAIDA DLARWWGLDT 

EAACVDALDG EPEEI FARLN 

GYWVIRILAD SYFDDLPVEQ 



ranslated) 938 residue; 

-GQASAWQQVr ADSSEDHITA 
QIGADIDAQP AVSIPGILLG 
AFAI LLGAAA SQFAGKGAHM 
LKKAAAALQR AADVYNEDIN 
CGLNVNARAL AEAILVNPAD 
AAERDNLARP GFHVPTAEDW 
DPEI VAAAAN AGHWAEMAGG 
FGAQRIVSKA RATGTSINGV 
LKIADANPET KI I IQIEDGH 
AAYYLTGEWS TDLGFPAMPV 
GRG DARGGVT SGLSHLHADM 
FGEVEEMTYA EWIQRWVELA 
VENEEEAVEK LLAAYPQARE 
LWQSQNERYG ANSVRVIPGP 
ESKNEREFLL ATPHIVWHGN 
RPYLVQHVDI PVELGDAG 



THLRELLSRS RAKTAPFARQ 
QIAATRQLRD LGLDVAAASR 
LSVRGLSREI IQDTIAGVDG 
EKRKGGSLAE PKFDYLDVAI 
WVEQIANLKA DYVLSLDAGV 
SEFAPKLVKL PNGEHKVLTG 
GQYSEEVFTK NKEKLVSLLK 
VVSAGIPEVE EATELINDLN 
AGGHHSWVNL DDLLLTTYAE 
DGILVGTAAM ATKEATTSPQ 
YELDNDSAAA SRLISSIDSD 
YPTQDPTWDD RFLDLVHRIE 
IQVSARDAAW FIGLCRKHHK 
VSVAGIDRVD EPVAELLGRF 
LIDNPAHVLN EGAFELIEED 



> RXA02169 (1-846, translated) 28 
LDMQINRRGF LKATTGLATI GAASMFMPKA 
AVRYVSQRRP GTESWMIGKP VTLAETRAFE 
APQAIALHVA AGGPKNRPIY VAIDDNPSWS 
NVINWAIADG LGEFFWMHNW GSEGKIHPRT 



2 residues 

NALGAIKGTV IDYAAGVPSA AS IKNAGHLG 

QNGLKTASVY QYGKAETADW KNGAAGAATH 

EYTNQIRPYL QAFNVALSAA GYQLGVYGNY 

TIHQIRI DKD TLDGVGIDMN NVYADDWGQW 
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TPGNAVDDAI PTI PGNSNTG TGTGIDADTI NQVIKILGTL SS 

> RXA02170 (1-774, translated) 258 residues 

c^c™ W IIGGIFTLP< 3 KEEVKVSELQ PQASAASIPS SSSTAGKAVE ESPLTQFVEN 
nvcnrT J LKDDFHTGTS TERFARPALS LSKLYIAEYV LEHGTNNEKS LAMEMIKDSS 
DVSAEILYEA YPESIEEIAD QYGLLSTRGD AHWGYSVTST YDLVKFVSAL IIDDPDSPIL 
EAMRNASAVA ADGYPQDWGT AVLDEAEGSK WGWSDDLMLH SSVTFGEDYV VAAAVTGSKE 
DLTQLVENQL GEVVSQHG vwivibbKL 

> RXA02172 (1-339, translated) 113 residues 

VNAEQITQGR RQPTAQEFRD MQASPEFGEL RSKFRSFAFP MTVAFFLWYV VYVLVASFAS 
EWMAT PVFGA INIGLIFGFL QFVTTFVITY I YVMFANKNL EPRQAAIRQK MEG 

> RXA02177 (1-933, translated) 311 residues 

MREIFLISGD STESSLVFKT SEEDGAEEFF IAVTDELHAI LAGHSEIKSA PEPEEHKEVP 
PPVLEPVAAV EEPREEKEID PRISAPLTMS PREIQIRVRS GATIEELAEE IGVTEARvIp 
YAHPVLLERA RIADLAKQSH PIRENGPAKL TLWEILATAF ATRGHDLTTA SdIXdI™ 
QWIVRVDWKA GLSDNYAEWT LNLHNTSNPT ADPRTPVAAD LIDPEFIQPV SsSo 
S?KRPK ^ TVPSPDDAP DSE ^AVAEI TNDNEPEVDA EGPRNRRRKA VTPHWEDvS 

> RXA02178 (1-870, translated) 290 residues 

MPSQLGENAA IVTLWFVSAS DPQSIIRSEP RADRGYGRKL LAQLNPTWPI TPIGQFALNR 

SVPASANEFY IAGFPGITII QTVLEDVTSL SKLNPRLLRS VPATDVYIFA VNEEtSgGF 

AHIYNGEIKR SFIAYEERVF EDNGIPGGFE TPYWAGKKGT RKTALSLPFN PIELWEAQR 

AWLGFDATTS PDINVVAYAT DGRPEPRIAA PRIINSEEVT RSAVEKLGLR ESAFYDDy'ee 
YEAPDRVVSK RITSNAKKAA SSAQKFGKSL WRASREFGSN MAERLRHTDR YDDYEE 

> RXA02180 (1-1458, translated) 486 residues 

TlSTnltll r^T, FKIS ERGSSIGTEI RAGVVTFFAM AYIIILNPLI LGTTPDVEGN 
lt^ QVAAA TALAAGVMTI AFGLIARYPF GIAAGLGINT MVAVTLVSGE GLTWPEAMGL 
VVLDGVVIVI LAVSGFRVAV FRAIPASMKA AISVGIGLFI AMIGLVDAGF VRRIPDAAGT 
TVPVTLGIDG SIASWPTFVF VVGVLLCGIL WRRVRGGLF IGILGTTILA IIAEA^SG 
ASFENGEANA EGWSLAVPGL PDSFGGIPDL SIVGAVDLIG AFSRIGWAA TLLIFTLVLA 
NFFDAMGTMT ALGKQGNLVD DEGNLPDIKK ALVVEGAGAI VGGAFSASSN TVFADSsIgJ 
ADGARTGLAN VVTGSLFLAA MFLTPLYEIV PIEAAAPVLV VVGAMMMGQV TEiSKkfS 
t!^ TIVI MPFTYSIANG igvgfimyai MAAAAGKAKQ VHWLMWLVAG LFVVFFAIDP 

J. JMliiAV G 

> RXA02181 (1-678, translated)" 226 residues " 
^mct H u™ GHIDRLEAAA PTASQFHDRI ITQLREAPGS VQAAVTIENN HYNVELRPPR 
Sfnr™ HGHRDERLHP KIKGHDIAWQ NTATANSRRQ GADDGLLVDE SGQVIMAINA 
tS^pSIu fhsthprslp svlestviay LQEQGCNAKP REQGFNINDL RSSEVWLVDS 
LSGIRRVAAW LEYGSKFPVS ETRPVAAFVP TFSEVNDYLW STAQQV 

> RXA02183 (1-525, translated) 175 residues 

^™ KN LIQILSLIVA VLLVVILSVV FQQWWNNRPE PLPQEISISA SSPAGEIEVF 

PFSMCEPGVE CEENEVPTLE VGADEELHLT IPEAIHDHDW YLLTI YDDPA ANDEFYHTSY 

DATEATVPGS VDPTEEGAER PRLVVVEVSA VMIGEDENGE ESPYTVTWSL STMNE 

> RXA02185 (1-579, translated) 193 residues 

MGRHSTKTSS AFTKLAASTI AFGAAATIMA PSASAAPDSD WDRLAQCESG GNWAINTGNG 
YHGGLQFSAS TWAAYGGQEF ATYAYQATRE QQIAVAERTL AGQGWGAWPA CSASLGLNSA 
SeVeSnI ^f PAAAAP * V ™ P ^ NIAVGSTDLN TIKSTYGAVT GT^ITV 

> RXA02186 (1-219, translated) 73 residues 

etgwhpyS Sr VEKKHFV DPAWPEHNPA dg hvvtelis KVAGASSPWG DDKEFPVSAE 

> RXA02187 (1-2199, translated) 733 residues 
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MKKDSPI PTL 
NALELGVLEA 
DQLMIAQETM 
RDAAPDADPS 
SNDGGIAAGL 
LGMASGLIRK 
VGRADDKDKP 
TITQLVQEAQ 
"PAMQKTMDSY" 
LLSDIARKHG 
VLRAAGFQPV 
GTVSTQPTLS 
FMLHRITEVI 



KGWLDTQSDD 

VANLGGELHP 

AALPVHWRLL 

RPIPQLLASG 

EVVRHMRLLI 

GVPDPLPMDD 

IHVLSKTSII 

WIGAYSQGVTL 

ASLESPGLAS 

TLRGGPALSY 

AEDGEGASLN 

VLQAAVRGQR 

VDN 



QLSTILRNRP 

VTAPEVVEYL 

PEVSDRGQSE 

LLARVDEQTV 

DALSHVPAPT 

DGGDYVAPTP 

DSLPDARAKI 

AAGQALXDGE- 

VYRLSEKSIR 

IRSDDPALLH 

ISPSPARVPA 

TVTLGFVDKQ 



DTVLPLPPNL 
HVALAEDLPA 
EQVRESVDKL 
RLPAMVRRVI 
LKVGALGVRV 
LADEWMEYDL 
LSSLSRVLVD 
-N-P-T-EV-I-KA-PA- 
HALDLGLTTP 
SAVEAGADVA 
ASPPPVVPAL 
GVAVHRVVKP 



ASLAARLQLR 

QDTIGAALAT 

SDRHRKLLHT 

EGREQLPAQV 

VTRLSKELDL 

AHQLGTLMSG 

NLHADLAFHY 

-PVENFIVQGD" 

EILEFLKEHS 

LRQIAPTVAI 

DESRVQAAVK 

LTVNAGQVDA 



ASAI RAVLKL 
LKN FALVYGD 
LAASGGFGLT 
RPI PRTAAPG 
DETELARLLS 
WWKQTYAPWL 
PLAASRMNPD 



"FT I MVPGPLT 
MTDLPQSVGY 
AQAPLLQVIT 
AIRRENSASQ 
VDEATGAVHR 



> RXA02199 {1-570, translated) 190 residues 

MTDSTPQGST PGMSPEAILN GTGKPWEEWL KLLDDVKATS WTHTHIAKHI VDNFDVSGWW 

AQGIAIGYEY ERGMRKPGMT SDGFAANASK TLNLPVEKVW KLFGDDDLRA QWLDPALIEK 

TSASEPRTFN AKWLADDSRV SVNFTSKGDN KSSFGIQHRR LPDQDSIPVM KAFWKERIAA 
LVEVSKQFSL 



> RXA02203 (1-378, translated) 126 residues 

MTIRATFQPS VDEFISTLEE FATGS YLKED EKEFWDEPFD VKALPDLRFI LENYLDSLDK 
LGEAPDLDAV NASAQSTLDE LEKFNTKHHG AVVEPEEKEE ITKLMFDAAEC QTGADDLSAE 
AFPEFE 



> RXA02206 (1-936, translated) 312 residues 

MVGSSGLRVS RLGLGTSTWG SGTELAEAGD I FKAFINSGG TLI DVSPNYT TGVAEEMLGT 

MLDAEVSRSA VVISSSAGVN PALPLGRRVD CSRRNLIAQL DVTLRALNTD YLDLWSVGYW 

DEGTPPHEVA DTLDYAVRTG RVRYAGVRGY SGWQLAVTHA ASNHAAASAR PVVVAQNEYS 

LLERRAEQEL LPATQHLGVG FFAGAPLGQG VLTAKYRSEI PHDSRAASTG RDAEVQSYLD 

NRGRI I VDAL DTAAKGLGIS PAVTATTWVR DRPGVTAVIV GARTHEQLSH LLKAESVTLP 

TPITQALDDV SL 



> RXA02207 (1-759, translated) 253 residues 

MRRRSRVSRL LPATALLAST ALLLSACTQG VTDSPDMGKA TPAVSPAASN PDGQVIEFGN 

ITDMEVTDGD ILGVRTEDAL AIGTVSDFEA GSQVELDVDK QCGDLTATGG TFVLPCADGV 

YLI DAKDPDL DELRATDKPV TVAALTSDDQ LLVGNGEDEE LTI YREGEEP ETFTVAGPNT 

QLIAVPVIDR HDAVVRTWNE NTTIQDVDYP NDREGATLRV GLGVGQMAGG EDGLLVVSDE 

MGGQIAI YNA DDV - - 

> RXA02211 (1-453, translated) 151 residues 

MVSVLLIQPR QGEAVAAAER RDFLQATGLK PQELTSRMLD TTTSRIGSLE GFDGVI VGGS 

PLNATNFEYS DWQRHVHREL SLLINHPLPT I FVCYGNTFL TFFSGGQIGR THPEDSGATT 

VLLTDAGKRD VLTQDLPDSF TSFTGHTENS V 



> RXA02212 (1-498, translated) 166 residues 

MIPENIDLKQ LASELGDDAV AMGEHTGNQF PTLEKDLINV VTDAKESDFG SLGVVILDET 

PVMTSNLRDI AQELLIQTDL DTVVVRAPMS AAVVSDVHSR AALESGQHDL LGTTDYVLGT 

ELLVQDVTES TVGNI DWGQL LIWGLVALAI AVVVAGASVR RKAISL 

> RXA02216 (1-306, translated) 102 residues 

VAPAPGHVVL ATGPTCPIQM LRANKNTWSV QFHADMDAVG MKNRMDFYSN YRFFSPEDYD 

RIIAELPSVD SIYANRVLRN FVEVCEGIRV ADGAEHQLPK LN 



> RXA02217 (1-663, translated) 22 
MTNKTRALLI GGHGKVALLA TPMLIDASVQ 
VEDWADLLKD FDVVVWSAGN GGKNGADATY 
GSSTHTIDPS ASFYPYAESK KAADEHLSST 
AGRTTSRVLV AEVITELVVR DFPQTRVLPF 



1 residues 

VTSMYRNPDH RSEIEALGAT TLERDVTTLS 

AI DRDAAI AS I DGAASLGEK APRYIMVSYI 

NLDYLILAPA ALTLDEVNGV EVI ADTNEAA 

VDGESPVSSI S 



> RXA02218 (1-267, translated) 89 residues 
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ssssss ssss i™r " w ™ — °™ 

> RXA02219 (1-1386, translated) 4 62 residues 

SqaIrlJev cegSrkt^ ™ iekyrl dirtvtmgis llecargsme etatavydrv 



== i= == 111 == == 

GDEVDFGGLL GVAPVIP^J Jg'Se^HRG GPXPAPV^P ™»**™ «VIPVPGTVP 
> RXA02221 (1-1362, translated) 454 residues 

SgSsv rnn™? EI ^TYFYPD TLNTLFRNSG AKDNEEFFVD VTLVPEPDNP 

=1 ill ps ss s= == 

sjS qpsksltpfv sss irzizz zssss zszm 

SS WTRRKLNPPF SET"" "™"^ ™^ 

> RXA02223 (1-420, translated) 140 residues 

iliS EES = ssss ssssss ssss 

> RXA02226 (1-1056, translated) 352 residues 

i== SEE SIS: == =-•: ==; 

> RXA02227 (1-618, translated) 206 residues 

iili=iiss=;=SE 

> RXA02230 (1-537, translated) 179 residues 

3S =E = =£• == =F 

> RXA02231 (1-756, translated) 252 residues 

SSKJ SSSSS NIL ™ 

EiS ~ = « Eii Eli 

> RXA02238 (1-285, translated) 95 residues 

"p^S? SJSE? EES™" — 1 ™ 

> RXA02244 (1-1533, translated) 511 residues 

"= ?= =s ssss ssss 
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y 



S£X?S£S It^™™ lsdidpevld vlrlgayqvm ftrvedhaav dtsvkmvggl 

AILRNITRKE PEQWLKELEP AEELARVAFR TAHPRWIAQS FSOVLPADFT 
EAALAADSER PVVHLVARPG EISAEELALI TGGDEGKYSP YAVYLEGCDP r JJ ™^ 
S D ??? QL IARALVEIPV EGTDAGRWLD MCAGPGgSI SlARMDR SSevSD 
IVELNTLQYE SSvr S™™ 0 ™™™ AP C SGLGALRRRP SrKQESO 

gmtdtgdeks vqmwphrhgt SaS f DLRETRGI VDKALGALEI EELE — 



> RXA02254 (1-681, translated) 227 residues 

ISpgJvr IvTiiinili ?M^ GAKGRI1 PVCAEPLDLE AEVSGLDSDA RVMRQVRGQV 

AVAA1FGQVR RVRIIPDNPE PNPAAIEAIL DADLVTLGPG SWFSSVTPHT TVPrnmnin 
SSJSS: SF^oS LRQHARNLQV DOVIVDAKt" SwSSSS 

KAARTLGAEV sfhdvqaedg RGRFTSIHDP aklcaallas fagarkr 

> RXA02255 (1-936, translated) 312 residues 

SsrZr YfSRTTnM^ MQAVGGKLVI eanldsmqvg mrlqefiqgl ynsrvdvhtv 

AnSlSDPGR SSsfJJrS? " ARRTGLVT KSGHVVKGLA PSVVSGTISD AEAAWRGAFL 
iTRMrnn^TD SSSLEVLCPG QESALALVGC ARRIGIAAKT KDSRGFDRVN VRDAEAIGAL 
LTRMGAQKTR MLWEEKRIKR ESRTPQTGLA NFDDANLRRS ARAAVAAAAR VERAMKT n 

nsvvJe'S ^ RVQHRQAS qmtkdavagr iSJISk r^Sd? 



> RXA02266 (1-513, translated) 171 residues 

MTQDEHPRQA DSHFNMLLPD GNENAHQLSV ALNQVAHLLA YDADSSIHRP DGLST a^YR t 
LFSLWTDGPM SPLQVTDKTG MKKSAISNLL KPLLAESLIV QVTAENDRRS Kvtt] ^VKCT 
TYIQKTATRQ NALESEWFGT LTDIEQDLLE SLLRKLLDSN SS KVLSLSEKGT 

> RXA02267 (1-873, translated) 291 residues 

VQKWGLSFVE RIVIVNNVQQ FHRFFDDSAV YYPCFVPLDR AIGEHFDRQN KPMSRFIPTT 
ILPLAKLEEA AQYTGDEVLR VSAVISTDGL ADLRRDFYEL PNIDIASVe\ KT VPaIt S 
AWLGDVEKLI QQHRNTFVWV EIPTALVTAD IVRKLRHMGA GLK^SgGDR EELFP^POm 
VTVLRTAIDA ALPFKLTAGL HRALRYRDEK TGRLHFGFLN GKGeIeSk^ 
LEGDDAAPLI HALQSGENWR DSFRSFSTCN VVEPLNTLID LDVLAEGdJS GKGEAEALKI 

> RXA02271 (1-558, translated) 186 residues 

MSFLNSAKTK TVALTATFVG AATLATPAIA SADIVDNALA ALPSGEISCS OAEKYWTTFA 

DYNSKVAQAN ALAMFDSRGP QIQAALARVD EAANRCGLKG GTVAAQAeS EaSSpa 

PQDNTGTSQT APAPAAPAAP AATPVVNLAP AGSPTFTIEV PGVG^S ^l^S 

> RXA02279 (1-1404, translated) 468 residues 

m ARA ^ VDF L ESQTVDQLN NPDVQTYLTE AELIRDDLRS WAVIKSNGIG OHRSCSIRRP 
NDEPLAIARK IIEETASHPE LRFENLEAQF SEFTILLAQS PENLDVARYO ELRTOrNF™ 
ELALDSIFGQ HAVVQDTGNG EAILDETIGY MIGAGMRETT ArSsqS YSF^ROER? 
JS^EES LQAAGLPHRE EELRLGMQLA QVEPIEAREI LEKLlSe SSlS 

^ttl ATV AIHDp Q AA AA ilrharenaa gfgnfelavq amtmitdvl? tonmSeolif 

^mSav^ MLDDQH Q AEL KLLDSIAIVQ ADLGSTEALE TLGTaSe JJaqkSJoE 
Ia^EgIp? EOaTyya^ °f ALAMQND OPSNAAAQLE QCAQYLF^G SJdGAsSe 

safrvegipt eqalyyanal ssiyedfgds aksqyweqqa qekqqlle 

> RXA02280 (1-753, translated) 251 residues 

ADLAETMLGL LTLETSRGRI sigeittlsi tedvslqlat tlddfrolnt lARPHTTTTM 
ggyihdsdla rlipvhyppl tvstadlres mdlmelpplq dieSS SxeslkJfo 
ikgatrvfep advpavviid skaqasrdrn etqsattdrS adiSwdn? Srota^po 

D D ?VSLSL L S C SD T NSLVRKLA STDDTAVVSR TVRLLYVQAL LSSKRpIr" ErSdsS 

> RXA02285 (1-729, translated) 243 residues 

LVLDERWVGV GLVDKWDEGG VEKRLFAAVL CVVGAGRGHV DERGEVRYGG AEAAT T q T Fr 

ESSES SSESS SSSKS SSSSS ™ ESS 
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RFCGNWPAGD LRVDVLHRQI STLDQANLNA RPACVDALAA ELRQVLDCTE GIGKVRLQHN 
SGF 



> RXA02286 (1-549, translated) 183 residues 

MKNAKLFLAL ISAPLILAGC SSTDTGTAES TISSETASAV DATTSTSSST ATSAVI DDDP 
VFDIIDIVLA QYPDRIITDI DREDSSDQYE VDVVVGQEVL ELDVTTSGQI HTDDRDNDDD 
DDIREAHAAT VTAAQAIGLA LDQYPDGI ID SVELDEDD GQ LKWKIDLDDT SGNDLADVEI 

AAV — 



> RXA02287 (1-552, translated) 18 
VYSISETIAR TLMPRTDHVF DLMGNGNAWF 
TRRPAVATTT YGAGFTNTMT TLADVALSRI 
ETFTVHADDV AAVTLQAWNN ' TPENTHVILE 
PTLS 



4 residues 

VDALERLGRG IITVRPTVET VAAADTYHRV 

PLLLVVGTAP SAGPRCFDID RQGLARAVGV 

I PYDLAAATA TDPTVTTYLL RPGFQKLPMS 



> RXA02294 (1-375, translated) 125 residues 

MAKTKLESIS ERNSDDPLSY PDLTLAPI ST TVTVVVAEDT PNDNFSELLL GAAESTRLLG 
LDELHI IAPS VHLPALAVAA ADIAHHLPEK FQFCEAETCT HLHPDDDTYL TAESVAQLGT 
KLKSA 



> RXA02295 (1-780, translated) 260 residues 

MGLELAASGW GI LI AG AAV A GWI DAVIGGG GLVLI PLILA VMPQLAPVTA LASNKLAAVT 

GTASAAFTLV RRVKPDKKLL ALYVLVAAVC SGAGALAASL I DKQIMRPLI I VLMLVVGLI 

VVFKPNFGTG ESKALPTGWK RWAAIVAVGL IAAYDGI FGP GTGMFLIMAF TALLSQNFLS 

SAAMAKVVNT ATNLGALIVF I IGGHMWWTL GLVLAVANVA GAQLGARTVL GGGTRLIRYA 

LLTLVVVMSV YLTWQQIQGM 

> RXA02296 (1-489, translated) 163 residues 

MRNQTIAAVA ALVLLTAATP AIAATPATAG NGLYSIDMGD EQKLTCVLFD EPSTEAHVVA 

SCAATFPVTW KLLDGAHEQA AKLEITQAQD GELSVTASKQ PLITTMIAPT SITKPITVNR 

LVVVPGENEV RFYATDPDVL PVLITPDSYE VLTDSAAKVK ATL 



> RXA022 97 
LSDKEPDPHE 
LTTGQDLPMA 
LLARSRPEIL 
FFVPGGADLG 
PLILTVLVSF 
ALLAVCAGAA 
LTIAGLIPTL" 



(1-1137, tr 
QIPEKPSRKV 
KGVHVFGRSI 
PETGVLSMLA 
SPPEKWLDVL 
VIPDDLSLQP 
GLLTWWLDIS 
LRRILRRDR 



anslated) 

IALRWCIVAP 

VAMLAAL PL I 

GGASVMPILA 

SLGEFGTSIS 

PTVFKI IAFM 

FFEAYLATSP 



379 residue; 
LSLAVGWLFT 
SSSGSELVRF 
RELGADFRYV 
VLSLLVLFGI 
AIGWMCGGPL 
GALETVLALS 



MWGVPAAWIL 
LIPGLVISFF 
ALTQYLRLLV 
VLAGEPLGRL 
NMTALKVFSK 
SEGSAGPVVV 



GAI LVAGVCA 
TIAVGIVGGL 
VSMTLPLVTH 
LRLPAPAVMG 
QLPATFLFIF 
TIQI IRLLAI 



> RXA02298 (1-1659, translated) 553 residues 

MTLQSSDKRS PSLLDASSEV FVHDLAALSP TDATAWGISG FEGDLQDFSP DYWNAIAERN 

RDMVADVDAF DDGTDDNDDE EDFDDVDRVT ADVLRDRVCL DLALHHQGET LANLNNIDSP 

VQTIRDTFLI MPRETDDDVE NLRERLSRVP DALHGYCESL AEAASQGHVA AVRQVEEVVS 

QCEDLADEDS VLQHLGLDEN DPVVVEAQEA FARVAGWLAE QLAPHAPHVD AVGRDRYEMF 

SHLHVGEFVD LDEAYQWSLE QLRDIDAQQL QVAQQLYGPG TTIREAMKKL NADERYLIRG 

TDALQEWMQK TADQAIADLD GVSFNI PEQA RQVECLIDPA GTGGI FYTPP SDDFSRPGRM 

WWSVPKTQEV FHTWQELTTV FHEGVPGHHL QISQTLVEKD LNLWRRVACW NSGHGEGWAL 

YAESLMKELG YHEDPGNLMG YLDAQRLRAA RVAI DIGIHL NKRNPECTGL WDASYARSFL 

RENTSMNEDA LYFELNRYLG WPGQAASYAI GQRLWLNLRD EAISQGQTLA QFHSKALSYG 

SI PMGILRDQ VLN 

> RXA02300 (1-333, translated) 111 residues 

MKTYAVLIAV AGLALAGCSS SAPGIWRATE PADAYLEIAD DGTLSGTDGC NRLFGGWEKD 

GSTITFGAIG MTEMYCEGVN DWLSQMHTAT VTDATMTI FN EAGSNIGELK R 

> RXA02301 (1-717, translated) 239 residues 

MDLALAQVDS TVSGLYDALD LIGVLLNGI I GGTIARQRGY DIIGFLFLAL FSALGGGMIR 

DMLIQQGTVA AIDNQI YLAL AFSGALIAMA VNFKGRVWEL FKVHGDAIVL GVWAVTGSVK 

AMNAGVAPLP SI FMGVLTAV GGGMVRDVAT GQTPTI FGGG TLYAVPATLS ATSMVI FHSF 
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DQVILGMIIS PFLGIALAVT AYWCGWVIPV NTDFAPVNLT VSQLRAMLSK AERKDKDQK 
> RXA02302 (1-765, translated) 255 residues 

™S™St G ^" SVLASAL fgaiffisga ieakaetlva WRVLLTAACY LLALLHPAGR 

pppp*h™ RSQPRQILYF IFLVVLITLQ LWLFSWSPKS HALDASLGYL LLPIFLVIVG 
J!™ LQWIAVGIAL IAVTLKFVIS AQLSWVTFAI AAGYALYFAL RKYSGLNNAF 

A ^ A ^^ ALS PLAF FMLATV EDPLSNAMLS MVILAGLAGA LAMALYLAAS TLLSMPMFGL 



> RXA02303 (1-720, translated) 240 residues 

DPDPADRYIA HLPDRTTHTA MIMLGSGLDH SMPGVAFIGG VSVDDVPEVG GAIFHPSNPT 
GRWAVSFHSG GWWRGSGDAL EFQWRPEVAA AAELSGTTIL DLDYPLAPGH NLHDMNEVVG 
KAVGYARHHN PVSITGWGYS SGAALAAINA SLFDALVLTF PDLGSVEKLP AEIRGDAVVP 
AAAAWPTTFV QIAAQDEIAE RPGELGDATV KEYVSRHRIS TPKVAREKIT DVAEFLKTVC 

> RXA02304 (1-891, translated) 297 residues 

^I!o^ LKIL SAMVAVTGLL IPTWPMAAA DAAELSDNVP DRTQIAIINP DGSVQESDNA 
EESRPALSLA KLYLGYYVLA QGAEEDIELV PDMIRYSDDF TADYLESEYP EAIPEVIDAF 
DLEDTEWAGF WGNATTSAVD I AT FVAALID DPTAQPLLDA MSDTAEYAAD GYAQNFGTFT 
LSDVTGTKFG WSDSLDVHSS VSFGPGFVIA ANTYGDAETL TEDVQDSVSS LYPEEVTTAI 
EEQVDQLCEC AAETTHLGMH TGAELKAQLE GTIYGKTLSF LPNSAPAPAF IYNLLAH 

> RXA02307 (1-390, translated) 130 residues 

MSGTAIMYDT TVVPSKKEIA QAWTGYVDLQ GSYRLVDTVD GEVGVEVLIS KDREGRLLQI 
PFSYRSAEIN PEQTLSTLEH GVLGKRWVTN ALGDPVAVRE FIRTILTGDD GAARSDGVKG 

YLDIKGSGDA 

> RXA02308 (1-429, translated) 143 residues 

MSETQSNSVS AVMPAQLPPG PAERTVYSYG VRAGDQVHIL RMEAFDSDAN IVGERDIEAH 
AEQVFKNLQA VIHEAGGTIN NIVSTTTYLA DVT DAPVVNA ARSRYFTGEV LPTHTVIGVA 
ALARPQFLVE ISAVAYLGDL SKD ft 

> RXA02314 (1-441, translated) 147 residues 

MEWYQVRRRA RQLLIVLFIA AMLGAASMVI GPFLNDRTIE GNSGRALAQV TNVGSYRTTV 
DFQDENGIYH SPATGLLFPT GLGEGQRVWV NYAKSDPDLV KVEGRKWTLS IIPALSVAAV 
ATATWSVLWL GVGRFGRRSD DANETTV "rtLavrtAV 

> RXA02324 (1-1086, translated) 362 residues 

W™^m£ sgflgsgktt llnqilhhrg srkiavivnd b-sf.tntdaal -iaseghltrg 

EDRFVELTNG CICCTLREDL VDSVGELASS DRFDHIVIES TGISEPMPVA ATFEWQWDDG 
TRLADKAPID TMVTLVDATQ FIDLIRKNTS LTEADMGATE DDERTIADLL TDQIEFADRI 
*"*f° LVDR TVLEQTRALI ASMSPRARID LLIDGLNDGS PITDDILGAF LYDEATARAY 
EGYTEELENP HTPETEEYGI SSVVFRSDRP FNKDRLLQVL RSTTGLVRSK GYCWIADHLN 
IVQVWHQAGP NLSIRPAAYW ANSEITPGTE LVLIGIHIDG PTLLALLQGA TLTDAEVAAL 
V J_i 

> RXA02325 (1-870, translated) 290 residues 

MMDHAHDSCS PTLRRDLEVT GQLQPEKAVD LAAPHEGKVA NITKVTSSNM EHTITQASKA 
KEVVVLIGHS LLPTFQDLEK DILHFQAGNK GRFSVAIVDP DRSADVVARF RPKQIPVAYV 
VKDGASIAEF NSLNKEPVAQ WLDHFVSRET IPNEKEGDVD KQIDPRLWRA AELVNAGDFR 
AALALYEQLP QDATVKRAHA AVSVLARMSV ADRGEDPIEK SRRDPDDVNK ALAAADMYVL 
MNQPDTALAH LAALLPKPEA ARRIVELLNL FDPLDLVALE I RAQVGNAMS 

> RXA02331 (1-366, translated) 122 residues 

MELNGGRFYA RKLTSDNRID DVPALSLILA DAAQFIADAT TAWHEDTEYT WAICEQTSVE 
LLALARLDPK QRTLEVVPAG DPATQLPNDP VLAPKTIGDA VAEGRDTITR WAQGYLEISL 

> RXA02336 (1-180, translated) 60 residues 

MKDTTEINWQ GYADGTAIRE AVIHSIEREV SAGEQPTPND LKFLGLFQHR AGYVGSLITG 
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> RXA02337 
MSKLYAGARI 
ASYFSPDRGT 
HDFVRDYFAT 
RRHFDPQSRQ 
GLSQYFAAAV 
FVRSDRAG 



(1-924, tr 
NALRRTHQLT 
ATATRLAETL 
HKNYIDSLDR 
ILLRQDLSEA 
VMPYTRFLEF 



anslated) 3 
QSALADKLDL 
AMNQGPTMSM 
LGEELATAIG 
QQCFQLAEEL 
AQDKHYDIEL 



08 residues 
STSYLNQLEN 
DDLLDFADRF 
QPGLRVTRLA 
TFLAHAELLD 
ISEAFGVSFE 



DGRPLTATVL 
PQLAQHIIQP 
QLLDAEYNIT 
TLTTDQPDLP 
SACHRLSTLQ 



LQLMKVFDVE 
AEVDPTHSSA 
VRFRAPDITG 
SEAAIRLAKV 
RSGASGVPFF 



> RXA02338 (1-480, translated) 160 residues 

MKKSIVVFEV EGGSDKHFDG HRKDTMPIVN SINDAGWQAE VVYYRPEWTE GLFEYVSENF 
DGYISRVNPG NIPGGERGYF DLLTRLSEAG LVGMSTPEEM MAYGAKDALV KLSqSpS 
DTEAYYDVET FHKVFPTSLS FGEARAQAKT WLHRLPHLAR K^IDLVPS 

> RXA02339 (1-492, translated) 164 residues 

PTDNLFSYPA QRYDLLTLAF EVRIGDMVQI NDMLAPPPVK LPEDPALGAD PTLTSTAIAH 
AENLIKSASN DEEKIQAYAF ARTGYHRSLD RLRANGWKGW GPVPFSHEPN 
QGVLRAIASL ALAAKLIGED NEYDRCRQML SDADPESVAV LLDK 

> RXA02340 (1-639, translated) 213 residues 

ERVLKQNRGS TGSGIWRVQL VDKELAASIE PGTALPLDTE IKCTEAVDNH TEVRKLGEFM 
DFCDQYIIGD NGMLVDMRFM PRIVEGEIRI LLVGPHPVFV VHKKPAEGgS NFSaSfSGA 

co, T J^ EQW QELIDLFADA KPVIAEKLGG DNIPLIWTAD FMLGDVVDGK DTYVLGEINC 
SCVGFTSELD MGIQQLVASE AIKRIEEFAQ LTV 

> RXA02341 (1-411, translated) 137 residues 

^LEKHIA SGDRIHVDLT SPLSAMLFPI FELIVITGIC WMGIGFLDQL PGIDGTNPAD 

ch™£ ™™ v r K rfglplirqr rlrvilsdrk ™™« 

> RXA02347 (1-321, translated) 107 residues 

MDELGVGWCQ CEKDSITGKA PHPVNKPLVT KSIIRALGDV PDVMSNQDIS LVVVDLWKFD 
TITPPIAESL MRSVKAVNGE MHPQYPTATA MAAIKHFSNT FDGQINA 

> RXA02349 (1-390, translated) 130 residues 

™^ IAHG NDTYRPTEH S SGAWRDDELH LAPVAGLVIH HMERWRREVV GDALVFSRFS 
ealpsSela DVTLRTEIVR pgrtieliet VAEINGRVTI RARAWLLKTS DLAHISGDTF 

> RXA02352. (l-555,_ translated) - 185 -residues - 

IYNTSSTLNG FIADKDNSLQ WLFDVPGSDG ASEDFGNFLS KAGTIVMGST TYEWLLKDLD 
FISDPHKWTD VYGDRPTWVF SSRNLETPEG KPVKVVNGDV ADVLPAILEE SPENTDIWIV 
GGGDLAGQFF DAGALDRIIL TMAPVFLDEG QPAMPRRIES NRLRTVNVRE VGQFTEITLE 

1 1KGA 



> RXA02356 (1-996, translated) 332 residues 

MATVTFDKVT IRYPGAERAT VHELDLDIAD GEFLVLVGPS GCGKSTTLRA 

VIKIDGKDVT GQEPADRDIA MVFQNYALYP HMTVAKNMGF ALKLAKLPQA 

EILGLTEFLD RKPKDLSGGQ RQRVAMGRAL VRDPKVFLMD EPLSNLDAKL 

LQRRLGTTTV YVTHDQVEAM TMGDRVAVLK DGLLQQVAPP RELYDAPVNE 

MNLFPANGHK MGVRPEKMLV NETPEGFTSI DAVVDIVEEL GSES YVYATW 

EGPVPAPGTP VTFSYDAAQA HHFDLESGER IA 



LAGLEGVESG 
QIDAKVNEAA 
RVQTRAEVAA 
FVAGFIGSPS 
EGHRLVARWV 



> RXA02358 (1-291, translated) 97 residues 

v^fun^ DI DGSLKKLT LDFLNKLATN PASPGLHIEP IKNSIDSRVR TGRVNDQFRA 
VLFELHDEFD HHFVVGGFIP MMMPSPRQEK SALKSTL 



> RXA02360 
MRGDVQKITK 
KPQGSWTWVV 
GNEGNLKFKL 
IEKLRVMYLD 



(1-2433, translated) 811 residues 

VYDGKHRTLE IPVYQRNYDW TEKQCSRLFD DLSEVVKENH RQHFFGAVVG 

IDGQQRLTTI SLFMLALVHS LRASEVEEGE FNAGYNI DLA TLIEDDYLRS 

KPVKNDNEAY QKLFGPESEF IESSNLTANY RYFRNVLKAT DLTAAQLWEA 

LEEFDDPQRI FESLNSTGLE LSEADKVRNL VLMDQELKTQ EKLYEQRWNP 
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JSSKS SEE™ lllZHZ ™~« 
= JSST™ ?SK ™ = - 

EYARIHETWI NRIGNLTITG YNSAYSNSsJ ERKRTMFMr p f NDQWRAELGP 
QLIERTELLT QAALDYWPLP SqpPQA^ LPT T f ^PYRINNF IKK QKHWSEE 



> RXA02361 (1-651, translated) 217 residues 

DLPVs'S ImSS EvIfdSpfSo fl S ^ T TLDNWAS ^NMLLEEL ^SLXTX 

ssss =i 1= EF "= =™ 

> RXA02362 (1-3699, translated) 1233 residues 

1111== 

iiiiiliipiiili 

s= si EIEF s= s= 
=i E l ill P= iiii iEi 

i= iii il = i= =i 
™ i ~ =s =™ 
.ssss ™i 1= ^r™»£ ~ 

> RXA02367 (1-609, translated) 203 residues 

i= E™ = = SSEE S55SS 

LGSLFGQTSP ^SgScf ° LPDKDREGPR RFDHYAPEEI TLEGGSARVF 

> RXA02368 (1-675, translated) 225 residues 

ESSSIX lIxoxS a lipfpisktk glrdidawki HTT e— 

AELSQNASLD Dvlslllwl EOPESRFT^VR LAWAAYRADQ LPRIRTKERL 

QVARSLEQHG LVsSSSS G^FXe'v sSgSS IfsT^ ^™™n 

> RXA02374 (1-621, translated) 207 residues 

IH L Y SOORC F S AAEWLTAIAF SIT ^SAGLAETV -TVKLEEOA 

WFSPAFSAYG LPHLLVeJmR SdSkSyS ADTILLFGDE DSDAVVQXDD 

gtdethvkti ndvlerietw fnqeSv vtlaaddskf IQTLYETDNK qwlvetssst 

> RXA02381 (1-1023, translated) 341 residues 

SEES = SSSS SSSSS SSSS SKKS 
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lS^SSGRH w?L F rn^ E KHYRESTGE * LMKDVYVMGL NNIEYPASLP LSSEGSSAIE 

LGTSISSGRD NVISAIDRFE SATGCTPKYL LAGYSQGVLI VDGYEEELIA RDOYT ptt ht 

?L P ^ DDP TLVGHEVTTG GLASSVEPVE DNPFkSsYCL PGD^CDRSF E^SaIgSSI 

AAAQLSTGNI RPGRVHVQYF VTTQPWDEQI FDEVASWIEA A SAAGSSI 

> RXA02383 (1-603, translated) 201 residues 

=?X S = — ™* -™ jjjg^ 

KTRTQSKAFA^ KLVELAQira HRIDEIWKSG «S»Wri^SS1!SSSS 

> RXA02387 (1-678, translated) 226 residues 

VWWCLPTWIK AGQDAVDLAL SAAVDPSPGT YLIVMHSGGG RSKSMVKKLE KV A V VH D AA K 

^VGvtll SGFDIAH^ YI PDVIHALL EGVGSDLREL ASAVSQLVED 
KAYYVGVAEV SGFDIADSAC AGQMSKAVAS TRRALQLGTS PVALAAALSM KVGOTART vq 
TRGRINGFEL AKELGMPPFV VEKTAKVARN WSGDAVSEAV ILMAdT KVGQIARLYS 

>RXA02390 (1-669, translated) 223 residues 

Styp^ T^Tn^f GPDTFFLLRL ATRSRAHAIA GVAGIVTGLT VWVTLTVVGA 
AALLTTYPSI LGIIQLVGGT YLSFIGYKLL RSASRELIDA RQFRFNADAR PIPDAVFATr 
TRTQVYRQGL ATNLSNPKVV MYFAAILAPL MPAHPSPVLA FSIIVaS TFvScl 
IVSTERVRKA MLRAGPWFDL LAGVVFLVVG VTLLYEGLTG LLG TFVTFSAVCL 

> RXA02393 (1-282, translated) 94 residues 

™sjjss ssss;r j™ sv ipiedprsep t — b ™ 

> RXA02395 (1-732, translated) 244 residues 

tw^^ FI LILAFTIFGG TAITMNRENV DGFDGSSSKE QVLFDMFSNL PLYSITPFIL 
™ ? ™ T T SADSA&WMG TMSSQGNPAP NKLIVVFWGL CMMGIAVVML XgGEsS 
LQNLTILIAI PFALVLIVMA IAFIKDLSTD PAAIRQRYAK AAI SNA VVRG LFFHrnnSf 
SIEPAEEGRG AGATFDSTAD HITDWYQRTD EEGNDVDYDF ^ZZl, PEsJeeGEVD 

> RXA02396 (1-279, translated) 93 residues 

MATTASKIST IRPAQQDALW SVREDLHARF DGLVDPVQVD AILDHVASNR EAKITVFSKI 
FIAREATAAL QQIAGNVNAD LLDFIALNRG MAA LAKITVFSKI 

> RXA02398 (1-1530, translated) 510 residues 

_VVE VKKRNL L VAPLTASLVF-- CNI.AVAANAV EVEAESPWI NEVESNSDPV CTOJVFT amth " " " 
NNNSIDISGW SLVDDKEDLE NALVLPEGTE IESGGYFVIY SA W J SfGGOE^G 
LGKDDTVTLR NAEGEVVATY SWKDLGEHAE NTYGRI PDMT GDFANTCV™ PgIknSIfp 

sgeeegvvan aqlpfhnvei tpihlggdft gedmsgvdfd SSawiI™ dig™S£ah 

DIANNTYKLT GEWETGYPEG GGEPDAEGIV AATNGDIYLS TERNNADKNV SRPS^RFa? 
vrSnpv^f VQEWDLSEFV GDIQPNGGLE AIAQLEDNIF VVgJeeS IwSaDQP 
VLVQRYESSF DGVMSLDYNA ATKQLSVVCD EACDGLSEIL EWDGEKLYKS DDKI YERPAN 

essIonsssd faTgsta^ GNTVSVTSYL waddaatneg tslnsaq^n gdSwipg 

tbbi>DNi>SSD FATGSIAGAF ATAVLAVVGI 

> RXA02403 (1-765, translated) 255 residues 

MTTFITSGGL EISPAGAHIV HAESPEGELL FVSSASQYGE GNAIRGGVPI IAPWFGGLI C 
LDPAHGWAKR SAWDVTEHDG QIHAEYGRDG LLLDIRANST KNGFfSlS yS^DEARW 
QLAFHPYFKV DDVEKIEVRG LDGVDILNRL NNEVETQDGP VTFDGfW ISpWRIF 

q D sv™s v D ekS T ™ PGES — oigegewrof vcvepaSS SqkgvrS 

> RXA02406 (1-549, translated) 183 residues 

^1^°^ LLEKW GVAPT HASFVESIAK AIPILSILLT LIVTVNGISS GNPVOPPALE 

QVRTDVVNKI NYERNLKGLV SISPELELHT AAQTIAQRNA DSDSEEKVPD PEG^wfon 

NLPYANANAD TIVDRFLNSP DHVKLLLAND YEAIGVGVAY KGDHAWIVVE SvapIdsS 
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> RXA02407 (1-306, translated) 102 residues 

MNRQNQLHYP QEVKAVESVE SSLNMSSPSA PLATPDVELD VHTLSSENLP WLCIVWDDPV 
NLMS YVTYVF QTVLGFSKKR ATELMMQVHT EGKAVVSSGE KD 



> RXA024 08 

MLIDVAGFLL 

VfceGGSAFGLT 

GEQAVENAFA 

LTTGALFGRP 

RPSHSPMDGD 



(1-828, translated) 276 residues 

GHVTKGDTGC SV VIAPNGAF AGVDVRGGGP GTRETDLLEP HNSVO QAHAV 
AAADGVMTAL ENRGIGFPVR PEGPIVPIVP GAVI FDLLVG DPKNRPTAAD 
GTHNGSGSVG AGTGATAGRL RGGFGQSSRR VGKYTIAAGV VANPVGEVVD 
EVMGVGVDKL KSAAETLNTT IGVVATDAPV TKAQAKRLAL VAHDGLARAV 
TFFAMSSGDG SGVTPVELGE LSAHAA 



> RXA02409 (1-414, translated) 138 residues 

RAQSVPKDPL AEMTGMTSGH KEAPTDPALA RLLPDFQHEG DEEYDGDNSF LRSLHEGDIT 

™ NDALGPDGNV AVTASEEEAH AWLAALNDIR LYVASGDVRG GEAAEEDREN 
LVQWLAYNQE SLLEAMMN 

> RXA02412 (1-480, translated) 160 residues 

o^ VIAFVL LFNSLVAPNN SSSPVASPST SESVEQTISE SPESPSATED QPPSSATETP 
RNRPAQPSLP AGASPANDAA ATQTDAGNLN NVYTGSASTS AGFAQAVRDA FVNHYLDTNE 
LSGRVTATSP VTGGNYTMNC EDNGEYVTCT GGNNAVVYIS 



> RXA02417 
MDMNSSDRLA 
PEAQLEPQPL 
PHPVRPARPA 
LAVLLLGAAH 
IGFLIVGRLW 
YRISTNI IRA 
SHDIALEEYW 
ALRSSDTASI 
RMLPPQRQLG 
QVRRSFYGHK 
WMVIAAALML 
TIAAMRGRRT 

> RXA024 21 
MTLLLKP1LQ 
FPLNPPRFWM 
NSPRKWWIKG 
VKGI YLITDT 
DPATPTSIIN 



(1-2124, tr 
LRTALEKLSA 
VYATASTAPA 
KPPMTSEEKI 
YVRKRGTRVE 
SLSKTEKSAA 
SMAAFAVILQ 
RSFETNPVST 
ENQRMSRLIA 
VVPWVAWLIA 
LWLQILVGLT 
NRKLLDAPGA 
SENKADVARP 



anslated) 
SATAMASASN 
LADVSGTNRI 
MRGVAIGGGV 
ALVALTVTSQ 
EGHTVFVGAI 
FVLSASWQTM 
WVGAVSPVLI 
VVGLALIAET 
AVAMTGVLLR 
LLTLSAISIV 
LWTGVGLAVA 
QVARHGATSH 



708 residue; 
DIKDLVARLD 
PRFVRHRALD 
ITVAGVILLV 
IAFLATTSAI 
AVSGFSAILF 
EWPATIVGTI 
VFITTSMFIA 
FVQLFYGDLP 
NVVSISPLWL 
TITTFIGRLI 
GTFKLVFFDL 
KNEEPSHESP 



AQEMSLIDAN 
PASEGWPLGV 
SVAIQRGWLG 
IFILEWWPPG 
ALSADAWWPI 
TAVLLVALTL 
VDWPWLALIP 
TNPLLVMVFL 
TDTQALIQAL 
AGNAGMMLGF 
VALSGVPRAI 
SSSPTTTL 



PAPTPAPTAP 
EKQKVQAPAY 
PLGRVIGAYL 
LGSLVALIGN 
FSIVAALLLS 
WDPFKITATD 
ACAVAALG I F 
IAGAALFMWL 
LILVFIAATI 
LIGHATVSIL 
AFLLSGIALL 



(1-810, translated) 270 residues 

AAG IN PEDAL AMRHVFISIH EDTNSNGITR ESKDEEILAY TASQSSDPRR 

VF.IREGGSQA RLWKVV-ENHG -EVTNDGVRRV FNLTEIELMD DLAGRLVIRW 

TTAALYTVDT IADAEPIPFP GFDNLVLSYP FLQEVMREPA YASWRTALGA 

RTGRHYVGKA EGLENIRQRW NSYATNGHGG NVKLKQLKPD TFRFSLLRVF 
AAESHFKIAL DTIKHGLNAN 



> RXA02423 (1-216, translated) 72 residues 

MIRKLARPML ASVYVADGAE TVLNTSAHVE GTQVVLDRIR YVLPRKYAKR ISRDPELVTR 
VIGGTPCVCAG SC 

> RXA02425 (1-630, translated) 210 residues 

PGAFDELTSV WGEKGGSWAA VIGFFGGIAL IAIIDRLVPT AINPHEPSTV GGAVEGFERR 
NRMMKMGVLT ALAIAIHNFP EGFATFLAGL SDPMIAIPVA VAIAIHNIPE GIAVPVPLRE 
ATGSRRKALG WATLSGLAEP AGALIGFLLL MPFIGPEALG LCFAAVAGVM VFISVDELLP 
TAISSGKHHT AIYGLIAGMA VMAISLLLFI 

> RXA02427 (1-387, translated) 129 residues 

VDFELGKRCP CGTGLTYGEC CYRFHSGEWV APTAEALMRS RFTAFAVGNS QYLLDTWDPE 

wvySgd5d M GIDFYRLDIL ettgggpfds tgtvkfqafy kglasgvqee DSTFRKVNGA 



> RXA02428 (1-1134, translated) 378 residues 

MAATLDLPDT DPIAYAMFAH CFTGSRFTPA AARVSKTLAE SGVACLRFDF PGLSQSEGDF 
SKTTFNSNVD DIVAASQWLT EHYSAPQLLI GHSLGGAASL KAATKISCLK AVA^GAPFD 
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S?SSrSn f A VTLQLGGRDV TISREFLEDL AEVNPEDHLR RLRKPLLLLH 

?Sd?pp?v? p^t^ VTR ypkslmtldk adhlltkdgt AQRAARIIAN WVEPYLVPEN 

VCEDLPEFVA EASTIKASKY GAAIRTGGHN FITDRDKSQG GKNLGFTPTS LLVSALAAAN 

SS T V ~ K VTIS0EQSM " GCIKLRRKI — 

RXA02430 (1-186, translated) 62 residues 



' wv^w^^y V-/ (— ACOXUUCJ 

MS-PV-SR^ 



> RXA02433 {1-600, translated) 200 residues 

w^^ TAVT FTVAAALAL S ACSSSDDSSS ESSTSSSTSS AASDAATQYP TAEELNAILA 
VATDPEAPIE EKVKTVQGSE NAPELFETMT QAKVESGAEF QVVGSVLPGY SmseSm" 
MFQLPDRAEQ EAEGVEFVNT DGNWQLSQDW ACILITNTVA PEQVPAMCVG TdIssIgIEE 
APAEEGAVVE EAPVEEVPVQ «"i<~v^ lUAbbAbihE 



> RXA024 37 
MSTIGNLKLV 
FYTESRDKAG 
RKATEKKESH 
PEVVAEAAVE 
EAAEEAEAEA 

> RXA024 4 3 
VILKDIFNNG 
VSHIVGDSAD 
QGVPVLEVGE 
QHYREELVAL 
SASDLNDIST 
TYISMQKINA 



(1-810, translated) 270 residues 
VDGARKAYGT YADYRDRKVS ETYDALSQAA 
NVTKAARARL EKALAEADKQ GTSALKDARE 
WVRNLSLAAL ATSGIVAVAY AFLNKTKKET 
EPELVYSTES PETTEAPAEA TETPAETTEE 
IQAEFDKKNA PQRTQSEKKK 



GEYAPKAEQA VETARESAKE 
SGKKLNRKAR RKADKAAKAA 
PGTQPPRVEV QLKKAVEQDE 
EAKTEAELEA ELEAEADAEQ 



(1-954, tra 
ELFGASSAKN 
VQVLMKPNAD 
HIDVIDYSPG 
DEEVTELLSG 
AIEDNNVPAI 
ERIASTLS 



mslated) 3 
FRKLLAVPAV 
PHSFGVSAQD 
VPDPHFWTDP 
VAPENRKLVT 
FTDTSSPQRL 



18 residues 
AASLAFGITA 
AAAMEHADLI 
ARMIAATEVI 
NHNVFGYLAS 
AEVLASNAGI 



CSAVDDTPDI 
VANGLGLEEG 
EAELIKELDP 
RFNYTVIDTI 
DVQVVSIFTE 



VVTTNILGDV 
LQSNVDNAKS 
SLTESITQSA 
I PGGSTLAAP 
SLTDADGEAP 



> RXA024 4 4 
MKNSKLLLIA 
SSPQARIVTT 
AWTEPHGDHT 
DEVEPEIKNA 
ESAALGDAIA 
LERPERVSLT 
TYPVI DAWTE 
LTGVSG 



(1-1278, t 
AVSTASILLA 
YDGGI ITLDA 
HS YTATPELT 
LKAHHGVAVV 
VGCEDGVLIY 
NTETGELTLV 
PEVWQEARPT 



ranslated) 
SCGTDSSADT 
NTLEILEDTE 
DITYSTDKPG 
LENGDLLHTL 
KDGEFTKVQA 
DLGTSYSFRS 
LFINKDRAY-V 



426 residue: 
ATASSSATAS 
LAGFNRLNSA 
HVVNHAGKTV 
GDEDSRNGAV 
PDSYGRIGNQ 
LGRGPAGEAV 
SDPSNNELHV- 



SEAHDHDGHE 
GDGRHVFVST 
LFGDGDGKIQ 
VFNAAGEEIA 
SGSDVSPVVL 
VLGTDGALHI 
VDtANGNTLA 



AEGSSTAVEV 
GGGFQLFDTG 
I FDTASLLKG 
RNEQCPGVHG 
GDYKVDKDAD 
I DANTGAITN 
SATLPGTPNE" 



> RXA02452 (1-180, translated) 60 residues 

MTPAGPAQLL IVALVVIVLF GSNKLPDVAR SVGRSMRIFK SEIKEMNKDQ IESSDQTLKN 



> RXA024 54 
MHLLNFYWGD 
LMDLQAGECL 
DVGELKVTKD 
GPHVGLTQAA 
EATAS YLESV 

> RXA02 4 57 
MFYFTVNNPQ 
LFSICFLPYL 
QCLPQASSIS 
AALEQMSKDK 
TTSSRDMDAA 
TTPWNIHPLC 
GKYMERRIAA 



(1-813, translated) 271 residues 
VSLSNTLFRR DAETYSAYLV DAETGEFQPN 
DKSIDVIALG GLVESS YLEL WTELTAEESV 
DSRQVVRIRP VVVDPGHYRA ELLSLTGLSV 
HLWMTNEYEP TIAAVPVEML DKLEPAQIFH 
LPARRDEARL LSTNPSDEDL S 



LSESRRLYDV DIARVNI IGE 
DASEYWRLSE RIDRLNQLGF 
EEHQAQRLLG SIQAYQAVEC 
EIVDHRWFLA QERGGAVTLP 



(1-1110, t 
DPLSTEIVET 
PNFHKLVEKL 
AMMRKFIAQH 
DCTPGTSLLH 
HFS YTTAYAP 
VFHHIQKTEG 



ranslated) 
NRRDLAFWHR 
GHLDMARINA 
CPDDKASSAT 
IIRGLPTKVV 
TREMRVYIKG 
RLQCYPLPDG 



370 residue; 
LRPKDDDDLA 
ITKAGEKVPS 
NDGSIRYRRN 
LNTYGTKDSP 
LRTTCSVPGC 
TVLFLVDGIP 



TAINKICVRT 
EKRELFDAYL 
NKGGISITVD 
EYLEGGTWLS 
SVAVENCQLD 
VFSIPDGPLS 



GLSRKLIAAC 
VDYLTPRAEA 
ATASEVTEIK 
KEQSEFWKTR 
HIIPWGEGGP 
KSNKTWGTKF 



> RXA02459 (1-735, translated) 245 residues 
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LARRS YDESD VRVRPGKGTR 
ARELGRTAIE VGDRVGVVGD 
QLLIVSAVAD PPPRAGFVER 
CGVDDPLDPV LEVVEGHITA 
GRSCH 



PRTKDRPSHE NALVGMVVTK 

TSGRPGSLAR I VRLEERTSV 

ALIAAFVGNL QPVLCLTKSD 

LIGQSGVGKS TLVNRLVPEC 



DRGRWGVVLD GRQDAIVTMR 
LRRTADDTDP FERI VVANAD 
LADPAEFAAE FEALEVPVVV 
RSLNWCRVGG WQGSAYVDAV 



> RXA02460 (1-504, translated) 168 residues 

LRVYIPATFS TL RGLNESRY— I-TARSGYGF-A- V-T^PALLBFYT-DGDEEETAHA~ATODAAEA"SI" 

RLLAIGDEET FPYRRVVVSV DVDDSVVTYQ PENGESVVKL SPAHINLDDV AAIHIDVEAS 

EADTKKAIEV IDESDLGEED AELTVGDAQD NFMAWYDPEE LPFLVELL 

> RXA02461 (1-408, translated) 136 residues 

MRGLI VDYAG VLDGTDEDQR RWRNLLAAAK KNGVGTVILS NDPGGLGAAP IRELETNGVV 

DKVLLSGELG VEKPEEAAFQ AAADAI DLPM RDCVLVDDSI LNVRGAVEAG LVGVYYQQFD 

RAVVEI VGLF GLEGEF 

> RXA02464 (1-507, translated) 169 residues 

MGTTPDDSRT PEITQDIEIT DGRIVAIGQS VAAVYTNDPS PRI VSYNDDG ELVGEQAVDE 

VEFPDPPFQS ATADLPHHMS WFNGDSLVLF SPTQLNVRQS FNDALGTGIA LNGSLLYPTA 

EGITVANWDT GEVQRTIPVD RAGYDGEVAL GVVGQVIVEK RGSEIVALG 

> RXA02465 (1-399, translated) 133 residues 

MPASIRWGGI VALIQSTIGF GYAFFLI YRE ATGETDPSI V YETDNANTWV GYGTAAFFI I 
VFGTVVAGAI NMMKGHRWGR GAVVMLNIIL LPAAYYMFIE GRFSWAI VTG ISALFVLGAL 
FNKRAVLWAN NEI 



> RXA02466 (1-87, translated) 29 residues 
VGEGQEQTFT YVIEIEDGVN TAAYGGDDA 



> RXA02467 (1-225, translated) 75 residues 

MDIKIGFADT ARELVISSAL QQDEAAAKVS EALANDSGVL DLSDEKGRRY IIRNSRIAYV 
EVGTSAPRTV GFAGA 



> RXA02472 (1-291, translated) 97 residues 

MSFVNITALT FPAGAEKE1E QRFAARKKAV DTAKGFQEFE LLRPQFGEDR YFVVTRWDSR 
EDYQAWSDAR PAGNHADDEQ RGMSVEVLGF DVVPLEG 



> RXA02473 (1-741, translated) 247 residues 

MVAEYPDGSS EI FPVTLNLI PEDTLVYDAV YKFKSIRTGS EDQITPFVSN . QPDVPFPAGT 

SFTLTGYYEI DQLRSAGWKF ELNPVTGELS VTVPISVIYP DGSRDNTIAT MESVGPDDSE 

LFKPDFDLIP IKSGDYIEIG VLAPGLPAGT EFHLDYYALP DRFFDLGGST SLSGNGKFSL 

GVPLTWNDDL QLPISITFPD GSHTVENLHV DVTPANFAGN PI DEPKDDDK DHPQPAPKPS 
GSSFGSS 



> RXA02475 (1-1155, translated) 385 residues 

MLGLSRRKFA MLAALTAGI V GVVATGCSTP AEPETIDNPV FIGISIDPIK NLSPNHAANL 
FALSADGSGG IFQELAPTYF PSIHRLGNGF IAPDRDSLVV VDASLKEVYR HEVARLGVGM 
QTQSARSPLH KSVAFSFNEG TAEAPYRHRI VSATEKTSAS AMTDQRHFAL TACDDGSTRW 
VEYSPDRGME DPMGPGSARI VTLQADGELS EIDVEWNFPD RPSAPIILSC EDPSAYIVSE 
EDI I YVKDEV SPAESIGKLP AYEI PDRARF DTVSGEDYFA FTSTGMLTRI NIPQAKIVYA 
QSIDLYGKHP VSITFDSDRA YVVTSGDSGE SLLEI DLNDP TCTSDQLSLT GFNKLLTARK 
PKPEPSIIIE TILPIDPNYS LGCKS 

> RXA02478 (1-1236, translated) 412 residues 

MRTSLIARGL YRI PALVWDQ GLLTLFDARL SVDDLPAPID VVSARSSDGI TWTTPEPAIV 
ETEHRGVGDV CLVTGDLCFH GLSNLAGFFE DPTDLEPRLA RRDVSGWTSI SMAHYFADVD 
AAFASSGTGL VLADGRWIQS FVVRRGREIS LRILRSDGHI TDIAGGNESA MTQLPSGRI V 
LHSRGVGHRL SSVSDDFGET FTPLEPVPEL I DPGCNGHVF YWKAAGMLAA THLADPDLRR 
HLVVDLSSDE GATWAHRITI EREEAAYSTA AEMPNGDVAV VWEAEGTRAI KCTVISVNDI 
SLRIDEPISD AISLRHVVIN DDHDGIEVAL PDASQWGEGV FKIVSNPDAS TQKIRTRGKP 
ARQTLEIGDE LVFDIRKGGE VAYGVTVPYD GRSLGKLNRI LEWGCRGRFA VL 
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> RXA02482 (1-810, translated) 270 residues 

VGVAKSKKSA LPKVLLTIVV ILLLLVLVAE FGLRFMIGKQ LKDEFQAQAS SOGISATEEP 

SISFGASPLL LGIARGSINE VTIDTPDSVS ITNQDGVPSI SGTPESTIQL OGLMgSrdN 

™J?££ TT LATDDFILAT IQQQMAEATG GNSTSQGFAE QLIQELIKVT WSDplmT 

IEVEFTDGAA RASLHPIVTN GQLGFEIVDS QLFGFGLPDE ISQMLTDALQ SSINeSJ 

QIQSLEVVDA GINVTLTGDN INIQTLEAAQ oSINEVAGGL 

> RXA02483 (1-813, translated) 271 residues 

MADHAHNLRA S FRKGANGKQ KPIGVITRGT TGVNRLRRFD RWCFHHPKIR SLLDATSLAL 
DVGYGASHTT TVEWGRWLHR LQPDMDVIGL EINPERVLEP QNGVSFELGG fSaJSSl 
VRAFNVLRQY DVDQVEAAWE TVTSRLAPGG LFFEGTCDEI GKRCTWITLN SDgJoelS A 
WDPWGISTPS DVAERLPKML IHRNIPGEKI HALLAAADLA WDYcSSh GPRVRWeSJ 
EMLIDQGWPI AVSRRRVGDS LLTVPWETVA P " G PRVRWEKAR 

> RXA02484 (1-501, translated) 167 residues 

MATRTENTIT INQPVGKVHQ ALTTEAYWAY IAENLSPEAG EVNEFTAADG GATATLFEVL 
PLEVLPEAVR AMISQALKVK RVLTVPALTN NATTVEYNAD VKGTPVDFKG ™JgDDa1 
TTFDYSNEVS VNIPFMGPAI EPKVADALGE LFANEGALTE KWISENL TIAINGDDAA 

> RXA02486 (1-636, translated) 212 residues 

MTEFSDVPGT AAPLHRALEN AGYSTLESLD GVPYKTLIAL HGVGKTGLGR IQAALLERGL 
W SLGEETKGAT ITPGHTGKVA SDIKTHITSV DPVAYVDGLE GRRVAHGHQL SgRVTCA 

~ ?eSv?x; K^ G n^n T Y n SH TGREGDW ^ C GFSPAKSKIC LYGLKDSPRG EeLqkIgS 

in TEGRGCVYIN kpedidldvl eamiseswag qg 

Vn > RXA02488 (1-369, translated) 123 residues 

*J kltatgvdvm gtfypegeal apitlnltne vvcdepetpv epevpvepet PVDPETSVDP 

□ etpvdpetsv dpekpgddnk ddgsnsssng dilgilgila alggvgalvy nflvasgflI 

> RXA02489 (1-624, translated) 208 residues 
-2 w^ SALLA ASVAGAA LAI PATSAHAAES ICTFTGDVGW NVRDSFNSYL LGNIANGSAY 

" F^DLD^NT rl^ GKT PALTWPVDSV TSSKISTSGG AHWTGHNLYP GDdSevPNN 

ty ™, tvelsgstgr llvdytsrey inthtlgefq tgeqaelati tfakapdlts 

%i l NSVNVTGDVA LTADGVEVFG GFYTAGEE AKArDLTS 

jJ > RXA02495 (1-2568, translated) 856 residues 

^pnvo^I L GTAFLCGSLL LTHSLERTFS SIVDAGVEGV DVGVIAQQNN PDGVPFSVI-A 
EIEQYPEVRA VNII GDGPGM PSGTTMTGQS ALILTDSDGN PLQAGSSGTH PLAIYPOGEW 
VSPEPTLIDG HFPTKPDEVV VNASAAKRGG LSLGDHLTIV TPTERIDATL SfeSN^ 
AGWVGVGFTP QRYVELLTNG TDASQITIAV NDGADPMAVR NRIGKNHRDL lSlpeo^D 
QTTGDTDRQL EFMTYVLLAF AAIALIVGSF I IANTFAMIV AQRTGEFALL Severn 
GFSVIMEAVF VGLIGGFIGI AVGFGVVNAL VQVLNQFGDT LSSIDiSna SfIFpIlS 
VTATVLSSIS PAHRAGNLPP VQAFESSDAR SDALGRIRFL VAAVMLTLG^ Sl"IgIwS 
AINGDEFKTE TRLAFIGAGL LLVFFSLSLS GPALMVATSQ TLGVAIMSPF R^SlJoRN 
TLRNPRRSAT TALAVTLSVG LVACVGVIGA TTRASVFGSM ESTIKSPYV^ SISS 
Sr^S MSAAVAQEIA QTRGVGKVGT LMTGSVQVNG WDNENTTIFD GDLSQFLDLA 
VRSGDAFDDE TPGVMISTTY ADQSDLEVGD TVTVNPYGSD DGIRVPITGI YAETNLVGHT 

1 1 ygli"at^av ? IFVNGDGST tneelrdilv davapf^vJ Jkskdefrgs 

SlLSIHP A^rrxf^ IIAV ^IVNT LFLSISERTR EIGILRATGV QRGQIRRMIT 
£panrSr?s JSn IGWA IVSCLR TRGMAPVEFP WTQIGLMLIS AIIIGGIAAL 

> RXA02496 (1-807, translated) 269 residues 

wnc?fgtpdc asirageelp ldfprewyef tdptdiehvf sidltwlesn 

LAS^dSdIF S ™ "f I GCCGHGAFLA DETDRDQLYD AVAQMPAKYW QLRPASTDSF 
Jnedlwwp S edgnpepalk ttvvngacif ANRAGWETGA GCALHQWGVN 

PRrS^AroM f 7 ^ WQLPLRR LEA WEERPDG QEILRTTITE YNRRGWGNGG EDFDWYCTTS 
PRCHTNAEPM WKTQETELRA LMGPNSYEV 
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> RXA02498 (1-804, translated) 268 residues 

MSEEKLTVAE LMARAAKEGR STDAPRRRRR RSIEDGGVSV AELTGSI PAV KEKPAESKHS 

SVPIDAPAEP EVVEAPKPEP AEEVEVASVE GDVDKQETPE RPAPSNEETM VLRIVDEKDP 

ISLTTGAFPV VPAVAAKPAP VVRAEKDADV ETAVKADFAE VEVDNTDTTQ MAVVEEVDEE 

PEQENKMSVF AIIMMAIVGV VLGVVVFLGF EMLWERLNKW IVAVLAVGVT LGMVGI IHAL 

RTSRDGFSMV LAGIVGLVMT FGPLAIVM 



> RXA02500 ( l,^99. f _t.r.axis.la-t-ed-)— 3-3— re-s-i-due-s- 
MGSVIKKRRK RMSKKKHRKM LRRTRVQRRK LGK 



> RXA02505 {1-171, translated) 57 residues 

VAGTHAYVNE TLSENEFSMC RKNEPGLVIE LENISIDRIV ISTPDAHRYA DELMAAV 

> RXA02506 (1-882, translated) 294 residues 

MHLNQLEFFI AVAQHGQINR AAEELLISQP ALSRQISALE KSVGAPLFER HSRGVSLTKA 

GEILHEEALR TLSRMQSVVD EIQSGEHLIT SINIGVPPGI PIDWLRCQLI DLGPETRISL 

IESPTDDQLK LLKQRELDIA LCRRQSEAFA TTLVHEQELG I VVRKNSELH QKVAGKDNAT 

LFDLEGLRVL AHSRGEVRIQ EEILKNAMLA AGVNATWIFR KFGQYSSLIA DLVQADVALT 

TEESARTNFP SWQWVPIEGE DASGNDLVVR TWITWNPQPT PAVKALIQKF IDGN 

> RXA02510 (1-636, translated) 212 residues 

MDSSDSHVGQ DVYVDQGLGE PDRLERLWAP YRMSYINTRS GGKQSTTAKR DPFIEVPKMS 

DEDGLIVARG ELVYCVLNLY PYNAGHMMVI PFRKEKNLED LSLAESAELM LFTQTAIKAL 

KQVSNPDAVN VGLNLGKASG GSVGDHLHVH VVPRWSGDAN FMTVI DGVKV LPQTLRQTRA 
MLAQAWGT I D GAPGTVDPTL TSAIRTAAPK EH 

> RXA02514 (1-837, translated) 279 residues 

NSHNPTPVTI TVTGKGEGVT SFGAISIEVE AGADAI VALQ YVGSGTHADN VEFI VGDNAR 

LTVITDTHWN ADAVHLSNQL AQLGRDATLR HTVATFGGEV VRIVPRVRFT APGGDAEMLG 

VYFADDGQYF EQRLLVDHAV PNCRSNVLYK GALQGDKNSD KPDARTCWVG DVLIRSNAHG 

TDTYEANRSL VLTEGARADA IPNLEIETGQ IVGAGHAATV GRFDDEHVFY LQARGIPAEE 
ARRLIVRGFF NEVINKVPVE SIRGELDNRV SSELAVLGM 

> RXA02518 (1-411, translated) 137 residues 

MSEHTENTTE VEDQNASTFE AQSSERPEQS EADLAKAS DV EEYMRDVIDP ELGINVVDLG 

LVYDIYIING NEAHIDMTLT SPACPLTDVI EDQARTAIVG NGIAEKMSLN WVWMPPWGPH 
MITEEGRAQL QALGFAV 



> RXA02519 (1-1806, translated) 602 residues 

MFSAPLRRMM RVTKDEQIQP NSNAPENRKW FPRAPRPLRQ FLDTLPRIGT AGSRSATLHV 

EDEQSPLGAT LFDVATGASS INDRDTDASG LEPEKIRRFA WLRLIGTMGA LMI AFGALGA 

GALPVVNNPY VDFPGGNFMS RMLQTSSMIV LIGVGFLVLA WVLMAPLVGI PFKRSGNRTA 

SVSLSMLRRT FGAWVAPIML TAPLFTQDIY SYLAQGSVTA QGMDAYAGGP LELLGPDNHL 

ARSVPFIWAQ SPSPYGPVAL SIAASISVIT NDSIVGGVLA HRIASLLGVV AAGWAITMLA 

RRCRVSEEAS FYLGVLNPLL ILHLIGGIHN ESILLGFLLV GLELGLRGTD RIQTGLWGPA 

WTYIALSGVL ISCAGLVKVT GFIGLGFVGM ALARAFHARG HRHVVAIGVA GLVQVAALVI 

TVVVLSVITG ISLGWITGQG GAATIRSWMS MTTNIGVISG FIGMNLGLGD HTAAMLVVTR 

AAG I A V AAA F MVRMLFATYR GHIHAVGGLG VATFVLVILF PVVHPWYMLW AIVPLASWAN 

RLFFQLGVIA YSTAFSFFVL PRGLALPVGT VFSI YFGAAL GFSILLLVGW WSLRRNPTFG 
LH 



> RXA02520 (1-684, translated) 22 
VGDVVKGNDA HTGDGDTRRK ILLILLERAP 
EAANPRQNPY EPKMRGRPAK TYRLTDKGRS 
RKRIETI VEG ITPADVTDQS IEDTAKSLVE 
ATEFPELCEA EHQAVSELLG QHTQPLATIA 

> RXA02521 (1-1443, translated) 4 
MTSATTNPGV NEPLTDDQI I ES1GPYNYGW 
WMLQQRLKAL SIFDKKPVPT WGADLSGIDF 
LGI PEAEKQR LVAGVAAQYE SEVVYHQIRE 



8 residues 

VIASDIAEQL QLSTVGVRRH LDNLVEENLA 

I FGHEYDSLA AAALATLREV GGDDAVRQFA 

AFSRHGYAAT VDATRNGLQL CQHHCPISTV 
DGHGICTTNI ALTPIKHS 

81 residues 

HDSDDAGASA QRGLSEDVVR DISAKKSEPE 

DNIKYFVRST EKQAQSWEDL PEDI KNTYDK 

DLEEKGVIFL DTDTALKEHP EI FQEYFGTV 
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JSvegSS TV^fuf FIYVPKGVHV DIPLQAYFRI NTENMGQFER TLI IVDEDAY 
VHYVEGCTAP I YKSDSLHSA WEIIVKKGG RCRYTTIQNW SNNVYNLVTK RTKVFFPPTM 
EWVDGNIGSK VTMKYPAVWM TGPHAKGEVL SVAFAGEGQF QDTGaSS ApSsSN^S 
JESSES LFY^M^Rrfa NAHHSTSNVE CDALLVDdJs P^yZSi RNDhSlGHE 
ATVSQVSEEQ LFYLMSRGLA EEEAMAMIVR GFVEPIAKEL PMEYALELNR LIELQMEGSV 

_^RXA02524_(-1^6-90- / -t-r-ansl-ated-)-230-re-s-i-aue^ 



MTETTPQPPK PEPELPKFLS NPERADIILF IALIVMGIFS LCMIPLRAWM LTQPLAYTLI 

FHRMF^Iun ^ NASVENGI WWVYWLCTLI GALKFMPVYW LMGKRwSS IDMS^WR 

FHRMFKKSVD SESTRLYAWI IGLIPLAYLP GPVPGTILNA VAGLVKIPFW IIMAWNAICV 

LSVNGLFMWL GYTFGEQVLD IVNVVNRYML WITLGLLALM FFRARKQFAK ilMAWNAICV 

> RXA02525 (1-378, translated) 126 residues 

SO^rHPPW wro™ PSEW EKVLENL ^ LSESGFVASE IHSQIVDLTC EPDNMLVTQF 

Sqhrg evlhrlving ssdlelkdlt KKVVGALPQG TYWYGTSLEG atepgvnasc 

> RXA02534 (1-804, translated) 268 residues 

ddfmw^S Io^ LSKFID IENIMLVGAR crdihqqkyr dqtagrrtkd vdfalalesw 

oaelyplSI tignipvdlv pfgnienppg evlsrkghll nvagfkevfe 

™S£I^ G LTALKLHAWL drkennikda sdlalilswy eedvetlwnr 

ehsSpi?rrr ™ L lgldtgrilg hketqalldr fneqsppeln qfaesleapp 
ehshplerrr iqveallggl rdslgyde 

> RXA02537 (1-462, translated) 154 residues 

MLALKSSELE GIATSLTAVA GALHESNTDR LQSWQQLETM TSASSLIQGF IKLVDYNRPT 
VNIVEQMHKT ASTLFNTADF LRTLEGYVDV LEKQADKSIT LTVMLRY^AS 
REINALCTAI TPEPLKHLGD FGTLPPQQST SFIW LSSLLDLMCA 

> RXA02538 (1-672, translated) 224 residues 

VNAPPEIRAL AEAHPDMQIL EAGDGSLVAS FGDIDRATTV TTIVAGVGSS NPEGWNTYVD 

SsySwg lir™lr YQ APASIPAAVS GAAANRAAAD LQRFQAAlJ RNPHQRKWM 
GYSYGSTVVG KAASSGELSA DALVLVGSPG AGVSHSSQLG APVYAVTGSA DPIGFAGTOY 

DGIHGTDPTA alfgatvwds psthsgywnd qeflgnvaev vrgk dpigfagt Qy 

> RXA02540 (1-438, translated) 146 residues 

Sdvet^r S™S gevfvisvaa elagmhaqtl rtydrmglvt pirtrgggrr 
-^^ E ^- E ^» LS 2 EEG vnlagikaii elgeenrnlk eslrkvtaen eqlkdqlrsg 

RPRGELVHVP RSTAVVMWER RKGRSK 

> RXA02544 (1-1428, translated) 476 residues 

VSHTCGIVIF VSTESGNTPK RDDAKSTIPP KDLPDTVL DA IEGNFEPPLN TQKSAVPPNA 
EATVEADSEG TTDRSVILGR DGRWLSGWAL RFIVLVIAGV IALRMLGFIW VGILPVVLAL 
LVCTVLWPPV KWLREHKIPT ALAVVITILG FFALIGGVFA AIAPSVSSQT KQVVDqSJg 
IEDLMDWVQG PPFNLDISQF EGALNDLTSM LQSQSSTIAS GVFSGLStS SwSml 
VLTFFFLKDG PRFLPWMRGF TGENAGWHLT EVLTRTWNTL AGFIRAQALV SMVDAIFlS 

gllllgvpma lalavitffa gfipivgavs.agalaviial vtngvtSall SJJSJIJS 

T IEG "^ SPFL QSKAMNLHAA VVLLSVTVGS TMFGIIGAFL AVPVAATLAV WRTOSEmS 

LRAGEITSDD ieiattkgsp tslngqetla airsrfailg rkkptsatae KADSES 

> RXA02545 (1-558, translated) 186 residues 

wn™ VSAT TEEAVYLPDG idllvtgigt taatmiltke LATREVLPAR ivnigtagal 
l^^lll 1 EYVL Q HDFSS eliaemtgkp csngstlats ghfpvaslat gnsfiadset 
avke?k cdmegaalvg vakhfgvpit llkqvsdsad eeasgswfda vdagarqlae 

> RXA02546 (.1-1104, translated) 368 residues 

MPLFIDDALH RSKKYFHAHL SELLLGEFAG LSLPLHPPTA AKAAADI DAT RF FT ROWFPR 
DDVEYAIRNW SPVGLGKTEV PVRLTLNTTE ELVVFAQVED w" QLSGfSeW 
AKHVSLWRSL SNDDLSKAVL VVDWFLKHPN SGLLKRAVAV EGVHTKWLEN SvLlS^A 
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DKRGEPGRAD LGLGDAEARV RLRFHSVDAP AGLTDIEVPL SNLCELQEPQ VILMVENLDS 
FLALPTWPGV TIAWGAGYRA VDIVRGPYFS NGRLLYWGDL DLDGFKILDG VRSHVPHTES 
VLMNSETVSR WRYLGVADRE FKAESFDNLH DFESDALDLL ITDGELRIEQ ERIRLDVAVE 
EIEKVIRG 

> RXA02549 (1-1326, translated) 442 residues 

TLTAISSETW PIMLAPWVCL PLLSRNVDAR AIALSLLPAA CMGAVNATAT MAALI PAALI 
L LYRGLFLRL LLWGMGVLAV NSWWIGPLLV LGKYAPPFTE F IESSSVTTS WT.NPVEILRO 
TTSWTPFVDT ERQAGYLLVN DALFVTLSVL VAALGLIGLT LMKHRGLWAF MLAIGLLILG 
SAHLTAVQEF LDGPGAALRN IHKFDLLVRM PLMVGVAALG SHISLPLLGT TALTSGQGKH 
HTIPLPLQKR QAAGLLVVII AVG ALA PAWS ARLLPQGTWD EVPDYWYEAT EFLNQNATGT 
RTLIWPSSPF ARQDWGWTRD EPAQPLLDVP WAVRDAIPLV PPEAIRGLDG LDDLGTLGTG 
LNDEALKRLG IGAVLVRHDL EADPDIEVDL PGEKHTFGSQ GQVDVYLTDP DRNMWITSGT 
SKQLPTVAGG GEILSLLDTI NG 

> RXA02552 (1-795, translated) 265 residues 

VGKHAAETSE PKKNSPWRIG LLTFLISSVV VTLVGMVMLW PDSDDVVLAD NFSQTFAGNH 
EQVDGTITLV DNSACNSPDT GRVFAESPTI SAE PATLECV RALVDITSGA NEGQKTQLIT 
YAQPGDPEFS EGDKIRMVET PDTNGEI I YT FADYQRGPAL IIWGVVLIVA MGAFAAWRGV 
RALVGLVVTL GIVGIFLLPG LASGHDAMWL ALVCGAAILL IVVPMVHGIN WKSAAALAGT 
LVALLLSAVL SWASIVTTEF ARTGR 

> RXA02554 (1-624, translated) 208 residues 

MSHTKPSIAI LGAGRVGSSL ARSAVAAGYE VKVAGSGAVD KIALTAEILM PGAVPSTADQ 
AVKDADI VFL AVPLHKFRSV NPATLEGKIV IDTMNHWVPV NGELEEIDQD PRSTSEIIAE 
FFAGSTMVKS FNHIGYHEIE QDAGTGRAIA YATDDVDAGA QVAQLIKSFG FVPLNIGALE 
NGRILEPGQE AFGAHLNKDS RLELVNQR 

> RXA02555 (1-603, translated) 201 residues 

MGEQFPGDKN IRVSDTERSA ALAALGQFYA EGRLSLEETD DRCEAVADAK TRGDLNAI FY 
DLPNQQIAVV DRSEQTYTAT EVAELHRKGA RPRAGILGLT TVLAITGTAA FASTTAFATV 
LLALIPIVFI MLYVMKIGPE SWHAPTPRQL QRKRMIELRE KEKLRDMELK AQRKERTHAL 
TNRALDAAET AFNTKPWKKN K 

> RXA02564 (1-675, translated) 225 residues 

MAE VGAE PAG SAQSKTKQFV VGTAAVVITA IAAFFSIQSA SGGEDIRSNM TLIAPAAAGG 
GWDTFQREQQ QSMRVNKIVN NIQVVNIPGA GGTIALGKLS TMTAPNTLMV GGTGHIAAQI 
QFDTPAKIQD VTPIARVVEE FDIITVPADS PYNTLEELIE GWKADPAGVS WTGGGSFDQL 
VMTEIALSAG IDPKQTTFIP SDGGGEAIQA LLNGTAKAST GG FAD 



> RXA02568 (1-1359, translated) 453 residues 

IPAAPSAPGS AIPTPGTAIP VPGSATPVPA PGVSAPGASV PSIPVPGSVT PPAPGISAPG 

GALPTPGSAP PTPGGALPTP GEALPVPGAP GAPGASGIPS PGLPTPGVPT PGASLPVPGA 

PDAPGTPSIP AAPGIQAPGI PAAPGAPAQA AAHAKPVFQD AEKRPRTDEA GNAKKELPLR 

VRLAQPITRK QWAMTLGVLV LGAI VVAAIA VVLAKWAFTT EWLQDFVEKY PGKYDNPEGA 

PVGIPTWLSW QHFFNMFFMV LI IKTGIEIN RTRRPKGYWT PKKGGKKISL TLWIHLVLDL 

LWIINGAVFI ILLFATGQWM RIVPTSWDVF PNALSAGLQY VSLDWPTENG WANYNSLQEL 

TYFFTVFIAA PLSIVSGFRM SSYWPKNNAT MNKLI PIGFA RALHMPVMVY YIVFICIHVF 

LVLATGALRN FNHMYAGQDV VNWVGFGWFV ASL 

> RXA02569 (1-750, translated) 250 residues 

MSRSSKISVA FGGLLIAATW LYLVLVRPTD WESVGGSTEA LITLVGYVAG TIALLVGVLP 
TLPARTIAII PVALVLNILL GQVTGSFVIP LYLDAVGTVL VAALAGPSAG LATGALSSVV 
WALFNPLALP FAAGSALTGW LTGVVIKKGA FKN I FAT IIS GAVIGLITGA VAAPVAAFVY 
GGTAGVGTGA VVSLFREMGN SLLASVTWQS FISDPLDKAI VMLIVFVVVK SLPKRTTRAL 
VPQRVPEDVA 

> RXA02570 (1-642, translated) 214 residues 

MNPLTWI IGA FSMWIVVLGV NKLGLSIAVI IIAQVVAMIR VRNVSVLAST ALLSVPALAS 
MALIHMPYSS DGWLIALTLT ARFSALMSIF LLAATAITIP ELVKSLYRWP KLAYIVGSAL 
QMI PQGKQTL ALVRDANALR GRSVKGPVRA VKYVGLPLIT HLLSAGAARA I PLEVAGLDR 



Appendix B, page 102 



Attorn cket No. : BGI-1 29CP 



PGPRTVLVEV VEGRVEKHCR WLLPLLAVGM AWWL 

> RXA02573 (1-444, translated) 148 residues 

pISlSc SSfS EYAAKLLQPR TVEILTAWEP LHRQAARSVS LITLGVEPED 
PAHSAALKTC QEGVELAQSL GLEARAHMVE SATAVWSAIV DAADELRPDV I VTPTRPT 
WKSLWQSSTS DSVLHHADVP VFVVPPLD ^UhLKFDV IVTGTRGISG 

_RXA02.5-7-5-(-l--i-l-58^t-ransl3tred-)-38-6-reTOues- 



' 1 ICOlUUtJS 

VKNSGKNSAK NRTKGILIGV LVGLIAIFAG IYAVDVFLNK DNIPRGTTVG GVSISNLSAO 
EARTKLETEL ANDVVQPVTV TAGEQSTTFD PVASGVGIDW DATIEGTGEQ SWNP^RfJJ 
LFKESESPIV STVDPAAFGP TLDRMVGELY RDPISGNLHI DAGTLVVNDT IDGQaJdrS 

™ npegvkaepy vvpaaisqdt idklaegaga kavsspfvvr gddgZ 
vermgevvsf peengtirvd inaeaataml aeglketeie ptnaqisfss gsrvv?pew 

SSSS QMVDCftVVSP GDTFSL AIYE ™™ "™ ™S 

> RXA02576 (1-1422, translated) 474 residues 

mtptrrillw awttvllgsl lwplaapgel llrdmsvvdh palslnalgf gdlpsrnapo 
dgvlallgfl pvswivrtml lvagfagawg amrlgpskfl avtvaiynpf vverlloghS 
slvmavwlfp lvvalrrhpr wqvvaiwaas ltptgavvaa vtgvasskrk rfSlcsfls 

LL F A T t' Tap f ^r SGGALT FAIRSE ™ TLGTALGLGG IWNAgSpL ReSSS 

llfaillagf kncpwvlall avvgfmgaig pwlmpnlftw tiayvpgaal frdsokllml 

JlIGOGpiw RFnrrpfr A TGLA ™ PD ^PREVSVXRP SSAHVES^A SSgrdi 
LIIGQGPLVT REDGIPVVDP KTKALSVVES GELRVDGIIT DAPSQRWTEA TQAWAAGDIE 

rleelgvgvv vdgdtitetg appqhgwkyy lgvgltvlwm alplgllfrr k?kk 

> RXA02577 (1-885, translated) 295 residues 

MGAYDWVDII STCEFSGKVW AVFMKRSATV LI IAGVLFLI FAFTVPPYVT GOARTIPKDI 
DLTLVSESPQ GFVRTEHIVT APTEKVDEIA THVDQTVTDV QGKTVAEISD DWLIGHSRY 
PVIKPTATIS GSPADSSNVV REGLHYFFPA NTLRNSYPYY DIVLGEDSpJ DWSREGN^ 
TFYQHLRYVP LDDSHTYSVE RTLKVDRFSG IIVAKDEAMT FHGPDGDDTV EFTYTADTLK 
LLQDHAHDID QRLSWAKGFD FFSKFLGLSL LAIGVFLTGI FKRGQLMSTV NKLRS 

> RXA02584 (1-351, translated) 117 residues 

MSLLCDSIAI GLFALFARVA HQSADMPLNV QGWFFTWLPF LAGVFIAYLV AILPAKLPSF 
RIRPAGLTVW ILAV1VGLVI WGFNNGGVPH WSFMIVATTA SAILVLGWR^ LFK™ 

> RXA02585 (1-981, translated) 327 residues 

■ -^^Q IRHVS - PVGVALTMVA LVLSFVAMAR _VMQIMLKAGG SPA-TLKATTA LTFAANSWSA 
I T L ^=^ FSA ^TYKVQRSW GASAVLCSWF FLLSSALSTV WLVALGVIAV FYMGASLNLW 
SLIATFIAMV GLSGAVYWAA NNPDSLARWV RKLTKNREWG FVEKLLGSIE QLRsJKrGP 
QFAASTAWSL GNRLFDAISL WICIWAVTGT APMFEPEPNN TTIAGVLLAY JtakSgSxO 
ATPGGIGPIE AAYIAALVAT GMTAVEAAGA VIIYRLCSFI IMAIVGWVIY SfSoSk 
ANESLDVEQD TINSDSNRQS AIERPDT ■ 1 i FTPQGLK 

> RXA02588 (1-684, translated) 228 residues 

MSDVHEVIHS YNPTDKEGPE SVLLVWDAPN LDMGLGAILG GRPTAAYRPR FDAIGRWLLA 

RA.GRRAHELG RHIEPEATVF ANITPGGSDV VRPWVEALRN VGFAVFAKPK IGeJsDVDpS 

F^S^ EGVLRGVIVA SADGQNFRET LEELVAEGIP ATVIGFHEH^ SWaS^IE 

FVDLEEIPGV FREPLPRVSL DNLPDGGAWL QPFRPLTALL SNRHNSQE avahdtie 

> RXA02591 (1-1830, translated) 610 residues 

MTTAAIRGLQ GEAPTKNKEL LNWIADAVEL FQPEAVVFVD GSQAEWDRMA EDLVEAGTLI 
KLNEEKRPNS YLARSNPSDV ARVESRTFIC SEKEEDAGPT NNWAPPQAMK DEMSkS 

LHSVGApIL P GOEDVAWPrw PKLGV ^ LTDS EYWMSMRIM T RMG I E ALDK IGANGSF^RC 

JreECWMAFH ? !f DTKYITQFPE TKEIWSYGSG YGGNAILAKK CYALRIASVM 
A KTRFn?fvA GKAYHIAAAF PSACGKTNLA MITPTIPGWT AQVVGDDIAW 

™ VNPENGFFGV APGTNYASNP IAMKTMEPGN TLFTNVALTD DGDIWWEGMD 

GDAPAHLIDW MGNDWTPESD ENAAHPNSRY CVAIDQSPAA APEFNDWEGV KIDAILFGGR 

RADTVPLVTQ TYDWEHGTMV GALLASGQTA ASAEAKVGTL RHDPMAMLPF IGYNAGEYLQ 

NWIDMGNKGG DKMPSIFLVN WFRRGEDGRF LWPGFGDNSR VLKWvTdRIE SSS 
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LDGLDTPIED vkealtapae qwandvedna eyltflgprv paevhsqfda 

> RXA02593 (1-213, translated) 71 residues 

™™ padessyifa rslaevdgwt lefgvagvkn ttivssidda ittilrwmng 

> RXA0259 4 (1-324, translated) 108 residu es 

MEAMATTITV FSPTHSPAQI RETILSAAKE DDVDFLGVPF THPRNVTIEV DDELINDCLG 
WLDDVALASG LGIQYNDEVL RYGDEDISFT VQTKNDDDAR IGASRLGL DDELINDCLG 

> RXA02598 (1-591, translated) 197 residues 

VTTDQNKRSL SELAARIVSE ICAPWVLNIG FFLILGGVTG AWTLGIVAAI GTGIVPMILI 
^n^ T LGRVG NHHVTTRN Q R GLVFVGIIVC VIILIFILRA LEAPQLIWDG MFSaL™ 

w?g!vSS cyallla VCL VMFLGLTVSS ^lgllftp vtawarmrik hhSseiJIg 



> RXA02600 
MQPFPLSLTN 
LSTETPKIDF 
FDPNTMGAYA 
ESSAPSGGVI 
INVRAHSLTS 
HTAVTQMEIA 
IQRTETIAPS 
YNSWVPYYMI 

> RXA02601 
MKGEDTSMSA 
AEVSFQTYFN 
FIEFEVSLAP 
GI PTFNRPAD 
FRQGNLGGSG 
AKSPILVGGQ 
PDAPNSRDLH 
TWPGIAIWHM 
EYSTVAIQNE 
VPTKDIGGRL 
TTADGRGVVY 
DEQ . _ . 



(1-1398, t 
SSVAGIAAGA 
PDSVTAVRYI 
GNDVAAETGI 
AAILGGIAAL 
PLADDELRRQ 
QKNIDTLYDM 
APDFMDQYAR 
SSWHAADVSA 



ranslated) 
LLFLSVPFAS 
TLTDNTDKIN 
AEQDRIDGTT 
VAIIVAWATS 
WDDVNSRFLE 
EHGHEDTRRR 
LIRDYAVALQ 
ASSASSSSAN 



466 residue: 
PVHAQTILQD 
DDVENYLRAE 
DAMRPLLQDG 
YANKKKAEKA 
VNDIFGRLEG 
ELTRLRADMQ 
GVEKNLEQVK 
TTFSSGFSGA 



TLEVTVLDNA 
HPEWIQTNSF 
RIALGMLEGA 
REQFDYASRH 
LTSTSENKAF 
EARQDINDKD 
QTTERNAPAI 
GGGSSW 



DELAPEDEDF 
APGEVIIAVG 
KSVADTSVVR 
YGEVAQQLDG 
RKALPDIEKA 
AVVDDILRTL 
YDDNWRVGTG 



(1-1989, t 
TNLAVEQLQR 
AFPASYWRRW 
FEDGGWIWFD 
AVAALEALAS 
GYSRIMFEAL 
MLNLQERSHL 
RRI DVDFNGW 
AWSDKDDAID 
AMKDFLAGPD 
APIKKAMWLA 
RKRDRDKAKE 



ranslated) 
VLLPRRGEPA 
SQLDSVVLKL 
LTAETDATVE 
DPAVDAVIDT 
GGVDGKGEAG 
HTMGEVVGGH 
WMCMIPRVVA 
WQAYFHLRNR 
QLFSILDTSL 
KGLKHSLSKE 
LGKEARALQK 



663 residue; 
DVRSLYLLEA 
KVSGEARVDL 
EAGWYAPHAP 
VIMPDQGNKH 
AAKSPYILYM 
DFMWTAAPHV 
EQIGQPLPLF 
LVVAAMYHQG 
PRIAAIRKTY 
DASHHEVPQA 
QVAERFDELS 



ESNKERLEWE 
YRSKI DGARI 
KAQIMPDGSE 
PADEPGYKAA 
DDDIAIEPDS 
HYDHDFSAHP 
IKWDDAEYGL 
SVDGIVRSMQ 
PDAVVLPSAT 
NFAPIEARWF 
RAYRNAHPEL 



DRFSVSVPAG 
GITGSVVKDD 
VGPFEARATV 
VEHFGDRFFE 
VLRALQVARY 
LHDRGKFDDK 
RARKAGFPTA 
KATFKHLLCL 
ELPRATGAPG 
SLSRVDGATV 
VSREAWGKVF 



> RXA02602 (1-504, translated) 168 residues 

^™Z2 ILV AIQDQLMDAP GVLPTARGLS LLGEHAAGWL ALGAGGAVVD KKRRRSWAGL 

S5^?r?S? m. t IIKRVVRR ARPHDPAIRI GVGTPSKLSF PSSHATSTTA TMVYLARlS 

SPVPLLG1PI MVLSRMVLGV HYPTDVLAGA LLGAATAEAV HKIERATK 



> RXA02 604 
VLACGLMTFS 
AALTAGI FAF 
LVALVTDYRL 
FATSGLEWGL 
LSWLVRPELA 
VAKSASDAVW 
GMAIALLVIC 
VLVFSTWVWS 
YAEVMRDQTL 
SMNAPLNVRV 
QKTYEARQAL 
TPAEIQDGLE 



(1-2076, t 
PQRPEFETGK 
WAGWTRKWIS 
EDIALWLALL 
SLMWISIQWL 
MYGGLTGVLL 
GTGWEYVEDF 
ALVHFLYVIR 
TVVFVQGHQW 
VNPTGQQLNI 
TDLIGLATPL 
RHPELVHLFQ- 
TIAWPGEIKL 



ranslated) 
QPDPETEHAG 
DDGLIVLRTV 
FTTAAS I IGV 
LLVLWATSGK 
LLTAPRWRVV 
TGPYNLWLGL 
VGGDFMHGRM 
ENTGQHVVDE 
LASSDPTTYS 
AARQPRIEGG 
TYREPMSYHR 
DEPRGEPLYS 



692 residue: 
DFFEETSSSA 
RNLLAGNGPV 
LGTAHLHRKR 
TSGKKASGAK 
LGILVAALPL 
ALLLAAGALT 
LLLPLFAILL 
RDFWIDFTNR 
WITTPRVEGV 
RIGHDKLMDL 
FVDNIKYALT 
SQ 



PRAASNGSSG 
FNAGERVEAN 
IAVLLPAGVI 
TSNPI VNAGA 
PAAYQI FRMG 
VWKTDKHLAI 
PVSVIPVNVV 
DEDHPPLYAE 
EAGDLANLSP 
EWQVAESATP 
TGRTLEISDN 



PNYTLITTFL 
TSTLWQYCIY 
GYFSLSPARD 
ITYALAFWSG 
YYGLMVPHTA 
PKGRLGLRTP 
DRGWQDLVAL 
DFLTVDSMND 
TVFHVNLGMT 
LAYTPGWLDT 
PEDLLKEFNP 



> RXA02606 (1-1371, translated) 457 residues 
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MQEIHTIMKH MDALIADPSA AAFKATLPFA ELLEKLHNKK ALFDAALAKS AERADAPR t t 
GKTSHIDALA YLLDISKSEA FRRTKRAEEH YGNPSPEPSS EElSpeE Sf^^o 
DLAEQAEANR IAREHGISAE KQDTIRYELE KLNDNTSlK ASLrSqe SsSpEDLR 

ghSeSe dkSkpo^ vkkrslsigr QDhdggakas lySaSl SSkp 

SKSSS =S SSSSS SEEKS 5= S G 

SSSS = —~ hdhgnnndqr 

> RXA02609 (1-249, translated) 83 residues 

IvKEoSx STLLKESADR TY f TARMTCSS ™ * DQ >™ AGQLIVQGRT 

> RXA02610 (1-927, translated) 309 residues 

MRKTITVIAV LIVLALIGVG IVQYVNTSDD SDFIGQPGEP TGTETTEPPV OPDWPPavrv 
IAAPGTWESA ANDDPINPTA NPLSFMLSIT QPLQERYSAD DVKvSlpyT AqSiS 
EMSYDDSRNE GTAKMNEELI NTHNECPATE FIIVGFSQGA VIAGDVAAQI GSEcSv^PAn 
SVRGVALIAD GRREPGVGQF PGTFVDGIGA EVTLQPLNLL VQPIVP^ RCgS™ 

SSSS? PNDAICDAPV nvgnaldral amvsangvha g^wwd 

> RXA02617 (1-507, translated) 169 residues 

ck™ ALLVL MLDEPTSA SQ LQTKFEETMG IWQLNIGQVT QTIQRLQRDG LAETAGTTVq 

SNGRTVDTFQ ptdlgrelva qwfespvtvt lserdelvtk iaiaesrgln SpSd^rm 

TVMAELRALN KSSRDLAETR NTQRLLVEKR IFELEAQARW SrSeQ LIPLL ° IQRN 

> RXA02619 (1-900, translated) 300 residues 

mrsvvlelle nwkeslvlhp slteladaap laqdfatvrg VLKESLDLLG NATNHPFPPA 

ELAGWLSQVI TDVLHSPGLD AHVVLTGPVG RGDALPTSPV RwSwDSQE D^SlSAlf 
lrlZr AEPI GAATREEW EQ RARAGEDPEV YLDAGTWVAA iSd^Sl QDALSSRPPA 
ItQW?sIls SZS MIPTVKI ^ AAHKAGSLAP TTAQRlS GvSnDEVDA 
LTQVWTSALS LQSKRWMDHI HDQETTAWEL PALQRATFGA SARLLSEVLR SVEAREIDTK 

> RXA02620 (1-654, translated) 218 residues 

VGRPRRSAPR RAGKNPREEI LDASAELFTR QGFATTSTHQ IADAVGIROA ST yyhppqvt 
EIFLTLLKST VEPSTVLAED LSTLDAGPEM RLWAIVASeS RLlSS GrItolP^VG 
SEEFAEYHSQ REALTNVFRD LATEIVGDDP RAELPFHITM SVIEMRRNDG KTPSP^n* 
LPETAIMLAD ASLAVLGAPL PADRVEKTLE LIKQADAK SVIEMRRNDG KIp SPLSADS 

>^RXA02624 (1-714, translated) "238 residues ' " " " 

QGYDDSASVV ALIVLSILYL PNMMIFAMGN LIGSPLYFGD ASISVFSVHS VPLPPLPIIA 
ALPSEALSWA VALLVIPAII ATWVCVRNPM RLAVNTTAAV ISALCFLVLA JfagSlGW 
NYVGLNLLAS VGLVFVYFAL VGLLIAGIDK LRNPVEVKSV KAVAWEPEP E E VE E DEE EH 
VEEEVDEEEE EVEEGVEEVE EDDAEDPEEN PEEEESDEEI ETETEAEETN DGSEAEDR 

> RXA02639 (1-834, translated) 278 residues 

MIALGSAPKL VASDVDGTLI NSSERVPQRL RDVITRMTNQ GVTLALSTCR pprwtuvvt n 
f,tlnll CVC ANGAVLYDSA ADEILAAQTL SPEVMASAVM SSSSS GVSIAVE^G 

svpedqJhvt fsmL'Sie? L P ^ DHGTFE eaev ^epat KLLMRSDYLD 

bVPEDQVHVT FSMSGGLIEI AAPGVTKALG VSMLAERLKI AQKDVITFGD MPNDTFMT nw 
AGRGVAMGNA RPEVKAVSDH ITRTNDDAGV ADVLEWWF "vKUVITFGD MPNDIEMLQW 

> RXA02647 (1-462, translated) 154 residues 

^0^"™ QAQSSDALT Q LSDNITSSQI LDDDGNPVDG NETWPGSSEG SSMLSNGDTP 
AAPSLSSSGK DTSDDDDEIS EEQQALIDRL SEMPVIGSIV SPPEWLAIP? AVLQGLLAIT 
TLASTAASFM VTVDPSFKQT LRDMLTQFGI NVDA t™AiP t AVLQGLLAIT 

> RXA02 64 9 (1-1002, translated) 334 residues 

VLKRFSHHSS PQVLSRKVVA SALALTTALA LAACSSSAEP DSPEVEOAVG LAVDTPRVvv 
a?tSa^° R LQYKDIAPDA TQEQT1NIAE GFAQSVVNAD SVDPQAmGG DV^FhSvK 
ATTEEAEFSD QEMVSATRDI SLLFGKPTYT DLSQVEDVNS TEGFTLGIRA TDSGQHTTLS 
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FAAPVDSTET GRMLMEQYLL TFTSLPIVFP SDDIGVGAKW TVDSRVTGES TLLQTVTYTI 
TGI DGDKVNL DVEVSQRPSM GALEITDEES DETTGQLTVL NSNTTSVGTL EVDLTQPLPT 
SGQVSWTTRV I YGGSNEQVR VVQDSTSSVS FGDQ 

> RXA02652 {1-579, translated) 193 residues 

MDGVDKGRRI VALLAILALV VVVAILSFSD RTAKPMQLNG DMLGQDNTET SVEYRQRASE 
SLENAAVGEE AYSLVTFTQP LSPSEASNLL KGVGRVNAMV MLSAPAMDLP EPIAGETRED 
VF^RO IKLV D,_AOLSGIGNV-R-APGEL^ 
FGIRPVDTSG TNF 



> RXA02655 (1-984, translated) 328 residues 

MSPEAKEAQD SRRNEMPEKK RAVLRKAIKL EWATIAWVLF SIVLVGVVAG QSQAMRSAWI 

EDMLSLVPPI AFLLASRISK AVATRKHPYG KHRS IAIGHQ AAALALLIMG SLLI YEAVSA 

LIKGERPPIG LAILFGHDVW SGWLMIGVMI SVSIPMVIVG RVKINLAKDL HDKLLYADAD 

MAKADWGTAV ASTVGVLGIG LGFWWADAVA ALVISASILR DGVINMKAAI SDLGDGRAMT 

YDNSAPHPLN DDVEKAALEM HWVKHARARI RDQGRCFHTE LFVEPVEGYT PAPEEITSLV 

KRIQNLDWKL QDVVASVVEK I DRFQAPS 



> RXA02662 (1-264, translated) 88 residues 

MRRKLTTTLE NKPGARLGGF RALAPTSKIA LVFLLLI FLL AI FAPLIAKY DPLASGTPVQ 
PPSGEHWFGT DAIGRDIFSR VATAPEPP 



> RXA02665 (1-480, translated) 160 residues 

VTNPIIPRVG IATDAHQIEA GKPCWIACLL FEGVDGCEGH SDGDVVAHAI VDALLSASGL 

GDLGSFVGVG RPEYDGVSGT QLLKEVRELL SAHGYVIGNV AAQLVGQTPK FGPRREEAQQ 

VISEIIGAPC SLSATTTDHM GFTGRSEGRA SVATAVVWKA 



> RXA02670 (1-582, tra 

MEDESVKSLN LAARRGALVT 

VRDVTVHLTT DGEAGVKFTA 

QSELDLIEEP EVGCIQHVAT 

NREVGGDTAE ASHH 



nslated) 194 residues 
VAAASALALA SCSAGQITQT 
INQDTSHTSH TLESVTVDGE 
SLENPGFAYG GVVPVEFVFD 



SSQVAAVDGN QAGSANDPVL 
EVELDDAEPI ERNCSLVADI 
TGAITI DATV SAPVLESGVE 



> RXA02 672 
MTPTTTPVSN 
VSSICDGGFE 
HRSAERTALH 
DQVNNRLHLA 
GDNDRERES I 
-DEPVTPRGYR 
GLGRLS 



(1-1098, t 
PDALSTGTQD 
FDVSFAATRL 
TGVPVIAVSE 
ELHSYVTVID 
IADYLVTDGI 
TLNRIPRVQK 



ranslated) 3 
VHTLKGTLQR 
RELCKMDGAV 
SQNTITLYVE 
VVSVIQREEM 
PADEEIHAAL 
FLMDKLIVEF 



66 residues 
LAPGTPLRDG LDRIVRGHTG 
ILSSDLERIK RANVQLLPSP 
GKSHMLEQPA ALLNRANQAL 
LRRVGEI IDG DVLELGKDAK 
EAISHLDDKA LLNPANIARV 
GNLDALLNAS VEDLSAVDGV 



ALI VIGDDEN 
TWPTQESGTR 
GTMERYRDRL 
EIQIQLSELR 
LGLPPTEEAL 
GSLWARHITD 



> RXA02673 (1-633, translated) 211 residues 

MAALLVLLVV IALIIWAVVA LRGGSSEPEE EQPNNAVVTS SMESSATSSS SSKESTTEAT 
TEEETSSAEP TATSSVAADA KKTCELSDLV ISASTNQPTF SGSAQPELFM AVHNPTAVDC 
EIDLEENKLR FEVYNLATNA RIWSDVDCNP AVEDGTSVFP AGEDRYFQAT WSRTTSAPNQ 
CNNRTDVPAG GYYLHTVVGN NPSPAVTFNL T 



> RXA02 67 8 
MRMAKKT KKN 
TAPITVAGTD 
INAKAGESLA 
NDSILPSHEV 
FAGAFRTHGI 
RQVTIR 



(1-918, translated) 306 residues 

EQLPEGMSRR QAKLAARAAE RAALEREPRP FEGLAMESQL VALQEFI PSA 

RKITLCTVLP GAAAALVREE AFGGEAFVAM QQAIRSNNPS KDLAFALNWV 

TATADGTQPE LKSLLNDADT LEITTHQDFN WWLAENDNLS PEVAQHMQAA 

EADVPGAVWW VNPGGKAHIR WVRTENETAL FNALARIAAR GELNLGEETK 

VVPVWDLDPE RPSTDYADVL VALNEKIVAE LDNDAQLNAD ERRQLENIKS 



> RXA02679 (1-426, translated) 142 residues 

VAPSSGDDTV DVGTCRTLLV SELNVDLWAT DLEVDAVAGG GVVLGGAGPV DVGVIQGFAD 
GIEFSFGGFL IGEANPVCDD I DEQFFLLIG EVRAFQAGAG WVVARAARCA HHGIQLFTLV 
ELCLLLFGEA VVEGEGGFVH VA 
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> RXA02680 (1-1284, translated) 428 residues 

MRLNKRLPAA LSGLLLSAAL LAGCSTSGTA ETTTTTVSSA AASTTTSTSS ASSSSSSqqq 
VMT^nff TA ETISNTAEAA QAFLSTLSTE EQDAVLYDYD AEEKsS JpV^VQRSG 
VNLTDLTEEQ QAAALNVLKN LLNDDAYQMI EDIMASDQYL NDESNTTEDS lS^ySSfG 

dpssdsdwsi qfgghhigin ttfsdgaitf apthlgtqps ewtnedge?? aSsnmJet? 

FAFYDSLAEE QQAQLYQGEE LDSMVCAPGS TCDYPTGTGL KGSDLTDEOK £f tZtIIu 

vgladeette teldairetl ddtyinwsga teydtstgdg SfSsgpkv SefJnSgs 

> RXA02681 (1-444, translated) 148 residues 

VGWGEGDGTV GEGGVDADVV SAELDGPVGV AAWIAEECDV VLAEGILGGV AFVVEVLTAS 

hdvfdhlvgv vveqvlqhve gscllflsev gevhagtlhe gdwevrpagg Jffgvwvey 

GVLFFGGQGG QESLGSFRGV GDGFGGGA FGVWVEY 

> RXA02683 (1-678, translated) 226 residues 

MTLLENSSGD PGSDSGGARY SLNSLKVSEQ AAANAVLKAV LNDVSYQEFA DSSYLEITGT 
PSADGTWGIS FGGPSESASV EFSDGSISFS PVDMTVPATR LPQMGAFYET L^EEOLGMT F 
TGLAVSTVDS SQQEMLLDLV SNSIGLADTE TTATAISKIR ATLsSSg SdStSS 
GPHVDFEVSH QGSTAKITYR DPSTDTLTAE DRVDTASVAA APPEW TPDGLTLALS 

> RXA02685 (1-657, translated) 219 residues 

MSGLRSILRL IDDLLAPVAL NDQQVALNAS MANSAWLDLT LQLCSAGVLF SWGALAI YLI 
GERFQWIKPK DWAWGAGLAA LIGIPGLIFY ASAVHLGLSK QVVPTTLETW WE^lSs 

^YnlTafll pTv™^™ QLKWSVPAVI VTSSVLRGSY SlyQGISAGL gIimgJafI 
YFYHRTGKIW PLVIAHFLID AVAFVGYSAI GGNLSWLGL 

> RXA02688 (1-669, translated) 223 residues 

^o^ LLRH GQTHNNVKHL LDTRPPGAEL TDLGRKQALE VGHELATYSG ERLAHVYSSI 
VLRAQQTAVL ATSTFEKARD MQSGAIPLDV VEGIQEINVG DFEMRGDEEA HmSsrIS 
WLHGDPAAGL PGGETYKDVL NRYQPTLDRI MDSHDLDDDR DVAVVsS 
VDPNFAFNTY LGNCRFVVLE PNGKKFSQWD VVRWTDSPLP WQE IRIVATHATG 

> RXA02689 (1-342, translated) 114 residues 

MIEVSDERFE ELVELAFDQV PQQFLDHMRN VVLLIEDFNP DSPYILGLYH GVALTERTFN 
HGGLPDSITI YKGALQNYCN SEEQLVEQVR VTVLHEIGHY FGLGEEDLHR LGYA 

> RXA02690 (1-1098, translated) 366 residues 

MSTNFDTSTS.PEGETKKNS.S FRTAASVQTM- LVAALAATAA VGVYSYNTDN" SANGGESPTC - " 
PEQSTVSTTA TIASFTTADV GQCATWDVNN EGLVSGFEQT SCDQEHRFEI S 
SSEFGPDAAP PNLTRQAQLR EELCQSPTLA YLNNRFDPSG RYTIAPILPP SSS 
MLCGLQATDA SGTPQLTVGP IAANDQARVF ETGACVKVES SAEFRQVDCT EMhJfSiK 
VNLGVPFPQG APSTDEQNNF LGNTCTQASI DYLGSEENVY QSTLQTfS SsSsWLGGS 

;eenap LMSP STEGAATFNT ^gsatgtft ingevpppqp erdpLdSg SISgSp 

> RXA02693 (1-1647, translated) 549 residues 

MVSLPRLASL LTTRLATLKP ALKPATHLAS LGAQVIAELV PGIRMSPNRR RILPANMGAG 

?t?wgSr H P LQAVGHAAAT gihsilprtS rrvsrkSa 

1 HIATGAITL TTTVVGLIRH RTQIRLIGQK NFGPKETIAG ISVGTLGYGA LLITGFT TOH 
SINEVKLLIE RFLPPWISFI AAVSVITLTT LTLADRVLLR RILHNSmS mSvFPG 
TEQPWEPERS GSPWSYEKWG AVGSQGRAVL SGGPRKDDI I TVTRLSotS HEPIR^FIGM 
OY?YT S pL D ?r DLVIHEMRRT GALRRDHIVI NNSTGTGWIT DWSA^FEfI SJE^ 
G^VEKLLgS SSr D ?^S AARMLIDAVL HELDQLPTGS RPKLFLAGES LGAYGlIeW 
GDVEKLLGTA DGVLLSGAPR FSDAMNALRT RRDASSSERL PVIDSGRHIR FACE PE HI DM 

Sst'sT VAQHASDPIV "^aelfirr pewlktpkqd hqdvfSlrw mpfv!gwq?a 

> RXA02696 (1-456, translated) 152 residues 

"^^ TKEF fglapyeaeh edayyadepr yegtaayape yrerdygyap eapapvapsp 

APRSYQSTIV PVELHSFEDA QVIGGAFRDG DAVVFDMSLL SREEARRIVD FA^gSaLR 
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GKMQKIDSVT FAVVPELSNI STSELERAAR IR 

> RXA02697 {1-699, translated) 233 residues 

PFVVWIGMHH FAG FLAT KKG KDSPTLKQQV PAFFATGAAG VAVTGVVVSA ITWASGASWG 

WISEISGNSK VINPLAFPSL VASVITMVAE VFVDDFDYNA VVNVVRSISM LIMLGGLVVC 

WWLFRQNERR AVTGTAAAYA VAFVFNSVTL PWYYASLISL LGTFKPPMWL IRFAAGASVF 

IALMFTGSGN HQLYNIVTVI IAAIIAWLAT VVIFDDTDPA TTATEKPSPH TVS 



> RXA02 7 00 
VVPSLQQWRK 
LYDIRYDTTF 
RLAGVRDRVW 
PLGVLTGIAA 
YFTDVLFTAE 
RTDLSAHNRL 
GSFHNFLPSE 



(1-1236, t 
PALILAILTV 
DNLPFTYPPF 
EFVAFAALLV 
AIKLTPLVFG 
RIGDLHFARN 
LAVSLVSLVA 
NNMELTWPWW 



ranslated) 
LGVLLTHWFA 
GALVFTPLWW 
SAPVYFTLNI 
LYFLILWVVT 
VSIRAVLERL 
LLCSPVSWYH 
MHVLAAHYLI 



412 residues 
WPLTWPLGLR 
IHDLFGLLVT 
GQ I NVMLMAL 
KSPRGLFGMI 
PELGSAASIM 
HWVWLGPLIV 
FSAVVTAVFS 



LPVDVEVYWQ 
ERVFALITLL 
TLFDVALPRS 
GGFLGASGLA 
WLVAVALVII 
ALWLTQHRWL 
CGKMPQKTEL 



GAREFWLADD 
TTYAVAVFLL 
TRHSGVLKYV 
IIFRPSISIQ 
AVAVAAYRIL 
ALWGAFAVTF 
SH 



> RXA02701 (1-1308, translated) 436 residues 

LTNPQTAHAA ASDSASQKEA PNPSLSITVG IKDLLGLLSV LGIAAGLIAN KILIERYNWR 

I DAAVYREGA LALVNGESLY AQPFDMGDIS LPFIYPPIGA ILFAPWGYFD FITVELAGNL 

VVIGSSLLLL LCLYLVTNAV LSGRDKLLAF TIAAISWPIA LFAEPVFLNA DLGQINILIM 

ALVVMDLLPI KRRI PRGVLI GLAAAIKITP LAMLLYFLVK KDFRGI INAV ISLLAFTAIG 

AVLAWENTKE FFSSTLLNLS AEGDSGVDTT FQSNSSIQAM LYRWWTSKAD AEASSLPTIL 

WIVLSLIAVA AVAYLMHQLF SRGLHVEAVM VNAMLMLLIS PISWSHHWVW LPLWAVVFFV 

RYRQHRSHPK FLLWSGVILS VMLLMLPPKW WFGRDGVNVF ELNFWEKLLI SDWTWLSIGL 
MITLGLGLKA FPKISK 



> RXA02712 (1-795, translated) 265 residues 

MTMTNGSRTE SGKI RDRRVA DADPRYGRRV SVSRDFSTAE ASGRGASIST QPRRDMAPER 

RHTTRALVNP GVQPTRKRLM QHKLGSQQVM SVRGRRVEAK RADPKVIQLS VLVVILLCVG 

VGATMGLSGT STQQTFQLQE LQATETDLSN RIESLNRDVE DARSAATLAA NATEMGLVSP 

VEPGVLAVQE NGDVVEEREA NPETRPIVDI NGQQTRPNRA SSNPDETNAV TENLQAI PQE 

AAAPPYQTNT VPYAATTGQA GGAGQ 

> RXA02714 (1-429, translated) 143 residues 

MFLGTYTPKL DDKGRLTLPA KFREDLAGGL MVTKGQDHSL AVYPKEEFAA RARKAAAVSR 

TNPEARAFIR NLAASADEQR PDGQGRITLS AAHRTYAGLT KECVVIGSVD FLEIWDAQAW 

AAYQEETEAA FSAAEDDVLG GLL 

> RXA02715 (1-390, translated) 130 residues 

VSLSEQEQRA LREIEQALMA DDPKFGKAVA SNNGLAGGGF TLRGIALFVL GLVLLVAGVA 

LSQQTLWFVA LGI IGFLVMF GSGVWMLRGG GSNKISVTSR TSNAKNRQQG NSTIGDKMEE 
NFRRRFEGNK 



> RXA02719 (1-648, translated) 216 residues 

MTLFQRLTNP VVLGGLAGVL LLLGSFGGGA IRYRGGVLDA LGLNFLAFGH AQGISNTVLW 
VGQLLLIGAW VHLGRRLFKK KVADDTADAA DLGLVKRTLY AMVVPLI FAA PMMSRDVYSY 
LMQGAMLRDG FDPYTEGAAV NPGPMLLEVS HDWRNTTTPY GPLHLWIGDM ITTVVGDNVT 
LGVVAYKILS IIGLAVTGWS IVRIAQHFGA NPAIAL 

> RXA02720 {1-627, translated) 209 residues 

LERREELQVR LQQVQARIDA TLNEHNRPEG SVRLLPVTKF HPVEDIKILQ EFGVTAVGEN 
REQEARAKAL ELPDMDFHMI GQIQSKKANS IARWAAAVHS VDSEKIAEAL GRGVALALDR 
GDRTSDELPC FIQLSLDGDP SRGGTPLSQV TQLADCISDT THLRFEGLMC VPPLGWGPEK 
AFSQARDVLS GLEEHFDRSL EFSAGMSGD 



> RXA02721 (1-738, translated) 246 residues 

MDSLDPRNRP VRKVFTTRAG GVSQSPYASF NLGDHVGDDP QAVASNRNRL ADIIGLSPDK 

VVYMEQIHSN TVTVI DEAPA DGQAVEATDA LVTTQRGLAL AVLVADCVPV LLSDTDAGVI 

AAVHAGRMGA RNGI VAKTI A KMEELGAKPS RIHALMGAAA SGANYEVPEA MARDVEAKLP 

GSIARTTKGT TGLDI RAGLL RQMLSLGVQM IDSDPRCTIE DEDLFSYRRE GTTGRQAGVV 
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WLPKEA 



> RXA02725 (1-612, translated) 204 residues 

MDNFEHSNAS IRLQAALAAG TAEDTTAIDI LLYRSGVEED FFVRDMITWA LTRMPVDDVF 

TSLVADLDSE VPDRPFGASQ ALHTLSKLRV AQSWQELQAR PWLLHREDTA QTAWRTFVGL 

VPDDQTAWLA HQLLQELDKG TPEIQRSLSR AMAELEGREA SISVLLGALT SAHAVATAKL 

IADPDSDFMA DLEEARRVDN MGAC ____ 



> RXA02727 (1-912, translated) 304 residues 

VVLLPLLVPQ LQVQPQLQLP SLLTRQRCAR KSKRSCAPNT ASKLDDASKA AQKAQNDAKS 
AQDQLQRAQA DAKAARDEAE KAKAEAKSAA SSSTTKAAAV GAVGAGTGAA VATGAANVDT 
HMQAAKVLGL AQEMADRLTS EARSESKSML DEAREAAEKQ IEEANSTSNR TLEDARANAE 
KQIAEAQNRA DTLVNEADAK AKNLVSEAEK KSAATLAAST SRAEAQIRQA EDKANALQAD 
AERKHTETMA AVKEQQNALE TRIAELQTFE REYRTRLKSL LEGQLEELHA RGSSAPTNNK 
PSGE 



> RXA02734 (1-384, translated) 128 residues 

MRIAVTGATG SLGGHVVDSL LNKGVAASDI VAIVRNEEKA ADLKARGIAL GVATFEDETA 

LTAALEGVDR LVFISGSEVG QRVAQHTNVI NAAKATGVTF IAYTSLLNLG PQSLHLLQST 
LQPEKLLA 



> RXA02735 (1-705, translated) 23 

MVDVVRARDT EDLVAQAASK FIEVVEAATA 

WDRIHVFFGD ERNVPVSDSE SNEGQAREAL 

VLDEFAPNGF DLHLLGMGGE GHINSLFPHT 

VHSAKRVWLL VSGAEKAEAA AAI VNGEPAV 



5 residues 

NNGTAQVVLT GGGAGIKLLE KLSVDAADLA 

LSKVSIPEAN IHGYGLGDVD LAEAARAYEA 

DAVKESSAKV IAVFDSPKPP SERATLTLPA 

EWPAAGATGS EETVLFLADD AAGNL 



> RXA02736 
MI FELPDTTT 
SRVIILVVGD 
AWWPGESPKN 
VASSLDHPPH 
LLAIQRLEIV 
DLGYQHALSG 



(1-957, tra 
QQISKTLTRL 
KTAENKVDAE 
PSQDPIGRIA 
SEITSVRLTG 
RTTGSIIITI 
LSSVKLETV 



nslated) 31 
RESGTQVTTG 
VRIGGDAGAS 
QRRITDALYD 
ASGSTSVDLA 
YDAHTLQVEM 



9 residues 
RVLTLIVVTD 
EMI IMHLNGP 
RDDALEDRVE 
AGWLARRLKV 
PESGNAPSLV 



SESDVAAVTE 
VADKLQYVVT 
NYHPGDTDMT 
PVIREVTDAP 
AIGRRSESDC 



STNEASREHP 
PLLLPDTPIV 
WARLTQWRGL 
TVPTDEFGTP 
LSEELRHMDP 



> RXA02744 (1-804, translated) 268 residues 

MSKPFENSAL RGSSRFPAGT FTPAPKRATP AKMLAAQGKM ESLLFLRHGE QQLLSIIIPL 

VALIALANFD FIPGENSLDK TFPFALATAA MSAGFTGQAI SLAFDRRYGA LKRTGASGVP 

AWTIIFGKVI AVIAVTIVQI I FLGVTALLL GWSAPVGGVL FGIVTLFVGV SSFTALGMLM 

GGTLSSELVL ALANLIWIVL SGLAAWAVFS PSVNAEGVLS IIPSVALSQG MVDAFNGELP 

WLQLGILVGW LI ITGVAANK LFNFSASR 



> RXA02751 (1-474, translated) 158 residues 

VLPIASGNDD RNLIRYVDGG RFDEIMLTGD LTGLSSFLTN AGPNARDDFD LTVLMRAAEA 

GNLMVVARLL DLGANPRLTN PRGVTALHIA AIAGDDGIVE CLI DAGAEVD AVDDQGRTPL 

WNAAAHHLPD SAVVDVLLRA GANVNLRDCN GVSPEDML 



> RXA02753 
MLDSLKNRFT 
ALPGETGWVV 
VI PDADSFDR 
VLSGAADLED 
LDVDSYPSSA 
ALAEQVDVPD 
DVVAAPAPVA 
QVHAADARSF 
GDQLRTLVAV 
IERDRDVMAG 
VGRELTSLRD 
FI VDLDKFI A 
ALERQEAEFA 



(1-2493, t 
KAKGSHGVGE 
MLLPTHDSQF 
MDEFDLLRNK 
VVDFEVIATF 
EIIDNIVHVF 
FSDGFGI DDA 
GMSDEQIQAL 
DADQVGDAVT 
FNGQLLDQHQ 
DQQRVESERR 
RTIEDYTARM 
DHREDDLRLA 
AELKRRDTIV 



ranslated) £ 
GAVSGDAAVK 
GGLNAKEKNR 
ARWHYGVAAI 
LEVLNETSEV 
TKLQGKHHVA 
EVTEPEDEEV 
IRGVSESVQA 
KRYVNDDLGL 
RDYEEVRAMY 
QQLQQEYEAN 
NTLRRARAGE 
SVNEQKLAAD 
AASEERAERE 



31 residues 

PLRKEERLAS 

EDKGTI INLV 

EPDTGELVVF 

DIDDEDGDVP 

PQPVLHSADV 

VEATADADPF 

KTGSELNALR 

YVDEANFNNA 

IALNDRSNLE 

REEYVMAKIA 

RANAAESRI I 

NRVAQLTKEA 

ITTARLDAEA 



VIQETEPGAA 
VNDDIHSVVT 
KVPAKNSASA 
YGLEGVNAAG 
VDVDAQESHD 
GDVAEDDPFG 
EELAQALAYN 
LTRAPFQVAM 
IARDLGLDNK 
EQRVEYDRRH 
DELRPIVERQ 
EERIEGIRVE 
ALKRMEEQIR 



VEVMRRNDAF 
PELLDSDVLG 
RGDIFSEVGD 
VITDDLIREK 
TVVIESPDDV 
SDDEPDFGAS 
PVQDSQAALA 
PQFQETTPWL 
DSEFYEVYRA 
MPRHTASLEA 
AELQRAAFDG 
TDKMIASQRK 
VNNEAHEAEI 
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VIERDRATQA EANSMTFVES VKQQDRSNNI ILIAVLIVGL IAGMVAGAAF F 

> RXA02756 (1-891, translated) 297 residues 

MTSPYGSQYP GDDNNNWNSQ FGNPSGEQNY GQPYGAPYGQ PYGQPFDQGF NAYSSPIPPE 

VPQPSMQEAQ WRSFDLGTVF GQAWKGFTAT WQAWVLSALI YFAVLLVLMF AWILPMVSVL 

AATSSGSDSA AIAATGGTSF FGFMLMI VLA FISFVYSLNC YRNAARVVRG EQITIQSFFK 

MKGLGKALGI YILINIVIFI GMILLLI PGI IAAVVLIFAV PVAFQLRDAS IGDAFSASWK 

AVSKNVGQVI L L E L A I FAL §_F_L.G S A yjLE.GM_L VT-T-M.-T-F-L-L--Y ' AY-AFQ-T AS G— G'Pl'MQRQ 



> RXA02757 (1-546, tra 
VVKLCLDERV STDPDFRAAL 
FLPSAVVDVP ADIKKLQISG 
LLAAHQPFEW VEQWEAADFA 
IP 



nslated) 182 residues 
ERWYGHLIRK VSRRARNAAW 
TELPLDEPNP INDEYPVIYI 
LHVREI PSEE FLRLIESPGA 



DRVQDLPGVT VEDDAAKVRA 
DESLKMTLGK AAAQVGHASM 
VPVRDGGFTE VAPNTVTVVA 



> RXA02765 (1-759, translated) 253 residues 

MSNQLPDHVR DAFQVGAGPA EQLGQAWDFG FRVGNTVFAK VTAPEVSGWS SKTRETLKPE 

GVRVVRPIRS TDGRFVVAGW RASVFSTGTI SKRVDETVVA GLRLADALVD THAPEPVDNV 

FNRADVQAWE EQPGRIGELL EPINRVNQVG HADMLATTLY AGTQPPAVTD LVPVLRPHGF 

TAALVI VDGL LLGAVDEGIL RRFSHLPEIE QLVLRAFLFR RNLQEFSENN DPNVISNLNR 

VESTLVSYVS DKI 



> RXA02766 (1-393, translated) 131 residues 

MTTSENFYDS VGGEETFSLI VHRFYEQVPN DDILGPMYPP DDFEGAEQRL KMFLSQYWGG 
PKDYQEQRGH PRLRMRHVNY PIGVTAAERW LQLMSNALDG VDLTAEQREA IWEHMVRAAD 
MLINSNPDPH A 



> RXA0277 0 
GINRQVI YTI 
VATVVFKEDL 
EGFQLSQFDP 
ADNGNLQIAH 
ACVDQEAVAA 
IRIGYDGPDE 
LDAVLRTVDP 
VNTDLAGIGW 



(1-1320, translated) 4 

NEDATYSDGQ PVVCDDFLLS 

GERWRYLFEQ GDLLPAHAVA 

ELQTAFGPYK VDSVGEFGEV 

VVAWESEPWV NRDDPLNPYD 

ASSSISGIDV PAVGVHSVRH 

RKAAMVEAIR QSCEPAGITV 

HREYENANTI GTDAESTRRT 
NMDRWSRSEE 



40 residues 

ATAGQMPELF 

SKAGMTLEEL 

KLVRNEFYSG 

IKEEVGVLTE 

QNPVVHQIGD 

IDASQEAVSL 

EEQLWAEVPS 



QSHVPLTSQI 
NQALKDKDPE 
DQAVEAEITM 
QLTLASAGVF 
LPAQHMAVDI 
NDLSRTEVSE 
IPLAAQPRVF 



ERVDCVSGSK 
ALTEPARVWS 
WPKGSDLSAI 
YAAEARQAFA 
NAASALAGQS 
WGYEQYFEGT 
VIDRTVGNVV 



> RXA02774 (1-471, translated) 157 residues 

PCPPTQKLLY AQMREIAAEL TAC DATRGLH AEVAAEWLSD AITGEPTS IE IDPHRN.LFYA 
LNVEHPRLHE LFAGYATRLD ELDRAPQQCE SRQYFLDYVC ADNPFGSDKP EGI I VLLADH 
VLAADPVTNK PALKSEAFPT VTDYCRTHSA KPTDILI 



> RXA02775 (1-225, translated) 75 residues 

MTTVQVSTRT VREHRFTVPV DYAVGATISE I YAACAMAEK KANNLGLNTT KDDWARVTVT 
DNAVVFIVEN VIGNT 



> RXA02776 (1-342, translated) 114 residues 

VLYPVEAGTV SLVDVKKAAS RAFEQWEKHN ESAG DVGDDL SLQSIVDLIE RDTFPTDDEQ 
ELNNVALLIG ELLVREAGGE WTSYISKKND EDESLEI FGV FGTGGTEGLS VVGN 



> RXA02777 (1-1107, translated) 369 residues 

MNRPLQSQNF SITSEWANAT FNDIEDSLEG SFDI EPGQYI GRGEYFVATS GTGSKKFIKV 
VLGDGI DSEL NRRIEGEILA SSLHLPSTDL ISPVVIQYVK ESSNFPGDFY I VSDFKDDTE 
TLELSKASLP LTDLAKIGAF LFRLESVTVP PQNPARRAMD VLDGLSLLAN KGNIETGAQL 
TKGTIQALEI INQEATNIEN ALEKVTKVGS RKFFSHGDLK FSQFLINGET GKI FLCDWEE 
CGSAHFANDL CFLAGDLFYS TIRELVDTNI KNIKGSSIIQ EAYDNATLEA VSKVNAILTG 
YSSERGYSLT SDEKRIISIR IGLAGLFRLY TVSAKSNELR PRELALASIG MQITLGQAPN 
LVFTDSKVV 



> RXA02778 (1-225, translated) 75 residues 

MQVIETLDPD QRAAVLAAAI PREAKILGRK VTLRPGWGNM RVHVVIAVIF IKFLQPDLRQ 
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ALLTTGDAVL VEDDT 



> RXA02779 (1-279, translated) 93 residues 

MGEYFQVVQN IAMTLGAGES VDLVVREYIN DVEGNPTIYH GMPLRTEYRA FIDLDHCDPS 
AGEPEPRLLG VTPYWHPSVM EKALRLCFKR CWC 



> RXA02780 (1-327, translated) 109 resi dues 

MS K FHT-HRD D-V-I-S R-I-T-AttP-Q tRAQE LQGQ~ W S V DIM KNGE DFYLIDMALM CESALSELLT 
VTDEYATVEP SVINDFANQL VI DYDEHDMG FDRDFPAGVY NTRQASAIN 

> RXA02781 (1-1191, translated) 397 residues 

VVAALVFGFL LPTWERGLSD AALKFVFEGG PDAAREVLGT IAASTISVTG LIFSITLVVL 

QLVSSQFSPR MLNGFLRNRI VQATLAMFLG TFVFSLTVIR YVWSEDEDIT GFVPRASVSV 

AFLLVLGCLG LFLAFIRLIT FSMRVANAIS EIGEETMALA ARIYPVQSDD AGPVQGPGWS 

PRPGDPREEI RVGNHGSLVW IDYRKLVSWS TEHQAVITVD RPVGDFLVEG QPLLRVWWDG 

ELSDRDRRVL HSAIEVRTER ELHQDVAFGL RQLVDIADRA LSPGINDPAT AAQCVQEIHR 

I FRYLVTVIE PSPYIADDDG RVRVVHQPQR IADMLYEVIR EIHLYGADSA MI PRLLRTMV 

EDLVTAAADH SLPAVERARG ILDDETDEDR DSDTANV 



> RXA02782 (1-672, translated) 224 residues 

VAPALNDLAT THPKLAEQIA DPQPSGVSAA AIIPTISRGS HTQLTWQCSK NHDHQWVATV 
KDRVRGTDCP TCANTGTSRK EAELIEVIRA LFPNTDVQQG ALINGRTGNQ GASPSTDVLI 
PSKNLAIEFN GLYWHSELFI KDKHYHANKS ALAEQAGVQL IHVWEDDWNL RRDIVIRMIA 
HKLHATHNLS AVLPTETTDS RVATTAFAVH SHCRWSLVHA LLHS 



> RXA02783 (1-549, translated) 183 residues 

VVSGSRAAAF LNSNHIQGAV SATKHFALCD NNDDIRALLS VRSPKNNARM YRKKGTWEIQ 
RYATLGNVPG GFTRLLKFAE HTLNEHSTVL KQWISFSAAD VSDGSLYRTA GFTAEQQLAP 
DYRYVGGATG WRRTPKESFQ RKRFRDDPAL LWNESWTEHE AALNNELYRI YDAGKTRWVK 
NVA 



> RXA02784 (1-186, translated) 62 residues 

VAFAEGYYQE MAEVVCEARE EGITHEDTLH MLNDMMAMKR SGEVLNTLAD VLYANECPEY 
RI 



> RXA02786 (1-807, translated) 269 residues 

ILRNLGQSLG SLHAATADRE EDFNILLNRM LAKY PAT AEM QKNRDRLLPA AIEVGKKILV 

DAGVTVPEVV EEFARVARRR LISGRHRAFT PFDLSPDNII VAERTHFLDY EVAGFRDATF 

DVACVIAGFP QFVFSRPISD DEVDELIESW VQEVRGIWPN VNNEERLQAR IVTALIGWAL 

SSVAFMKLGS ISGMLNLLHV TEDGNTTLDV SNLDELLI PR SAEDDELVQQ DLHDTFSALQ 

RFAARGLDSR FPEVARFADD VVRLFLKND 



> RXA02789 (1-546, translated) 182 residues 

MKVSADTPGH DDPGPGRRLG LDVGTVRIGV AAS DRDAKLA MPVETVPRET GFKGPDLADI 
DRLVAIVEEY NAVEVIVGLP TDLQGNGSAS VKHAKEIAFR VRRRLTNAGK NIPVRLGDER 
LTTVVATQAL RASGVSEKAG RKVIDQAAAV EILQTWLDAR TRALEPQSTD TQDFDEKGNF 
PG 



> RXA02793 (1-702, translated) 234 residues 

MKSAAVPTLD ALGVLDRVVT KAGAFPAGYY DADLSERVTD I PTLSNKIDA SGHVLISKEV 

VVAANPDIVF GETDTINRAS MASSNIPVVE EPAFCGSIDG DVSFDDVWSQ I STYGTI FDR 

STEADAYIAT LKERVSEVSS RVTDSGKTVA VLYPTIGGGV TYAYGRGSMA NPLVAEAGLT 

NVFADQSERV FEVTAEELIS ETPTHHRFTQ RRFPFRHRRR GGQSPRVQRT HCSE 

> RXA02796 (1-549, translated) 183 residues 

MRLFASITPP IEVTEHLINA LRPYKDDLRW SDPDNWHITL AFYGELPDGA VEDLIEHLTS 

AARINEEFTI RIKGAGSFNR KNLWMGVGGD TKDLRRLMAD CLI DPEERRR QRAHLTVAKP 

TQRQRSRDWD PVIPDLVHAL SIYEGPEWPV DEIELVSSEP GKGRSGGPLY TTVATIALSS 
ALV 



> RXA02798 (1-1425, translated) 475 residues 
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MRSVLDYWIM TLAPSTNAVS QQTRRNPSQA PRLLHRLHFF AGIICAPLIF IAALTCT VYA 
n^T «S SN QEMLTVSKSA SDTALPVREQ VSIAQELHPD LDLSGV^GD S J 
™ STVR AVFVDPYTGE ITGDTTQYGS SAALPFRQWV SQGHRMLWLG ^PGRlSS 
SsSa^ MtS T L ^ NK KPGRLRKMVR TGGRGRVKTY RRHAALGWA GLGFVFlS 

EEF s= ssss =; D D ssss sssss 
sags assss sBssss sggss sag 

> RXA02 7 99 (1-273, translated) 91 residues 

A V =? S R SSSSS KPSNLVDDAK _ Q ES NVQKVLLGVA 

> RXA02812 (1-567, translated) 189 residues 

ASGTDASTIT LDQVALPVAT NSGASAAVAL ALAETPEAAA AALNRDADVT ATGAAnqPAF 
ATVEGAELPE GYTFEAVDSA EVPVWAVAIN AGNGISEDQA RAASDfSs JdSaDnJI 
JX?££f ESAAETTEAQ PSETPVEPAA ASPSDTIINL DTSSNMDRVV DGSQETYHTV 

> RXA02815 (1-552, translated) 184 residues 

^IP™ QPVIPAFEVI ATVASEFAGD DGNYSNEFPV EDLVGYVDAI TEAGGYAVLD 
LQPGRANFLD QAKMYEELLK RPNVGLALDP EWKIGPDEQP MTRVGSADAA EINE^OWT A 
DLTAENDLPQ KAFVLHQFQL EMLTNRDQIN TDHLELAvSl HADGHGNaSS KYATWNMLRE 

> RXA02817 (1-399, translated) 133 residues 

Mm^ QYL LYSLWNWIV D TGFDVAIILV LAFLI PRIGR LAMRIIKRRV ESAADADTTK 
G?F?L?EKQF £*> 1VAF ™ LAVSAMQAFG ^LAGAAIPA TIASAAIGLG AQ^SofS 

> RXA02818 (1-606, translated) 202 residues 

~ SEES S= ~- ----- - = 

="2* ARQLGKQISF EYRRAPKDAP SLK »„„^ ™^ 

> RXA02823 (1-270, translated) 90 residues 

SSSJSS LREIG^PILP AMKL ™ AITG ™™ — ™ • 

> v RXA02824 - (1-528,- translated) 176 residues '" 
FYETGEALDP TGDSLTISST TTAPSTSTTS TSASTSGGTA DCSSGALGVV TTPTMnrMi r 
TIQEVNNTFA IWNNLIVNTE RMFCNIDTLK ARFDTDDSSD sSSsG^ IstgSS 
AGTTGTTGTA STASGTSGTS GTSGTAATVA GTTPTDNGVC TASGS^vS ASAQWG 

> RXA02825 (1-384, translated) 128 residues 

NVSATEASGS ASVSLSQSGS QAFADFYTPG TQLDPISFSA TLGGDASCAT GSTSTTPAAA 

IZTtTk V AGEESTTPAN ^sqfqirqa aaostgldtt SmSSf SSS 

> RXA0282 7 (1-423, translated) 141 residues 

YSoSSavx llnrl^ A1K DFTELGSGFK IAMRDLSIRG AGNLLGAQQH GFIDAVGFDM 
RFGEXPEEVA f ^LPETYVA DXRQKIEI YK RIRELDSQEM 

> RXA02838 (1-462, translated) 154 residues 

Im^^ DGQGR yiakipst af vgvsenkfan LALAEAIGME VPARELVGRA OFEGVPPEFF 
AMTDGLVLLV RRFDRAGDGV RVHMEDFAQV FGLYPARKYD GAASHDIAAV Pr^raTr 
LEFVRRLALS VVMGNGDMHL KNWSLIYHGR GDVP GAASHDIAAV LGSAVSIAAG 

> RXA02840 (1-150, translated) 50 residues 
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MTVISGALNV LLPDATDWQV YEAGSVFNVP GHSEFHLQVA EPTS YLCRYL 

> RXA02841 (1-279, translated) 93 residues 

MFAAFKSNLP TIKKLVYEVI NGVDAALNEL ERHVTNESVR ARELPNVQYK AT AG RN FA IS 

KLVQNLRRIN KAQNNPRGVP THATVILLKG DGS 



> RXA02842 (1-342, translated) 114 residues 



-DAG-F-VY-FGET— DDAGHTFGrA~~GD"E'YRGGIRR VDTHVKKVLS EVSRRSDELG EDWLVVITTD 

HGHLDEGGHG GTTDRERESW IITWSPHREL PQWPEEIAPX ELAELMLVER RTLR 

> RXA02845 (1-615, translated) 205 residues 

EDHTSMLTHF SAAVGMHDRD PARFPGQGDG S YPDLFWLYK ■ NALNLVISSV LFTREQMDNM 

LDQMDEHFTR AGIPRIAINI ERRDDALMNG SLERALELQE LIDASQHDDP FDDCPTCQIA 

GKAALAMAAD DYDETQNLVS QIISYGSIGC VMEPETTLAA FMLRVLKSGD ADYARYLQDV 

SAKANPEFQS LDSVGRHLEF LGITG 



> RXA02846 (1-573, translated) 191 residues 

VNGLSIINAV NNAWSVRKRT DWAKFRILAG ALVLGSVPAV AVVYFLNGPW LLI FVGAMVL 

LALGVSLFPT EKFALKQEAK LPMVI FGMIG GFMSTVAGIA GPSLTVYARL SRWDYRDFVA 

TLHPVLLVAN TVSFLLKVIL IGGLDFGGAP AWLWIGAVAM I FVGAWLGEI VNAKVSTPMA 

KRIATLLAAA G 



> RXA02847 (1-594, translated) 198 residues 

MAVQGQFYLF AILLSMAI I L I RRYRPEYSA VRLATPVLAV LTSVSFFSAI LWHFI DQSVN 
YYSTFTRFWE LGLGALLVLH APRILISAKT KSILAAVGLF MVLSTGFFMD GAETFPGFPA 
LYPILGACLV ILGDGKISVF LSRKWMLWLG DIAYPLYLWH WPLLI I FTAL FNQEEPSIWL 
GIAVIMLSLG LAQLTNKY 



> RXA02848 (1-399, translated) 133 residues 

MQIVLASQSP SRRRILNSAG VEPLIHPADV DEDALLHSLN GSAPEEIVRQ LALAKAQVVA 
PSYPGDVVIG GDSMLLI DAT LQGKPHTREA TIERWKQQRG NKATLITGHA IIFGDEVIVE 
SSSTNIHFAE ASD 



> RXA02849 (1-282, translated) 94 residues 

SPYPVMISTS ADASNVTVRI MGVDTTSVES INNGRWSTTQ PNTVRVSGSD CVPSTGAPGF 
TTSDTRI I SD LSGNEITREP VTTVYDPSPN VVCS 



> RXA02856 (1-249, translated) 83 residues 

LPHAKELAHE LCLLPTPAVP- ALPTDSGAQF DIHQALSASL ATYARNLTLL SHTAENLGNR 

ALTGLAEIED TDDQLAHALE RLT 

> RXA02858 (1-1026, translated) 342 residues 

PEWKKFNSGD AARVVPDANA ELDI IGAPAL LADRPSYANV KTLSRI FAVM RSLGHVTAAS 

PVTVFFSSHS VLSNVDRGSE HYSGPNGLGE WTSVGRAVAT NWNGVVDALD EAITVKEVNS 

LFTEDAATRI QEAQAAVQAA REAEEQIAKE EAEKVDPYDN SPWAAAGIDP IKVSIDGRTI 

YTLRTYLGGQ PVFLGKFGEI FTFNSQKSLL RWLVEHDDHD LARASTWSDL MLGINAGETE 

LLVHSDNVYS FNGLVKDINT SVDAVDTQQM ARAYELMADT ADWADDDSMN SYFLANPRMQ 

DYISYMLGGS DTSGYVPHAP FNDHSESWRE LEEMLIKRFS KF 



> RXA02862 (1-636, translated) 212 residues 

MNTNLPNLYT AFDLDRSESS EALGVSLSAR DLRLEQMGIA QDDPRRAQTV QAFAVLADPA 
KRATYDAQLE AGVPLTWAQI QHLGNFGTLP STPTAQPFAA PQPEPSPEPQ QQWNSGQNYA 
YGNPTMDYQT QQSYNPMQDQ TQASMYAQPF ANTPAPMYNS NQVFNRPTAG TRLWMAILDS 
IFAGIAGGIV SGI FGFGSEF LTSVIMILVL IV 



> RXA02867 (1-606, translated) 202 residues 

MSATNPDALD VQHVYPIKTK KTPLAVI FNI ISGGLIGMAE LVPGISGGTV ALVLGI YERA 
LHNGDLLIDL IKVLIKDRSK VKEAAAKIDW WFLGAIGVGM VVMVFSMSSI LHTVVEDYPE 
ITRGLFLGMV AVSILVPLGM MDMRDAKKRL AIVIPLFIIC AMLGFFGTSF TSAPRTDPSL 
IFVFICAAIA VCALVLPGVQ DH 
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> RXA02874 (1-480, translated) 160 residues 

Syfi^r fdadsfttev iritgysrhe vnnglnamaa mtnlphlrai 

QERYYFLSIR YLASIMIAVA KADPTLWEEL DLRITDALTP VTAGEVMIOS STLSKXHRVP 
GSKNSTPNPH QSPHRKRTMF TSTPLMRRPM SASKSAAPTA iA ° EVMIQS STLSK ><HRXP 

> RXA02876 (1-663, translated) 221 residues 

AEVPIGTLYO ^SJJS ™%2*Z* *SV L V DL GFE SFTFDEVAKR 



WRDDPSRRAV WHAIQSTPAT RATAAATEKE MLEIIAEVMR PLARGAGYEE RMS^AgSvh 
TVSSLLNYAV RDVNSSEEDF DS1VEEIKRM LISYLFSVAT G RMSLAGLLVH 



> RXA02881 
VKKKLMLPLI 
INLTVVNGAL 
MDLYADIANA 
NHHIIVAGLE 



(1-666, translated) 222 residues 

VAALGLSACS SEPAAAPLEA EPLHNLLIDG SESGLDNATE GNDTSLSGQP 
DIDGSCGKAL QAVEDVNLDS VASASRALAS GDKQVGIAMY STAEDNDISP 
CEDPVVDSSD TTYTFGKLDD APDGAVGFTL DIEVTPDNQG STVMMIOELG 
TTPEETATVF EAQRTKLEEG LQLKQNWQLG WV 



> RXA02884 (1-462, translated) 154 residues 

wtlliiTTc Ht^It^ aagrqkmdlf gvsviacvta IGGGSIRDML LGHYPLVWVE 

AsJSrv^r JS^ T 7Sf F LMEHFRVLFL VLDAVGLSAF AVIGTQIALE MGYGFIIAVV 

ASVLTGVFGG VMRDLLCDRI PLVFQKELYA SIAF 



> RXA02885 
RGKGFHFTST 
INTSPLLKRP 
DLNMFELFGK 
WALNAGENRD 
KDLLDTHGDL 
GDVVI IHGAD 
ILGPMNVDSV 
EQRRKIEAQR 
DDVEAKELAL 



(1-1536, t 
EFAGS YSLVT 
RVVDMWGSKI 
QEDELSLYST 
KLRLVGVPHE 
FNQHTADGID 
GIVDVDVQDY 
DTYQSLINSQ 
GQRRSKRDKH 
KTGPKNLDDA 



ranslated) 
NGLNDVAGEY 
SQAALLNNRR 
HMDKI VFMTE 
QIPLLSVFVS 
SVNSARRVIY 
LANQFAYMAE 
I PMDLARLVT 
YGGGTTMVGT 
LAQVEKKRLA 



512 residue: 
VGVMRGDVNN 

■ WHLVLNGAK 
QALGDKTSEL 
YLDQEYERQK 
DFSGVLRRGA 
RGGRVAYLYS 
TQNSGASYLR 
ADLDVVAIQA 
KR 



SAVLFDVDRW 
LDEMGPKLES 
ALLRGKLKEI 
YEGTKDPEMF 
GVAMAQLVNV 
SMDAMLGTVG 
RGSTNVVFET 
KAEHREERFD 



SGHVVCADSS 
MTAHVDMTSG 
ITAFYVDMKM 
RAISVLRLTY 
IGFAVETLGQ 
FNQFQRAAYT 
NLALGVNPYM 
EKSARKMKEL 



> RXA02888 (1-429, translated) 143 residues 

EE??kcS£h ^JSSffcSn CVGLLDGSDG RDYIEKLLKG RKLKNHFLEW EDINKADVAR 
SSI" £££££ S1 " SaT1EEB FAALVLEEER TSFRPELSHL 

> RXA02892 (1-504, translated) 168 residues 

MEGPEAFTVA AI AAAAGVS P RTFHNYFPSR EDALVQFVVI RVQELTDQLY EFPTSVPPRD 

DKFoSSh fSJ^f SAMFRIGEIL ^LDPIKCVI DKERLIAPLL EFmJeRDKDL 
DKFDAATLIH LHAAAIATSL HTFYQASEPR DIEDGVALIR RACAWIKK 



> RXA02898 
LVVDSSGRYN 
ELVDALAAEL 
SMIVAQRMRE 
LGMPMGSSVG 
RTITGGIVLA 
GKVIGAPFGS 
QYTADYILQG 
VADGDLSKVI 
TFTGNDAIGN 
VK 



(1-1626, t 
VTITGLTTTE 
GSNFDVETGE 
FALLRALGAA 
LTPSAVVTAL 
LGI I FAIAGA 
VGSLAATNSK 
PTNGSITMPK 
STESIDGSLD 
MIISESSLAD 



ranslated) 
TDSATALNLQ 
ALVEQATGMI 
PGQITRSVVL 
VLGTVVTIVS 
MMTDSSTATR 
RNPRRTATTA 
ESVNDVRDAE 
LSNPGVVTNQ 
TPAADTAVPQ 



542 residue: 
MSEAGYLERY 
TQALSFVQYF 
EATIVGLFGS 
AWAPARRAGE 
SILVGIGALF 
FALTLGIALV 
GVADVVLVSM 
T FA DENG WAV 
MMLVVGEEGF 



TDGATVPSVM 
LVAFGLIALL 
ALGVLGGMGL 
VKPVEAMRNM 
VIVGTFLFSP 
TAIGMLSATM 
NSASVNGQAS 
GDTLQLESMG 
DKEQLRTNLE 



LSAADGTTPQ 
VGTFI IANTF 
VAIISAVLNN 
ETTTMRSMMG 
ALSMPVVGGL 
KDAVSDMMAE 
YSQLGQSVTF 
QTIGDIELIG 
DAVADYIVIS 



> RXA02899 (1-480, translated) 160 residues 

MNSGSTMRRI SLRNIGAHKV RLFLTVLAVV LGTSFVSGAM MFTNALSSTF DEAIASSFDG 
VDVVVSPNGA SEVQGVPVET VESLREDSRI NHLNINGSQT VVLADADSKA x^GGSSLS 
I YYSADDAVA QAPELAEGEA PTGTEEVLAS KAGAEANGLE IQTTGGSSLS 



> RXA02905 (1-474, translated) 158 residues 
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MDSVNVLLIG IIVAIAALLP RKGKYGPIAT 
FLDSIWFGVI LLVTGIVSFV ATLVSKTDST 
TSVPFYAGLG YLSVGNFSPE IRYGGLVVYA 



LLVAGDWLGV FLLSILVMLV FDGLEDLVQG 
RKLDGFLAPV KTPSWKTVGA GLILGIVQSA 
TLALSLPI 



>RXN00022 TRANSLATE of: rxn00022 sea cherk- 7977 * _ 

^ APT " PGTKTSIDPI ™^ 1701 

QITyLPHSMDYFDQTRSDAVMAAII EQNPAFAEIKGSPITTADVALHNLGD TNANR^ 

LRAASGFRNAMLKSGRHIDIQRLNEKQLFVGLKRLLGLLGHQILESDRLSGDDAH^ 
DVLDLIAYNVSDVVGTRLLAEDPVYSGSFDLRAGLLSTYPETVFDHDGTFRQPS?OMRKD 

^tintssaqfaarilapyrplrdvpdaigdmpvvsylypdaavaeS 
a FF ™!^ EA ^ FDEVFA ^^ 

EMVDA^RKQLHYIQAFYRAWDP^^ 

>RXN00027 TRANSLATE of: rxn00027.seq check- 3923 from- t + 
TTIAVFIIAVGMIIAAGAAVRWMNVERAMRKQKPLPVPAIIPFLSIAALVASAAVLVLI 



VQ 



I 



>RXN00028 TRANSLATE of: rxn00028 . seq check- 5847 from- 1 to- 

mtltassleagk MS fsggyivgetmiflvdpdeve?rrsS^ 1947 



ilreeptsggqdpsrlvsleidqehgvilavetgqerleateisfpdtlpnpswdgawfp 
fhypdstphtapdvaeipgyiqslppqsedprrlrvfvneialegdfpdyS^ 
gissspvplegmttrrrgrvrnlge^spgddgmpqwpilltgixsotSJSpSgS 

f^WFYYSAYGIVDVPTDLRVERIFAGIGTSGTNERLWQEIDNTMA^SEDSDW 

ldvtldgavppplrrdvftavdpivagdklwlcdvhfpvarcwetttgrylgotlJpa^ 

rdrsyvlelhsdqqlgavaasgksgwiltpgqavatkapdwtpp?rI?dSq5pspwe P ^ 

avrgqglfelqvetsrrtalgrvnatggvdigelppngytissvvSgdey?vgrwv^ 

MSATS K XS1V^ E ™^ 

msatssesivliyrrnpnnsmsivptsvatydngtwttmplqeapaels 

>RXN00033 TRANSLATE of: rxn00033.seq check- 3319 from- 1 ro- n„ 

MSVQQSGLLERLGIPRPLIFGFIGLTIFMIGDGVETNILEPFLSSEHGFSVSLAGTL^ 
YGVAVAIAAFFAAALSDLWGPRKVMILGASIWIVFELIFLTVALT?^ 



tmF ^ VV I G S.L I ALL G VKE RRGRH PL VAN P D DVKQTLGQGFKLLRN DRRAR FVT Y I RT 
INSIPTYAMAVFFPSFFTDDLKWQLSWFLILTTVIYAVNLPFNPFFGSreSSSJ? 
P^^f AVTLALVYFIPMFGVQAGMSNGVVFGITIAA GALFGVSLAGF^ 

pTf D P g G =^= 



>RXN00056 TRANSLATE of: rxn00056.seq check: 471 from- 1 to- 750 
LLNRVSRIAGASAITLCIGLTTILSPTSTAQSLEQITPLPESAIDLNAE^VNTSD^AF 

qilgaqdeittmydshdpyeyfdtltdieqrsiiaalkrdS^Srqet^^ 
tnlgrlktlk ^ PA ^ 

>RXN00077 TRANSLATE of: rxn00077.seq check- 3953 from- 1 to- 1^9 

mndeniqssnyqpfpsfddwkqievslldviessrSfsdlkdstdrsaldaIlerakrJa 

avdtnaiegifqtdrgfthtvatqvgaweqqmamkgkhvkpafdd?legf^l^ 

tpisqqwirnlhavilrsqeshevftavgvqnqalqkgeyktqpnspqLdgsvSJSpv 
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3VFLYKD 



EDTPAEMARFISELESKEFLAAEKVIQAAYAHYAFVCIHPFADGNGRVARALASX 
PGVPLVIYQDQRRDYIHALEAADKNNPLLLIRFFAERVTDTINSIlJDiSpiAGKSG.A 
rv^pncT VLPELHD ^ HRLQES ^ 

EPVVTESFRERVKIYADGI^ 

^TEFKEAAPA^TIIGLPreviPVGGSEVPTFIAYSTE^^S^G 

---ffiamivllfinlpfaqlwakll^ 



>RXN00087 TRANSLATE of: rxn00087.seq check- 6949 fr ™ i <- C oo 

AGFAAVAIIGAGILAGGGFRGWFWFGAQAGLTFAMMFCHWLAYQSMSVIRALCPYC^^ 
IMFVLVTAWNVKTFSGSDSTFVNALYKYKWVIAIVWLLLIAAAAVWSFRYMF 



TVSZIMFVLVTAWNVKTFS^ 
>RXN00096 TRANSLATE of: rxn00096.seq check- 168a frffl n i - 



>RXN00097 TRANSLATE of: rxn00097 sea ch^W ^9, * 

™^^ IAFATLADLPEL ^ LQQKLYHLDLSR "TISNELAGINP^ 
nI A n^T QILPSPASIGRKIKEIRDLLDDA ^ TGSR GTQDDSSFGVTFSPTC^^ 



""fQVLVGDRRWLFNESQSMSTVLMALEVNGPSPAIS^^ 

AYTNTVSTLFALQDGSLSRVSSGNVSPLQGIWSGGDIDSAAISSSANWMVRHFMNrav 
LTVGSMEGVTSDALRSETITRPTFEVASSGLBAVVDGETPVRV^SA^LTO^EA^ 

lprdvtgpisefqlsrtgvraamxiegkvyvgvvtrpgpgerrvtnSvapSSJa,^ 
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FFVE HNRRKE VTQT FQLNS 
>RXN00167 TRANSLATE of: rxn00167.seq check- 5803 from- 1 aQa 
MY L LNPPVTEPEILTVNEIP T VVAVFDNHPMNDMPAAFDQ?YQVLF?TLGlKGiAPIG?G 

falytseptdtvsfevgipvsqplegdvsaasgivlknsvvpag^ 

AWGSFVEALESAGHEIDMPCWEVYVTEPSPDMDPATLQTDLYVLLK 
>RXN00171 TRANSLATE of: rxn00171.seq check- 2615 from- 1 

>RXN00194 TRANSLATE of: rxn00194 sea rhprW oazq * n ^ 

>RXN00197 TRANSLATE of: rxn00197.seq check- 7429 from- 1 to- 
VAAYLLGVVLFFLGIAVTIALHEWGHFITARIFGMKVRRFFIGFGPWFAKRRGETVYCr' 
Ssg'Sphv^^^^^ 

IXtaTrhat ^J^^^Q^^Q^ATELSSCVGSGPAGDAGIEHGDKILAVNGQEM 
TDVYKKYGPIEGVGATARFTGDMISATWDGLP<AFPAKIPGVVASIFGAERDVESPMSVVr 

avriggefversmwdmfmmmlaslnfflalfnlvplppldgghiavviyekIrd^ 

GKPAGGPADYTKLMPVTVAVAALLMTVGGLVIVADVVNPIRLFG 

>RXN00216 TRANSLATE of: rxn00216.seq check- 8301 fro™- 1 to- oon 
LGAYGLGELPGKSAAEAADIIQGETGDLLHIPQLPARGLGADLIGRTVGLLDMINVDR^ 

kswvmstrpsrlthltgdfldmdldaceetwgtgvdklkiqvagpwS 
lsdrgamrdltqaliagidaharkvagrfraevqvqidepelkslidgslpgtsJfd^p 

St^RL^ 

^"I sgirlglgittgkdvvde llerprqkavevarffdrlgvgrnylvdavdihpged 

LVQGTITEAAQAYRMARVMSEMLSKDSCDL . .... IijVUAV _ uiHPGED 



>RXN00222 TRANSLATE of: rxn00222.seq check- 4411 from- 1 to- ins 
^ T T T P ^^ T FKDTLAAH ^RDGDQTTFSYTADYAGPPIATSLP NSEpJitRSGAIPPFFA 

gllpegrrlsslrrnikasaddelslllavgadpvgavaifphgentqpapptvdfdde? 
?^^o TESGIADPVALAGVQD ^ sartiavpvasd ^^klsppeyp?lvIn^ 

IAQALTKVCASPILAMRMf aro^ 

wv^I lamrnlafqiavawlsgngdlhakn isiinkgrgfeispiydipata 

>RXN00232 TRANSLATE of: rxn00232 . seq check- 1106 from- 1 to- mo 
MNDRAHQRIGDlERSQALDRLGSYFADGYLDIDEFDTRTGAA^IARmGElSvLFiD^E 

LGGAASAGARFLLKVDDADEKLFEELHSKEQSEREARLRIAAQRRRELEQ 

>RXN00236 TRANSLATE of: rxn00236.se q check- 116 from- 1 i-n- 7, C 

QDTGv'a^^ 

GVATPPI IGVPLDGSPGFAEIPDTDGGELDGDTEYDRAVGPMQFI PETWRLMGLDANrnr 

vadpnqiddaalsaanllcsndrdlstpegwtaavhsynmsnqylmdIrS 
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>RXN00242 TRANSLATE of: rxn00242.seq check: 7148 from: 1 to: 1278 
VNEWRTVSLVDSTALTVI ISVAVFTSAVALLGVVKKRSRWRVLGALISSAVLTSGAWVVI 
EKLWKPFPDPNPWTI YLSAGLAVFPLLSILFRTGRTRILMATLTVIALVNTAAVINVI YQ 
PYPTLGSFNPVPTAVSMSYADFESQTTAPTMDDREVGALVQVPLAGTTDDSTSGFDARDA 
YAYIPPAYWDNPSLQLPVLVLMPGNPGQPDQWFSSGNADQTADNFQATHDGISPIVISVD 
GTGSFSGNPACVDSDAQSVMTYLSHDVPMLIKQKFRVNQDQRTWTIGGLSYGGTCALQIM 
TNHPEAYGSFLDFSGQEEPTLGTRQQTVDQLFGGDEDAFKAVNPEDLLNQAISSGAHTYS 
G-I-SGRFHE-A6-S-N-DKS AV"SA"lJS"H"I;DNrrSNQAGM'S T T FDT VAGGH'S FQVWRVALANT FDWVAK 
RGGLQV 

>RXN00247 TRANSLATE of: rxn00247.seq check: 2491 from: 1 to: 927 

MQTLIFIAIAGVAAQLVDGGLGMGFGVTSTTILIMLAGLGPAQASAVVHTAEVGTTLVSG 

LSHWKFGNVDWKVVVRLGIPGAIGAFAGATFLSNISTEAAAPITSLILALIGMNLVWRFS 

KGRIRRDYSDRPHSRGFLGGLGIVGGFVDASGGGGWGPVTTSTLLSLGRTEPRKVVGTVN 

TAEFLVSLAATLGFVVGLWDDLVANLSAVLALLIGGAIAAPIGAWMISRVNATVLGGFVG 

TLIVTLNLPKVLNVVGLDFI PTGLIQVTVLLIGLPLTYLGFRRYRKNLLNETISSEVVSE 

PKGQKIKST 

>RXN00256 TRANSLATE of: rxn00256.seq check: 519 from: 1 to- 771 

MFMSLKTRRIFGALAVSLSISFSAIATPAASAQELVVSTSAVNEFGVVTSDITAEQILQA 

QDLIAEMKQSEDI YEYFGALSDVEQRSIIAAVKENPYLIENESPRMRVQSETPDEETPDK 

KKPSKTYKLYMSILEMMSCINLVDVPSCAQALKAANIAEREAKARYPDSVTNGKGDALRH 

CAWSALMTIRIGKDAAERIGNAHETVVRGEPEEREMDLINNALGRDIGERFI INGDETGA 
LSTCVSMANIGLLHTLL 

>RXN00264 TRANSLATE of: rxn00264.seq check: 1681 from: 1 to: 378 
LLVDSGDVQLEGVTVEPTQLAYTGINETQLRIRNIGTTPARTVLLGGEPFTEDIVMWWNF 

IGRSHEEIAEYRKQWQAEADRFGITHGYISHHKDGLTRLPAPELPNAAIKARKNPAPTAR 
PETRID 

>RXN00267 TRANSLATE of: rxn00267.seq check: 9930 from: 1 to* 318 
MRNSKSGLAFSAAALFCVVAVITRIASSPSFIAI VAI IVAAIAL FVGLNSRVGTKLVDQP 
VVFTQEQI DQLKE LKS RDQEAAAI RQAQLWS RGS S S EAVAEAVRKL 

>RXN00271 TRANSLATE of: rxn00271.seq check: 7582 from: 1 to- 990 

MFSSRSKVLASI FTVGALALASCSSDSSDSSTSTDAAGGDS YRVGINQLVQHPALDAATT 

GFKEAFEEAGVDVTFDEQNANGEQGTALTISQQFASDNLDLVLAVATPAAQATAQNITDI 

PVLFTAVTDAVSAELVDSNEAPGGNVTGTSDIAPIEQQLELLQQLVPDAKSIGIVYASGE 

VNS.QVQVDEVTKAAEPLGLSVNTQTVT.TVNEIQQAV.EALGDVDVIYVPTDNMVVSG-ISSL - - - 

VQVAEQKQIPVIGAESGTVEGGALATLGIDYTELGRQTGEMALRILQDGEDPATMPVETA 

TEFTYVINEDAAERQGVEIPQEILDKAERV 

>RXN00272 TRANSLATE of: rxn00272.seq check: 8098 from: 1 to: 372 
MPEPETSTMGSIQKSGEWLVPAYSAYKLNGADLFLD1RHATAAAPVITFDVNMTMGSMTL 

IVPPGVYVEVQMASKNWSDFKVQTTNPLPGAPRVFITGVARASGLKVFTKHPHEPFGFWO 
KMFE 

>RXN00283 TRANSLATE of: rxn00283.seq check: 5995 from: 1 to- 1032 
VASATASDSHLSTCCSSSGRSASPSSPGLAPSWLTTGELFAQFTSTDGNAAI IAASGGGA 
IGPQALFDASVRTFLISPALLLVAVVAVFFAYRRRDPEPIIPLALIGSVVFFQIITYSLG 
STFGLLRFFLTALPLTIILLFQI I PPRHRFPSLRPGACYRDRVTGKYVPKTITGVLVLAI 
FGGTGITLYGMSSANWAPQEYAIQELVFNMGSPSQDAVHTLNTFSTEMDVADFVDSLNLG 
DGEVLLSTTYGFAVLTASNNQKQFI IPSDEDFITTLNEPAEHGVKYILALPREGRGATDP 
INLRYPDMYETGSHIATMEIEFINQGQGQPNWRLYRVLTTPEQS 

>RXN00334 TRANSLATE of: rxn00334.seq check: 4035 from: 1 to- 336 
MAKLDDNVQIETVNVSFEAGGRTNWHTHPVGQNI IVLSGLGI YEAEGEPARLLEPGDVVF 
AAAGVRHWHGAVSGAPMFHVVVNLKGIDGETVDWEEPVDEEHYRSVSAELQR 

>RXN00338 TRANSLATE of: rxn00338.seq check: 9343 from: 1 to- 1140 
VSDVTVGDIRRILDEAYPPALAESWDKVGLICGDPTESVKRVGLALDCTQAVADKAVDMG 
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LDMLIIHHPLLLRGVTSVAADEPKGKVIHTLIRGGVALFSAHTNADSARPGVNDKLAELV 
GITAGRPIATRLLGGMDKWGVHVLPKDAAYLKKMLFDAGAGAIGDYRECAFEIEGTGQFR 
PVEGANPAEGDVDKLFKSLELRIEFVAPRNLRARLTSVLREAHPYEEPAFDIVEMHSAES 
LENATGLGRVGELPEPMRLADFVQQVANNLPVTEWGVRATGDPEQMVSRVAVSSGSGDSF 
LNDVIKLGVDVYVTSDLRHHPVDEYLREGGPAVIDTAHWASEFPWTSQAQEILQDKAPQV 
EVDVISIRTDPWTMSARAVN 

>RXN00342 TRANSLATE of: rxn00342.seq che ck: 3222 from: 1 to: 429 
-VA-DA-P G A-V-KQ G AQB Y-AQIrtGTQ S G H I VQ ETG W D E D'S DT LIS E S I E DA IGEELLDEETDEL 
CDVVLLWWREDDGDLVDGLVDSIRSLAENGRIWVLTPGIGKEGALAPGVISESAQLAGLV 
QTKAERLGNWQGSCLVQRGNKKP 

>RXN00344 TRANSLATE of: rxn00344.seq check: 1354 from: 1 to: 879 
VDLSTWLSDTQYLISVDFVQHALIASALLGLLSGVIAPLIVVRQQSFAVHGTAELALMGA 
AAALLFGLNVGGGAVI GS VVAAI LLALLGMKQQDSAVGAVMS FGLGLS VLFI HLYPGRSS 
TAFSLLTGQI VGVSSSSLWILVAVTVI VVSAVVI FWRPLLFASADPIMAQASGVNVRFI A 
VAFAVL VGLTT S QS VQ I VG ALL VMALL I T PGAAAVAVT AN P VKA VVLAV I FAE VS AVGG L 
LLSLAPGLPVS VFVTT I S FVI YLVCRLIGWLRGRGAQRDEDAYRRRQHDHH PH 

>RXN00353 TRANSLATE of: rxn00353.seq check: 5475 from: 1 to: 693 
VGRSFTNRTFDPLPFMVVYPDGVDQHWNDARLGLDENTRHLGI DDVGFFVKLATHLGNTY 
GIKRIFIVGYSNGGQMVLRLMHEVPKMLSGAATIASNMPVAENTLPQVKTFKTHPVPYLA 
MAGTADTFSPYEGGDAGIGREHRRGVGMSAFDSAAYIAARNGLTEHRHDVI DDVVS I DTW 
DGENPVEFWTLNGIGHLVPSGKTYPEFLGPSTTSVIAAEEIGKFFDGVRRR 

>RXN00354 TRANSLATE of: rxn00354.seq check: 80 from: 1 to: 813 
MGKLLFVDIGGTLLDYSNEVPRSAVDAIRKARAKGHRVYLSSGRSSAEVTSQLWDIGVDG 
LIGANGGYVESAQESVFHRRLSGEETRHIVEWLYNRGLEFYLESNNGLYASRGFREASKP 
VLSRLSEKTDVTVDSMYPDMFWGASLDRDDVNKISYI FNSQEDLDAAREAFPNLEHTTWG 
GQTGALFGT I GVS VNKKIGVDRLLKYLNADRANT I AFGDS DEDLSLFEASAYGVAMGEAT 
ESLKAAADLVTDAVGQDGLRNAFLKLELIDA 

>RXN00362 TRANSLATE of: rxn00362.seq check: 1707 from: 1 to: 1347 
MGI IALLVFIAIAVILNVFLKRDISEALLVGLVGTALVGGVNAPTLLIDAVVDAAQSEVT 
FAGMAFVFMGI VVQSTGLI DRLIAILNSI FGRLRGGAGYVSTLGSALIGLIAGSTAGNSA 
TVGSVTI PWMKKTGWTAERSATLVAGNSGLGVALPPNSTMFI ILALPAAAASSASQVYIA 
LACGGAYAVL YRLAVVFYWTRKDKI PAT P DDQRVS FGEAMKTGWRS PL I FLG I L I PVI LT 
IGPLSEWLKTHGVGESGVKSMSI I VWVPILITAIALIEGRKRIANNMAHFRVQISKDLPQ 
FATVGISLFSALAAANIMEELGVGPQLSNWLDSMDLPKSVMVI I VCIMCI VVATPLSSTA 
TAAAIGAPAVAALAAVGI DPTVAI.VVILLCTSTEGASPPVGAPI YLSAAIADANPTKM FV 
PLITYFVVPMILLAWLVGMGFLPVIVPTG 

>RXN00373 TRANSLATE of: rxn00373.seq check: 1756 from: 1 to: 339 
MDIQQLDAETTAWKDSLLRAAQEAGFHFEPPKLFEDFETMVEQYKQAAASDPDIDVTDIQ 
QMWGI VVGEYLREKMGMEWVVITDDYGTDLAILATAPNGDHVYSCPI I VVGKR 

>RXN00390 TRANSLATE of: rxn00390.seq check: 7582 from: 1 to: 405 
MSTTREIAFLIARILLGVILIAHGWDKFAITGLEGVTGFFDSLGI PAAGIAAIAAAVVEL 
LGGILI ILGVFTRIVAAFVAIDMLFAALFAHVSSGI FVTNNGWELTGAIGAGALLLIAVG 
AS AWS I DG VLAKRKA 

>RXN00399 TRANSLATE of: rxn00399.seq check: 2271 from: 1 to: 315 
MSHNDSPNFARRALNWLRQGYPTGVPRHDTFALFYVLERELTEEDLNELAELLIAEGENN 
GLHDNPITREKIGKLITHVHSQPPEDEDI DRIQKKLQAEGFPTRN 

>RXN00416 TRANSLATE of: rxn00416.seq check: 8529 from: 1 to: 1650 
LASYLSPTALVVAVLAI PLSATRLYLDGI SVDQGFRTQFLTRMADDIGLS DMNYI DMPTF 
YPAGWFWLGGRLANLLGLPGWEAFQPWAIVSMAVAASVLVPVWQRITGSLPVATGIALVT 
TCI ILAMNSEEPYAAI VAMGI PAMLVLASRI AKGDKFALAGGI I YLGVSATFYTLFTGAI 
ALSAVAVCI VVAAI VQRSIKPLLWLAVLGGGSI VIALISWGPYLLASINGAERSGDSATH 
YLPLEGTQFPVPFLASSVVGLLCLVGLI YLVVRFHNNEVRAMWVGIAVFYAWMGMSMAIT 
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LLGNTLLGFRLDTVLVLI FATAGVLGIADFRLASVYQLYPTQITERTATHLTNLIVVLVL 
LGGLYYAQDLPQKNARAIDLAYTDTDGYGERADLYPAGAARYYKDINDHLLDQGFEPSET 
VVLTDELDFMSYYPYRGYQAFTSHYANPLGEFGNRNAFIEDLAIRSWDELADPQQFSDAL 
NTSPWTIPEVFIFRGSI DDPDAGWKYDVAEDLYPNNPNVRFRGVYFNPESFDQMWQTKQV 
GPFVVVTHNE 

>RXN00422 TRANSLATE of: rxn00422.seq check: 3762 from: 1 to: 894 

M P T N Y AR D N V I S LAS AREQ RS GKPEPKPE LTL I^/.RATN-V.QA D G E V-H RQ-I-G-L N S AM SLrD EL; 

"HNVLNIVFGVGGEQSPWRFEDQFHQPSAPDTNLGELLPEPGDFLFYFWGLWQFNLQCVEM 
YPRDNGTPRALCIGGSGGLGDDFDQATINAELTGTDTIRDVLSGVRPEVIDLVDRTGVFD 
FIPLLQALDLKREPLIDATRYHTCRTLPVENSAEASDAFWSCVLALSCLGNDELFIEVIE 
STMSTLGWVADDGSPLRAPEITSACEASLKILAELGGYGPERLAPVDRLDI YRELLCF 

>RXN00447 TRANSLATE of: rxn00447.seq check: 3535 from: 1 to: 420 
MLGSLWRFAVRTAAGAVALWVVIKLIDGISLSFPTTPLYQDGQHDNLLTFLAVAAIIVVL 
NATVKPVLKLLGLPLTI ITLGLFSLVINAVIMLLAEYVSDLIGFGLRIETFGAAFWGAIV 
LALVNWVLGPITGLLGAKKD 

>RXN00455 TRANSLATE of: rxn00455.seq check: 9756 from: 1 to: 750 

MVVDVQNQSHTPETQPQPGQGAAKKTPVASGNSTFIHIQPSLYPILLALFVAVFLISNIT 

ATKGVEIGPLVTDGAFFLFPISYVLGDVLAECYGFKSTRRAILTGFGITMLAALSFYISI 

WLPGASFWEGQEAFEATLGLVPQI I VASLAGYIVGQLLNAKVLVAIKKRTGEKSLWARLI 

GSTVVGEFVDTLLFCAIAAPVIGIATAPDFINYVVVGFVWKTLLEVILMPITYAVIRWVK 

RREGYETFDA 

>RXN00473 TRANSLATE of: rxn00473.seq check: 5144 from: 1 to: 789 
MSGTGVRKLWGDGTPVSLPDLSGLSRAERI DALRSRMSTMGAAVPKFEPSVEESAEQKQD 
SLAEKQDIVAVPSAFSDLFPGDGLPRRAVTQLVEQPLVVVDFLAHITAQGGHAAVIGWKD 
LAYAGVI DSGGVCENI IAI PNPGTEPLNVAAVLCEGLDVVVYKGPEISLSPTRARPLLGK 
LRQGTAALVMVGTKVSSPALSVDAEITDYVGIGAGSGRIRGVEMQVRAVSKTHGVRSGKV 
LISRPQDAALLEPEQPTTLRAVP 

>RXN00485 TRANSLATE of: rxn00485.seq check: 6436 from: 1 to: 2295 
VSSVNDLFAKPYENADLVVTVSAKNEDSFAAFEQQLATTPGVEALAFDQNFAASVKQSDG 
IYASTSVQSISEGPLQWRPILEGRLPQGPGEIAVTTAPGAPEVGEHVSIRLSQNTEDTEV 
LVVGVVEPAAQETLGGAPFVVASPDALMEWNSSGVRGEFRVATSDPASLEAASFSDATVV 
VASAEGHVDKLADS YLGQRDRYFLLLAAFVAVAAAVAFLVVFSAYSVLTGERVREFGLI R 
SVGASTPQILGSVI FEAGILGVVAAGFGAPAGLMAARLLADNAARFGIRVPI DVI DLPSS 
TMWLIAGVGVVMSVIAALPAVFSVCRKSAVESLSTPAISRTSPWFGALWLLLAGIVGAGG 
MWAYEATSDYRGMRSVALSIAGSGALVCALLIATAVLVPWLLHVFSRIVGGTVPTLQLGL 
AFAAKQKS RSAALIAV I LAGS ALS S AVLHGQAH I GT HLVAVAKGMGGT DMMVTAL DGEIP 
AGMLEEISSI DGVKTAIAPATTAVELEDSGNFSVLMLAEEDGASVMRAGDTGAPAGGLVL 
GRNSPDQDAYPAGQAANI I VADTPTQAEI FHSDNYFSMI DPALATGPSTTRNVLILLDGD 
SNQAPDNATAQAVRKTISLFDGRYSITEGFSARQNTFELVSRITTMSTLLAIVALAIAAV 
GLINTVALTISERARDRYLLRTIGLTSTGQILVMAI EMI ALSLPAAI VGAVSGGFLGRFV 
ASSATNTAATAPLQVDILGGTVLAMVAGSVLCALIVLANKRRRVV 

>RXN00496 TRANSLATE of: rxn00496.seq check: 7171 from: 1 to: 1026 

MTRRLHGGEQDGQEHVKGQLKQLFDDDAFLTDLSRGVDPSEGDDALAGLLLDLTKEAQEP 

PATMPDWSTLLPGILDQDQDLPVESTSDTTVMQASNPATQEFAPVSISDTPNTATNSADA 

DESATVVPLAARREKRAKSGSSGVHSLDASATQRKSHPFLSGLVGAAAATLVIAGGGAAV 

YNADENSPLYGMNQQLFGNQDSPSVVELASTLEEVDSRTASGDVEGARALLEQARAMLDG 

MAPPRKAPSEATRTVESEPGTQTLTATVTESASPEPPVTETQTVTSTEVQTVTTTAVAPP 

VWTPNPEPTTTAAPTSTPSTGGGEGTGNDGDSGLVPPQTPGN 

>RXN00503 TRANSLATE of: rxn00503 . seq check: 5802 from: 1 to: 1722 
MKPVFSVDQIRRAENTLFELQADPDELMISAASAVADVALAMVDGPAPAVSSEESILLLV 
GPGGNGGDALYAGAFLAEEGHHVDALLLGNGKVHQSALAYYESLGGQI ISDFPPHYLYRL 
VIDGLFGIGGRGGLTPELASLVESFSASGI PILAI DVPSGVHADSGELPPGVMVTVEGFD 
NDAPMARQKI PAHI DADVTITFGGLRRAHAVSPACGEVLCADINIAGGGGKSLSAELSQV 
QAEDATPQMFASKAYQRKDSLFERANLKATAPHI HRIGQHFTVLNMEPGPDHDKYSGGIV 
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G I VAG SGT Y PG AAVLS VKAAVRAT S AMVR Y VG P ALN FV I QS L PE V VATQS LAT AG RVQAW 
VHGPGRGLEAEQSAELAELLSRPEPVLIDADSLSLLQLSAELRQALRERKAPTVLTPHKG 
EFERIAAELRSEGVEI PQADKDPIGAAQALAKEFDCCVLLKGKYTVIAAHDFVHAINAGH 
SWLATPGSGDVLSGLVGAHLAQS YAELNRLPEFFPDVTLSDSAI YTQIAPAATIHAVAAG 
LAARTEFGFAPTSASLIADAI PAATAKVDLKRI V 

>RXN00504 TRANSLATE of: rxn00504.seq check: 4338 from: 1 to: 420 
MTYGFLVNTDLTHRAIDFDLENAAKFLGGADDGRVAVAFQEDGTLYAALYSASAKDEGAA 
_ANP_VASXjGRNAAATGDGS-F-F-SBPTTA - I"CG'PVI"FVGA"E'GE'D"rT"LDE I ERI KDG I RAARNYR 
DDYPEEFNLWRNAVYNLRTA 

>RXN00505 TRANSLATE of: rxn00505.seq check: 7863 ,from: 1 to: 495 
MKSEFPVSGTRRFEHAADTQNFGEELGRHLEAGDVVILDGPLGAGKTTFTQGIARGLQVK 
GRVTSPTFVIAREHRSEIGGPDLIHMDAYRLLGEDSEDADPIGALDSLDLDTDLDLAVVV 
AEWGGGLVEQIADSYLLITIDRETAVQEDPESEARI FHWEWREGR 

>RXN00507 TRANSLATE of: rxn00507 . seq check: 8687 from: 1 to: 855 
VAENLNKHLSKLSKRGPHRVLVGDMNYAGI PGKI YTPAEGDGI PGVAFGHDWMKSIKYYH 
QTLRHLASWGIAVAAPDTENGFMPDHKG FASDLESSIQILGGVKLGSGNVTVN PACLGVV 
GHGMGAGAAVLSAANRDLVRAVGAI YPAKTS PSAI DAAFAVKAPGLVIGSSSLGLFESGE 
PAKLAANWAGDVCYRESEKGNQQGFSEDTMFKLVAGIGSPQTGAQETVRGLLTGFLLHQL 
AGEKKYKAFSEPDAEAKKVVSYFGQELQEHAFPKDTSPFAFLNEK 

>RXN00510 TRANSLATE of: rxn00510.seq check: 4920 from: 1 to: 1509 
VNDPLAGYGAVISALQGASGGMYRGPAKSEGQLREMYQTIEGLDTSSLREAAEAAVGGTN 
EARIQGWVGPLLKFFGTVGGGMIATEIAERAVDWFKNRNDVEEVSEAADKAADAIDSTVT 
ESDQGMMHI IQQLLDIVSTLTQILGSMDRGKFPQEFRDCVQTGADLI DQAGDMLEGLCAD 
RDDAISQCFSALTDHGKQVCETEPKPLCSAASGGSSGGATSSAAASSGGSSSSTASSGSS 
GGSSSAADSSTSTNAESSVEKEKTTPAAVEKPDEKPVEKPVEKTPEKPVEKPVEKQECEE 
KPDPDPEKCKTEPVECEPTPKPETEPEPKPTPTPTPGTPTPI PELETEDCEPGKETGTDS 
ESESEECAPELNDVPEESDLIGQLIKGAIGIGI VVVGVGLLVNFLEQCVPVIEEVPVPEP 
EPI PEPAPQPEPTSVKPPESELDKVAEPAPKPI PQANYTAAAATNYSAPAHAPVVPITPA 
APEVPAAPEVPAPAVNLHKAGGW 

>RXN00515 TRANSLATE of: rxn00515.seq check: 5675 from: 1 to: 702 
MRFSRVLPALLITTAVSI PTASAATLTADTDKELCIASNTDDSAVVTFWNSIEDSVREQR 
LDELDAQDPGIKAAIESYIAQDDNAPTAAELQVRLDAIESGEGLAMLLPDDPTLADPNAE 
ESFKTEYTYDEAKDI ISGFSSDPASDVLSQLQQAATTGTRTAEIRAEVFADRTDDYNESQ 
TALKEDFQNCIDAIDDARPIPLQYILIGGAIALAVIVLGIRAWTNSRKQSKHSQ 

">RXN00527 TRANSLATE of: rxn00527 . seq check: 7113 from: 1 to: 1764 
VIATSDVREI SSEGI VARVSVNGNIEAARTTTI YTSLTVPVANLPVAVGDRVAADQVLAE 
LDASALQRQLDETDANNARAAMANRNSIAQSQQAYEQSRELLDSGLSPEINSARSSLRAS 
SQAYQDAIRSFEAKQRDVDGGLDSTMVAQSDALKAAREQADAAEIERLRADFGLLNNDRS 
NLNDVIGLLDERESLASAESELAQARAAGDLEAVAAAEAKVAGLEQSIASKTSTWPSQDQ 
TYLQSYTALEEAERRVASTTEALEIAERI YIDSLGKVDSELAAAQRAVAEAHSAQQDAAL 
GLETAQLSTQHQLEAQSSAI DAALGLASVDNEAATRSTSQLRMDINNTTVRS PYSGI VSS 
VQAAQGQPAAGALLSVADDS/ELKITANVKEAEISNVTIGSRVTFTTPSTGTKEFAGRVSK 
VSPIAAAASAPATGEGAAAGATTTNTDVTFPIEI SVTGDREGLNLGGSARVRIVHEIAPH 
VLTVPLEAVYKNDDGKDAVLI ISDDNKVEEVEVKTAESDDFDIAVSGAGISEDARVLTQP 
GNYRGLIGETVKLHADTVEQAAAPFSPAAPFDPAAPAVSAKQTVGQVI 

>RXN00547 TRANSLATE of: rxn00547.seq check: 6032 from: 1 to: 1398 
VARDFINAIGGRFGRFAQVGTQRFWTPLRVLITTSLVFLAMGFLTKANCIQGSRGTDGVV 
SLNWSGSRQYTSACYNDIVPLYGGRGIDAPGFPYAFSWQEGDLTRYMEYPVLGGI FQWIC 
GI ITRFLYPVVDVI PFHTLPESGLYFI VTALALAFFWVLVI RMMVELTGNRVWDTVLVAA 
SPLVAVHAFTNWDTPAIAAVIGAMLAVKRGNPLVAGVLIGAGTAFKLWPLYLLGAYLVLA 
VKNKNLKPFITMAAAAAVTWLVVNVPVMIAYPKAWNEFLRLNRERGAEWTTI YQVI DRNL 
PINLNDPVLLNVLS FGLFGASCVAILILGLKVQRTPRVAELAFLI VAAFLLFNKVWSPQY 
SLWLVPLAVLAFPQWKVLFPWMVTDAMVWPILMWHMLGTDNKGLPHEMLDLI VISRDAFI 
VVMI VGVI RQMLGRRADPVMDAHAGRDLLAGPFGAGERRKALKEVS 
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>RXN00552 TRANSLATE of: rxn00552.seq check: 471 from: 1 to: 936 

VATSKILLYYAFTPLSDPKAVQLWQRELCESLNLRGRILISTHGINGTVGGDIDDCKAYI 

KKTREYPGFNRMQFKWSEGGAEDFPKLSVKVRDEIVAFGAPDELKVDENGVVGGGVHLKP 

QQVNELVEARGDEVVFFDGRNAMEAQIGKFKDAVVPDVETTHDFIAEIESGKYDDLKDKP 

VVTYCTGGIRCEILSSLMINRGFKEVYQI DGGI VRYGEQFGNKGLWEGSLYVFDKRMHME 

FGEDYKEVGHCIHCDTPTNKFEHCLNEDDCRELVLMCPDCFANVETRHCKRERCAAIAAD 

FAEQG I DPLVT S ~ 



>RXN00555 TRANSLATE of: rxn00555.seq check: 6336 from: 1 to: 939 

MKQPLRVLISCRPEENSGGKRSEQNDAVFEFAAWLARTSDINVRGITTFIRPWPSSSISK 

LGGKYHKWYKNLDSYYRSRTIKGLKEAGVEKSQWDDDVSVFVDGPSESTLLTHAAEEFEA 

DLILLGSDATAPKGRFLASSTADALLHSSPVPLGLVPRGVKLSKKGVTRVNYAFTNESDD 

FEQGLRSSAELATNWNVPLRILAFSPTGITSAPTSRSLDISTELSSEWRELTLAMLDRAR 

DGVLTDHPNLSVSSETGSGWGWSGAIDALRWKKGDLLCMGSHRTDTLSRVFVGSETMEII 

RNSPVPTIIYPGL 

>RXN00560 TRANSLATE of: rxn00560.seq check: 5757 from: 1 to: 375 
MRI DPLETRQAVLAVKDWIEGEGDVKKPGRAALAAATRLSVRLLAQHAPGNSVEVRVPPF 
VAVQCIEGPKHTRGTPPNVVETDAKTWLRLAPGQTTFDAEFESGKI SASGTRAKE I ADWL 
PVVKL 

Q >RXN00574 TRANSLATE of: rxn00574.seq check: 6894 from: 1 to: 879 

%2 MSFKVISTGPQAI FQDRGRFGFASAGVGTSGS FDRLSAARANHALGNDPNATVVEILLGG 

Jn FEVEALHTTS I VFTGTEAEVMVRTAGGQSKNATTNT I I DVAAGERI RVEPAT YGMRAYFA 

H ARGGFAVKKTLGSASTDLISHMGPCPIEPGDVIDVATDIADSQWWPKLRQLPTLWKRMPT 
\fl ETLTVIRGPRDKWFTQESLNNFFTQVFTVSNDSNRIGLRMHSSEPIQHRVEGELKSEGMV 
I'i RGS IQI PPGGNPVVFGPDHPVTGGYPVIAVLTSRSCDRSAQLLPGDKVRFKLL 

H >RXN00589 TRANSLATE of: rxn00589.seq check: 4154 from: 1 to: 450 

V4 MTTLSRKFFVSATTALAAVALVACSPNEI DSELKVPTATGVSLPSKNVSATSTATTDEDA 
PGYIDCVAAPTQQPAEISLNCAMDIDRLTDISWSEWDTDSATGTGTRIVTAANGQETETE 

C3 DIEVKLSFPTESSQGLVFTQVTVDGQVLFL 

\.\ I 

fy >RXN00616 TRANSLATE of: rxn00616.seq check: 2419 from: 1 to: 345 

%A MKSLPRFAPLITILALLVLVAIGGSALANNRATPNVESEPATVNQRSTPTTSAYEPPATE 

A SPEEPTTQIQESPVQPPVPAPAQIPQAPQVPLNYQYYDDDWDDDDDDFDDDWDDD 

iJ >RXN00647 TRANSLATE of: rxn00647.seq check: 2211 from: 1 to:. 633 

MGI FEAIRAARAKT-KAEIKAAEAKVKTEAKNKAKLDLKREKLLVQQEKNLLKVEEKGLKK 
RNKHELKMAKNILEQKRQGRLNKDKVKRWAGTARVLTPLLLPI I YRLSTEARDQVVKGRA 
RRAGVTAEQLSQFAGHAAALKARIQGVRETAKNSSLPAGFVRDVEERLNELEAAANNSEF 
MS PQQRNRAHQS I SRDLNQVSDQIQDRLLDK 

>RXN00653 TRANSLATE of: rxn00653.seq check: 8269 from: 1 to: 765 
VSVSQVVGEILLTVGILALLFAYYEAYWTNVESGKLQESAGQKLDEDWNEARVNPRQKLT 
PELGEAFARMYVPAFGSDFNFAVIEGTDEEDLLAGPGRYVDSQMPGEAGNFAVAGHRVGK 
GAPFNDLGNLEVCDAI VVETYNSWDVYRVMPMSTNGADRAAEAADCFNENQVSRMAEGDY 
VNVSGRSITTPDRI DAT YPTPGVFDTAVREGSEALLTLTTCHPQFSNAERMI VHAMLVEE 
I DKSSGERPAALEEN 

>RXN00662 TRANSLATE of: rxn00662.seq check: 7679 from: 1 to: 1269 
VSTI PLNRLAVIAAI IGVGTGLFVAALNWSAIGVERLVYGADHLHNYNPVANVSPLRLSI 
TVIVLSVVASWAWFFVHRTGPKEVSI VGAIRGEKMPILETIASAFLQVTTVAAGAPVGAE 
NAPRIAGALVGERFSRWLQLDI DAKRILVASAAGAGLGASFHLPLAGVLFALEVLLVEAS 
TRTVVIAI ITTTAAVATTGFFVQTPDVFSTVPLTESPWMLLAAMVTGVVAGMCGHWFSAA 
AHKMAQASPKGVKILWQMPLGFVVIAAVIYFFPETLANPRWLADSMLGDGLILSTILLVL 
VLRTAMFLLAFRVGMVGGNLI PAFALGSMVGGVVGAVLEPITNVPIAAFALLGAAAFLST 
TMAAPLFGLIAAVEFTDMEAQGYLPI FLAVASAVLAVRVWSVIAKHELRAI PITYASWTG 
ELK 
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>RXN00666 TRANSLATE of: rxn00666.seq check: 5076 from: 1 to- 915 

« ! n SALHVAEELGTLEAIY PSRIEAGLGRAPGTDPMTARELGRASSLVDDVLSTIV 
SLQNYLDTPEERPNIIAHPGINSRVPLFMLGSSLNGAAMAAKLDLPFAFASHFAPFQMGP 
AIASYRELAANPYVMAAANVLVCDTEEEAEFQISTLHQMFAGIVTNSRGKLAPPVRNLKD 
^IWKHIEDSLEMTFIGTAESW^EFADRYKLDEIIWTYSyD^S^JS 



>RXN00704 TRANSLATE of: rxn00704.seq check: 5954 from- 1 to- 627 
LTITFSRVALTTLAVTATTLSLSTAANAQSSLLDKTLDARQCIDADNVWVSVDYGADSEK 

epegacateftdgvvalesagfkltfdesemgkymtgingvvpdwvetgtyws^sgeS 

DDYSVDYTYYEVGASNSEPEGGTVEAWVVGTGEETPALETLPETPAATGSSEDGGWIAV? 
AGLLALIGGGVAALYQGLITIPGLVLPKF 

>RXN00712 TRANSLATE of: rxn00712.seq check: 8070 from- 1 to- 696 

MSLRKNLALGSSTVLLTAVLSGCVSLDERSTDTSTENVTTVTATLTSTAAAEPTTRTTVO 

SATEASTTAPVQCNLDPRTSDFGPYLAQSRTPVGELAGSADSVVQVPDWFYHFQMGDNGY 

DSCSKLSYVVLNGSNGDAERSTGTGAAIADVVVLFIDGHMVARPAPFEMKTVESVTRVSD 

SEIQVVYGHAGRSTAEGVTDYFTFNFFVDNGVLSGRGDLPEHIDTHMRLYLL 

>RXN00720 TRANSLATE of: rxn00720.seq check: 5001 from- 1 to- 666 

MASPRRPQVAAPRIKELRLTGLDNADPQDIESNEQIESCRFNEAELSERDLSGAGFIECE 

^^5 AHETELRRAQFVETRIERANAp SFKAARSIWRNATISDSRFGAVEMYEATVQALK 

T I ^ T S ^^ VNLRGASLRDVLFENCVID ELDLGQARAERIAFKDCTVHSLTFDHAVLSNVD 

LRGLDIERISGVESMSGTVISSLQAADLSGAFARHLGITVND 

>RXN00722 TRANSLATE of: rxn00722.seq check: 460 from- 1 to- lOfiS 

A.VLREAGVVDAGGQGLVILLESLAEQINGNPPHHPSHHSEPAEEPSFHGKTGDLEVMFYI 

ACDSAQTLDALHNELETLGDSLLIARETNTRGTVHIHSRRAGEVIQKAFAAGDVSELRLE 

ILPDTSGSFTEEPRRVLMAVAPDGLVAELYRSAGVKVVARNIAQSKSDDVVAKIVSIARK 

SGADEVILLPNGLLTKRELVSIERSSHAFEQSVVILPTATLVAGLAAVSVHEPAQPLAVD 

SYA^EAAGSMRTATIRAATSAALTQAGACSKGDLLSFIGPEIALVSEELNDlisRSLR 

LLDGSSEQITLLIAQDRQSAFDEDVFRRGLGTHTDVEITVYPATGMENLVEIGVE 

>RXN00729 TRANSLATE of: rxn00729.seq check: 9733 from- 1 to- 978 

LHNGDLLIDLIKVLIKDRSKVKEAAAKI DWWFLGAIGVGMVVMVFSMSSILHTVVEDYPE 
ITRGLFLGMVAVSILVPLGMMDMRDAKKRLAIVI PLFI ICAMLGFFGTSFTSAPRTDPSL 
J^"SSf^^ VLPGVSGSFFLLAVGMYAPIMESLSNRDLSVIGV FLLGALTGVILF 

vkvlsyvlehhrtitltimaglmlgslralwpwqdgdanllapgdnavmifsiiiLggai 

VAALMFAERVSSKNIDSETVAEEHPR 

>RXN00730 TRANSLATE of: rxn00730.seq check: 2858 from- 1 to- 807 
MSSQQTIFIILLFAAVILISIVMITAAFKTRKKRFAARAEGMANPTIPAPTVPWQRFAGA 

LAFDIARVANLLRWAAYTDLLLPAEARWFQDQLGIAAAVSFGSWEEYGERYVRGLQKNFK 
GGNKP YI EGERWLNTEAES PWKTQKWI SA URN 



>RXN00731 TRANSLATE of: rxn00731.seq check: 8578 from- 1 L 
MKDASQSYLLFGLRWLGRSLRFAPLSLLMIVVMRGLREVFGAEDPANSSLVDNLGLTL 



to: 2496 



PW 



SLNDPHFLTAGFSASTTTAALMSTLWIIVFAVPSERILGSLKFAITAALIHITSIPLGIG 
IAHLIEEADLNRWGNNMLADVLLTPDFWVFGVAAFASASMPLLWRRRTRLFLFTTTT TT T 
LYTGTLADVTMLTATIIGTVAGELNRHRKTPGGRWLPGSLTVREARIMTAILVTAVAAGP 
VLAALNPLTHGPFSSATKLIWQPLVTEEHMHHLCHTDSTSDACQGALDQLQQHGVGPSVA 
NLIPLILTVVLAMGLSRGRRLAWILAVLAQLISIAVLMFQLTKLSADSTDLLWSVNAFSV 
IVPWLVALAVLVFSRRAFQVKIDTTRISKSLGALMVTWLATAALWILATLFLPHAFHPHP 
TLGLAFKELPFRYLPPTIETVLSHQLFPRSPAGWAVFEWTGTLFWLVVAATLYHLLMGVP 
SNKAHEDQENAATLLRSGSGDHLSWMTIWGGNTYWWAPENAGYVAYRVKRGIAITLGEPI 
LGPDSSVSKAELAAQFEEFASNQGWIVAWYSVCEEFSKERINAGHHTLRVAEEAVLSSAN 
ADFKGKHFQNVRTARNRAAKEGVSSIWTTWADLSAEMQHKI ITLSEEWVSDKALPEMGFT 
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^^P^^^^^^^'^'^^^^'^'^^'HGVTSWLPVYEKGRIVGYTLDVMRRDPQG FKSVIEF 
LISEAVVIARDHDLEWMSMSGAPLSTPPGVADDGTIGQILELLGRAMEPFYGFRSLAASK 
NKFHPEHHGWYLCYRDELSLPSIGLAVAACYLNEFPLPNWLKKTATSAPSHS 

>RXN00738 TRANSLATE of: rxn00738.seq check: 6764 from- 1 to- 363 
CQEETDGFFDFGRDMRPGERRSYGTLLNDATTQVSHILGNAFTRSGLNAEYANLYGQALV 

a== 

>RXN00762 TRANSLATE of: rxn00762.seq check: 9427 from- 1 to- 876 
MNTSDRIKSTQIALDRDLREQALLLLKEVRAVDGVDALSEQFVRGLAEPGLVHSHLIV? L 
NSELVGLAAADEETTELAVHPAHRRQGIGKALIDAAPTSSIWAHGNTAGAQALASTLRMK 
KTRELLVMEISDRALDDSAAYKDPDGITHSSLANAPVEKSVAEA^SsSJd^PEQ 
?^noJf,o^ QAQ ^ DWYKDSDVLFLWDGEEIVGFHWVK Q HSPEL QE^VVGLSSAYRGRG 
LGDPLVRLGLHHMRAHGARKVILYVEAGNTPAVAAYEKLGFTVAESHVVYEK 

>RXN007 68 TRANSLATE of: rxn00768.seq check: 4486 from- 1 to- 1119 
VGTIEDVANEQIEVANNTDQIPAGYKSPLLSRSGAAEAQGAAAQAGTEGVAWHYGSPLVE 

qrifetgtglvdrsnrkvikvegpdaptflnnilsqkvdsvengftagaldldaqgrSh 
tmqvtvvdgvfyldtsaaefdtligfltkmifwsevtvqeadlaiitllgqe^lpda?f 

AR p);™!^ RIDVAIRREN ^ 

L p ™ wigrgehlgavhltk gcyrgqetvarvdnlgrsprvlvllhldgsapldpvt 
qrgrISSg^ 

>RXN00769 TRANSLATE of: rxn00769.seq check: 3734 from- 1 to- 213 

dd?dSg?n™^ 

>RXN00771 TRANSLATE of: rxn00771.seq check: 865 from- 1 to- 819 

mtnpyeafiplkhrtgiepehtfwewenkrvhiarrrreapvrvivvhglgthsgalSpl 
vaaiegadlaaidlpktplyddwlrllesfisseddgrpliligagtggllcaSr?g 
lvahviatcllnpsdqptrralfrfspltrliqgrlrnreipvtrvlnfskJsS 
lcaadefsgaskitwgflasyvqhkaklgavpvtlmhpdhdlltpvelslrtlsrlkapt 

-DVVMLKDCGHFPIEEPGFTTMLETVTSvrARNS " " - - LbKLKAPT, _ . 

>RXN00785 TRANSLATE of: rxn00785.seq check: 7074 from: 1 to- 657 
IIATLGVTLLVEARGLFLTVASIPILFGIFTPLTSWFVSQQGVAANVSPGVSVTEILTAV 

yplaqlfptlimvtlvaaliavvriillrrnqesrqvsgeltrraqreaeeanonaarra 
raqstrvqssktrnrraqptgdtgsqvtvdelirrsqerr 
vvapkprpsapeapaptdvgerrqaapkrrtsldddlys 

>RXN00795 TRANSLATE of: rxn00795.seq check: 1530 from: 1 to- 528 

miislvvsaiimlvavgftgmcsfntgspengqvpevdastfmsmearamtdhatrlpet 
ldghdvgiytsqesdvrdlrvmdlgdarvmvsgaatdeefndllravanseplptn 

>RXN00831 TRANSLATE of: rxn00831.seq check: 2669 from: 1 to- 702 

msaletlqwqdwssvlivvahpddpeyglsaavkewtdagvevsylllthgeagiqgldp 

Snf^ne, Q adhrvaglaaidatrdaan pwaqpellqedlqpwgaeviiiaghpeptht 
mdlakdsvdagvaslqahkeylaalpdppkpeefipafleveggyaaafrvfgr 

>RXN00835 TRANSLATE of: rxn00835.seq check: 6529 from- 1 to- 954 
f A M?r L I AA n LDDVAAITRAA ^ 

lpmiwriakgslvnkiiiilpialllsafapwaltpilmlggsylcfegaekiwhslhrr 
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IKGEQHSTEPKSQESPKSEDQLVKSAITTDLILSAEIMVISLNQIADQTIWMQAAVLFVV 
GI , G * TALVYGVVGVLVK MDDVGLTLSKRDSAGIQKFGRGLV^ 

>RXN00836 TRANSLATE of: rxn00836.seq check: 6589 from- 1 to- T716 

^thstgtpqldfdgdiyplhlffsaqtaqhfalerVnwhvlrai^ 1716 

GIECGILNFDDASALSSAVKFSNANGLTPTVLGHVVRENGETSFEIDVLPLELWSKKOHR 

IIIFLVADTLIPQGSLENHAQPDVQVTTLANRRPSSPTSLDSLGALNSPSSPNSPSSSML 
S^f PPIASGQSPVSTFR ^^^ 

PAQTSQSRHAIDDGDDSKTSTGRPAPTTNSPIIALPPTWIIGPEDPESTDPTAPTEPTEP 
SEPVATDEPSETSEQTSPLLARDTPELNRKQL UrlArJ EPTEP 



to: 714 



>RXN00840 TRANSLATE of: rxn00840.seq check- 2272 from- 1 
VTKTLPRLLTVAAALAIALPATPVASAVTPVEQAFNASSNLSSGLPVDQWGRPNEQFRQQ 

ie^qpwpqeiknivsqamgfitgtcseggdieipdnapriaqffSptrse^SS 

SAAVGSAFAVPGPADLPLPGAGVGQTSFVFTALGTGPLAEQQSTAMTVQWANLSNFTHGT 
TTLSNTGINPDGPSTISGVADTGRGIIVASMSGGLTTSTENGSANCNFIPTAVVFDVR 

>RXN00841 TRANSLATE of: rxn00841.seq check: 5409 from- 1 to- ST7 
MTDLH PVKQE I FNTAES I NTDPKGFLREVDTFKVT DFGLYMARGANH PKFG YLESWLLPE 

lglranifhfrkgvderqdyyidvaeirvedniwttrdlyvdlisvcgepv^mdS 

AATSAGLITADDAERAIDATLNAVEGITRHGDDPMQWLRSKGIELTWADASQVELVPAE 
>RXN00846 TRANSLATE of: rxn00846.seq check: 1812 from- 1 to- 870 
VMrnSn GARWAVHA ^ 

^tSfSS ^"TYGPDGGYGHPDHIRAHEITHAAAGEQRILWAVSDREELEDGL 
EGWGRGELSAVDSVDLSVELNDEVY ATKVESMRAHATQLWIADGSVSRTNPVA 
AHAVTQQDNVKVWALSNLIAQPIMRHEHYQLGAGTPLPEGATGVLDGLEF 



>RXN00850 TRANSLATE of: rxn00850.seq check: 9820 from- 1 to- 828 

QLNRRLAEIEKLQGNTRQAIQLADKARADGDVKKATEYENAAEAFAAQLVTAEQSVEDTK 

QLHDQALQQADQAKKAVERNSMALQQKVAERTKLLSQLEQAKMQEKVSESLKSMDSLTSG 
STeNLDQVREKr E RRYANALGQAELASNSV^^ " ' 

SLTAGNKQESIEAPAAGNNVTDDAVAQRMRELRGEA t>KLiii,yiKAEMAGG 



>RXN00854 TRANSLATE of: rxh00854 . seq check: 1696 from- 1 to- 213 

errlgkdSg^ 



>RXN00855 TRANSLATE of: rxn00855.seq check: 9166 from- 1 to- 28S 
NLVDAETLMNNDPFHVENVLDNRVIRSWNPVTKDF 

>RXN00869 TRANSLATE of: rxn00869.seq check: 9381 from- 1 to- 921 

mtpphspesfealrrmraaeptmvaerfkqrrkrellgedgklfivaadhpargalaSg 
dnetamanryellermaialsrpgvdgvlgtpdiiddij^gllddk^gsmnrg^rS 
asfemddrytgynvssmvdrgvdfaktlvrinlsdagtaptlemahaJnIaSS 

LEPFMSNWVNGKVVNDLSTDAVIQSVAIAAGLGNDSSYTWMKLPVVEEMER^?™PT 
QSsQsf NDPDATFASWEHALTLPGVRGLTVGRTLLYPQDGDV ^ 



>RXN00915 TRANSLATE of: rxn00915.seq check: 6638 from- 1 to- 
NQDGLPELQRRPFNELVSRSRTTKLHIGVINVIDGSEGMLHAEELNPLVGI IDSVCSHHQ 



630 
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IHRSNVMIGAVAATLDEELPILRGYVNLMLAPEDSHSPGTATVTYRHGFSDHRLPCTAWL 
ISPACTDCGKAAHPHQSNSSYLRKVPAFVW 

>RXN00917 TRANSLATE of: rxn00917.seq check: 3769 from: 1 to: 2679 

mvntlnsktvnvprfargvvaaatalffgalvslapsalaqeppaveagasgslsnlgac 
iadkgtldviimidetesliheardgvvnanepgadaqhhrvpaaqsfvdellakqsdgd 
l-ntrirvag fgqtyksgatdpdnygawtqldastvggvqdeisrfadrtqeqytnyasai 

egayqdftrsgsedacrm lvtftdgaltaqegadvaeaalcapggvtdrlr sag.lt.hxgj: 

"glsap t n p s dfsxlr'g ttagggtcgvepangaffpadnvgglfaafreala iggetiget 
ragdpfsftldnsvnsvrftaiakddlgpnahlvltapngetvelkdsgssvanstdvsw 
eaesspvkmadgslnlqqggdwkgvwqiqfqgidpaavdgrvfnsveiqpdlqlvfsggd 
stsgalnlrddqqlnmqlvgrdgqprilegsalvdlgftradtgefaplaqgidisggel 
sfpldtisqlpaigtvearttittagvddlpgttlspilnttrititqrdmpqlpasvrf 
tadedvvtvdipitgpgkvwiapgtqlsgvlpdgvdgiaasstfdspdnalvlgldeqgt 
i pveltvsdlrdglvngsi plqisnaeganetsvdlptegtlsvpinastfalafilalv 
lslli pllilyi vrflsakvpssamsgvri pvefsgealryagstmpdlasqttatkqvv 
vhgdtfnveghklkvqrfqlnpiaspavi vqtdpsisfdgkqkgtqaklplavqgswflt 
asgadpskmelialtnlpleqgqidrmiagitskapdrarelqkllddaatsqpakvppr 
apaaqghvekqapsfgtgsgggfgssngggfgsgsgsndtnggfgssggfgar 

>RXN00921 TRANSLATE of: rxn00921.seq check: 1572 from: 1 to: 513 
PAAILLDHIVPNFSRDRSLPDIEDWTRSDEAQQI FAGI IAGASVQTGRSHFMWDLLRAYF 
GVALIGDEDTYRAFTTLTVDSVLSFVQLTLQEGRTEDIRRFEKYGEQIAREDLPSILTNA 
RAVQQYLGYI DQDI INKKVSRSRDVNQI FTEMARAI I RAI SRNNIGKDMRS 

>RXN00943 TRANSLATE of: rxn00943.seq check: 2288 from: 1 to: 912 
MI RKLARPMLASVYVADGAETVLNTSAHVEGTQVVLDRI RYVLPRKYAKRI SRDPELVTR 
VIGGTKVGAGSLLAIGRAPRTSAATLAILTI PNILARNAFWETQDADEKRNRRNGFLTNI 
ALLGGLFITSVDTEGKPGVKWRATNATKRGKKQLQQALPTKSETEKFGEKASDWFNDTSD 
KVTEYAYTAQDFVGENKDDWI KSATETAHKVADTVSDYAHKATSYLEENSGDWLEAAQAN 
AKTARKSAVKAAGKAQEKANFALQVAEETSGRANKKATKSYDKLQKQADKAI DRAQKKLK 
GIEL 

>RXN00945 TRANSLATE. of : rxnOO 94 5 . seq check: 2895 from: 1 to: 972 
MLERLKRLDPLI VLI VLAVI VAI 1 1 PVRGVAADWFDVAVKIAIALLFFLYGARLSTQEAL 
NGLKHWRLHLTILAITFGI FPLIGIGLEPMTAFVSEDI YRGILFLTLVPSTVQSSVAFTS 
IAKGNVAGAIVSASLSNLAGVFLTPLLVMLIMSAGGGVHVDSQVFLDIAIQLLLPFILGQ 
VCRRWVKN FAANKATKIVDRGSIAMVVYSAFSAGMVAGIWSTVSVLEI I YLIVFAILLVM 
AMLWFTLFMATRLGFNRADSIAIQFCGTKKSLATGLPMAAVIFGGANIGLLILPLMIFHQ 
VQLMICAWLAARYGRDAQEQKANA 

>RXN00946 TRANSLATE of: rxn00946.seq check: 9850 from: 1 to: 774 
MTHTLQATNPLDQTAWHAWHFSRNKEAI SRTGATSLSATEWISATTLKDAHTFPSLPGRW 
YKRGGGVVGAHLPPAFATTGTVQLRPGELLIAEDFTLTVIERLGQFALQVFDARNPKRFE 
FHSIAAFPPSEEWRIEARFFPEPDTVNTAAADGVIVATPTAGWVHFLKGRLDYRLRVTVQ 
KNNLRALFSDNSSTLGVYQHRFVDI PRPDAEGNTI I DFNRAYLPPKALNRKFLCPSPSLN 
NHLNLTVEAGEKWVVAGG 

>RXN00953 TRANSLATE of: rxn00953.seq check: 8687 from: 1 to: 753 

MAPPTVGNYIMQSFTQGLQFGVAVAVILFGVRTILGELVPAFQGIAAKVVPGAIPALDAP 

IVFPYAQNAVLIGFLSSFVGGLVGLTVLASWLNPAFGVALILPGLVPHFFTGGAAGVYGN 

ATGGRRGAVFGAFANGLLITFLPAFLLGVLGSFGSENTTFGDADFGWFGIVVGSAAKVEG 

AGGLILLLI IAAVLLGGAMVFQKRVVNGHWDPAPNRERVEKAEADATPTAGARTYPKIAP 

PAGAPTPPARS 

>RXN00959 TRANSLATE of: rxn00959.seq check: 3462 from: 1 to: 456 
MTVIGI ILGSLFGVLAVLLI VVGALGWAAKLPGNPVVGIRVPEVRKSQELWDMAHRVAGP 
LWVLSGVSFVIASLVAFVASGWMWLVVALGVEAAIAFIGMGAGMAAHTVAMVDAKRIRET 
PQAPVSAE I EEAGGVT I TS ADYQQDSAEC PQD 

>RXN00963 TRANSLATE of: rxn00963.seq check: 4671 from: 1 to: 837 
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MRLATIRTNGTTIAARVESENTATTIEGFANVGELLQESNWRELAENAAGEAVTFENKEL 
^!3^^Y GLNYANHIKEMGRDLPDT PTLFVKFPDALIGPFDDVVVPEWANKALD 
WEGEMAVIIGKRARRVKQADAAEYIAGYAVMNDYTTRDFQYAAPAKTPQWHQGKSLEKSA 

GTPGGVGHARNPQRYIGDGETVKVEIAGLGFIENKTVFE ^^UAGDVIVT 
>RXN00971 TRANSLATE of: rxn00971.seq check: 9758 from- 1 to- 318 



DKRPSAFVCAIHAGFIQESLGENNRIQLELKPLNAPGTCKVHVFSE 
>RXN00991 TRANSLATE of: rxn00991.seq check: 2362 from- 1 to- 1380 

mdilisilsllgfvlltastglfvaiefaltglekstvethvkqkgdssaravqrdhSl 

SFVLSGAQLGITITTLATGFLAEPVLAKFFTPALELVGLNESASSAVALIIALLVAT^LS 
MVFGELVPKNWAITNPLGVARFVVHPVNWFNMVLKPFINGMNKSANFIVRKLGIEPAEEL 
£n™^ TALVRSSAES ^ 

NDLIELALETGHSRFPVTEGDLDETIGMVHIKDAFSVVQAERATTMVRDLARKIPVVPAS 

^ G ^ NAVRSAGS Q^^ 
efesgfsgrwiarvtvmedrridkavltpitheeakeyek 

>RXN01004 TRANSLATE of: rxn01004.seq check: 9066 from- 1 to- 1062 

vsiwatvlliivllsanaffvaaefalissrrdrldslvsqgkkgaekvlyatehlsiSl 

RMvm'''^'^^^^^^'^ ^^^^I^^PFTSWGVPNDLIHPISFVIALAI I^TWLHILFG 
nP^ T nc^ AGPETLGMWLAPVLIAFVKITRPLIEFMNWIARLT ^ 

DPEQLASMISESRSEGLLDAEEHARLSKALRSEQRSIKELVIKDEDVRTLAFGKSGPTLH 

qleeavretgfsrfpvtgrdgsylgyihikdilprladpemdpsetiprsalrplsnvda 
dglmddvldfmhyrsahmaqvrlkgellgvitledlieeyvgtvndwthessdd 

>RXN01016 TRANSLATE of: rxn01016.seq check: 586 from- 1 to- 648 

llpyaivglvillpsswlprwavavlgevslvpavvfgggfllipsmfligsalvrygvv 

^ P ^f^ AA ^ APLGR ^ LTNYIGATILMLIGGLIVDLPHSTSWTA TVLLAAGILI 
LLSALWLRHYTQGPLGYLWRWVTWGSRSPFLTRSAS 

>RXN01023 TRANSLATE of: rxn01023.seq check: 9173 from- 1 to- 978 
r ^ A pr-n A< ^ RPANGG ^ KT PM 1 ^ A ^kS VLVLAVL FGARVLLGPAGQQQI AMSGL PAPDA 
LLEDLPGEAFGHTRAEIMDPV PPGAAAWSTSDLERVTLRCGVDMPFQYTALAN 
TVDVDGTTWLPVSDMTPGSSLETWYSVNRFPVVAITADDISTDSADNPVAPFSSAVDKLE 
KRDGQPFDAPLTGLSSAGTTCTSLFDALPRQLEVGGDDGTTYERIEEDRMQAAGYSDDAV 

'" A ^^nn^r iRCGVEPSESY ^ GAMLQQIDDI " PWFE 
AVSLPQAASSSLITISGFIEDTVPAE 

>RXN01028 TRANSLATE of: rxn01028.seq check: 7950 from- 1 to- 2049 

FnHnnni^HTuziTD^ FSTGGIHGAEYNEDR 

FDHDQDLHTVATREFFAILDATLAALYAAHQAEPESADYQIAQDALAWAKNVLSDQKLIA 

™o YNPETGVTYEWEFVAQAAWIRNKPVEVILPTGESMTV KHKSVLASASYPLRDNV 

A ^p P ^ E ^P^ P ^ EP ^ A ^ GG ^^^^^^^^^^SVGTAIHEDFSSYYPLLLTNMAAFTNADLG 

JnTorf™ RYREIYEQKEIYGA Q RKDPSID EETKQRLGILREGTKLILNSATGAADAG 

SSISw^ VIAMRIIGQLFSWRIG Q A Q SL AGATIISTNTDGLYSVLDMGTNQRVLDEH 

™ GVQIEPEELDIVSKDSNSRAEFLGNGY INAAGDLACWDGPNSRNSLDHPAFVDHVL 

VKYFQLVVNNTVPEIPETPELEGVPLALDQPMNRHEVSKIVATMHKEFEPKKLLSFYQNI 

LASSRGSNTFLFSVPYIPATEGEETHPATDTSTIATPTLSFDAYGNKAEVMPTQSTVDKR 

^^u^ T T RTFHVRQDTQQAVFDVIGANPVLIAAA ^ SISPASA DSR 

PVAKHVLEIAGADVESLRHEKDLKVTKHTGQDPALPVVVFNQTIWHNPNDDVINALLGAI 
DQDAYIDMAISSYNKSWHNIIPA 

>RXN01069 TRANSLATE of: rxn01069.seq check: 984 from- 1 to- 714 

^^ P ^ LPKLPFNWTWVLATVATTVV LAGIGLYVYYPSLPDPMPVHWNGSGEADNWTPKS 

,^v^wf^ LIGPGIILLTLSGMQALLTMQSGVIT Q RGGAKSAN E A HRQWETYKATSMHMG 

WYMFVLNALILVMILNEFRPNPLPGGFIIGLIGIIAATIVLLVLIGKTTTSLAKKYPMPD 

QDGKTWGIFYNDPDDNRILVDTGMGMNYTFNIAHTWGKIFAVLIFAVPVLIVLLTVLL 
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>RXN01071 TRANSLATE of: rxn01071.seq check: 172 from: 1 to: 2064 
LVVDSSGRYNVTITGLTTTETDSATALNLQMSEAGYLERYTDGATVPSVMLSAADGTTPQ 
ELVDALAAELGSNFDVETGEALVEQATGMITQALSFVQYFLVAFGLIALLVGTFI IANTF 
SMI VAQRMREFALLRALGAAPGQITRSVVLEATIVGLFGSALGVLGGMGLVAI ISAVLNN 
LGMPMGSSVGLTPSAVVTALVLGTVVTIVSAWAPARRAGEVKPVEAMRNMETTTMRSMMG 
RTITGGIVLALGI I FAIAGAMMTDSSTATRSILVGIGALFVIVGTFLFSPALSMPVVGGL 
GKV I GAP FG S VG S LAATN SKRNRR RT AT-T-A FAL TL GL-ALrVT AxG M LS AT M K D AV S DMMAE 
QYTADYILQGPTNGSITMPKESVNDVRDAEGVADVVLVSMNSASVNGQASYSQLGQSVTF 
VADGDLSKVISTESIDGSLDLSNPGVVTNQTFADENGWAVGDTLQLESMGQTIGDIELIG 
TFTGNDAIGNMI ISESSLADTPAADTAVPQMMLVVGEEGFDKEQLRTNLEDAVADYIVIS 
VKSATE FAGET VAMI DTMMNI L YALLALS V I VAI I G 1 1 NTLALNV I ERRQE I GMLRAVG V 
KRGQVRTMITLESVQIAI YGAVIGIAIGLGLGWAFVTVMSGEGLDAAVSIPWGQVGLMLV 
GSAVVGVIAALWPAVKASRTPPLDAITD 

>RXN01075 TRANSLATE of: rxn01075.seq check: 2212 from: 1 to: 411 
MDNPVNILNEQEALERLQSVSLGRVVVRRSDEMDIFPVNFIVDKGAI YIRTAEGNKLFSM 
NLNHDVLFEADEVKDGKAWSVVVRATAEIVRKLDEIATADTLELKPWI PTLKSNFARI VP 
NEITGREFTLGEEPERY 

>RXN01085 TRANSLATE of: rxn01085.seq check: 551 from: 1 to: 879 
RKRGEGLDPNSPEAIEQAKKKGERKARNERCRKNFKGGGTKDLKQTDRTFDQLRKQRVTD 
KARNRDVHNEQQLARGE I GEMRS PMWVE VGAAI LGVFVLVVMWLAWGG I GLL IQTMMNTG 
SPNDKELFDELGVRPYYVAVEQQIGTSSAHTTCYQPLDEFGNNFGDCTRSVPKEPVWYAD 
YVASVFAEHGFDAPEPIDNSVGSWLLFGHVGI IRVTFVIAVAAGVYAMSRAAMMRQLETQ 
NVAVDTTDINQHTNDARLAI PQEI VRDLSLFPDVGAHFTSPALKHDFPCDAVE 

>RXN01121 TRANSLATE of: rxn01121.seq check: 3374 from: 1 to: 1086 
MNPEFIHGATEIETTNRGLRPHRLSKEIVERYCDPQFSAMERQPSGVRVVCRTTATSVTL 
TTYSTRVVYLDSGRPGGKI DVLI DGAPTSSTPTSGGETTEVNFITGATERRLKDPQVLTV 
DGLSEQEKVVEFWLPHNEEIEVISLKANAALNTVEDTRPVWINYGSSISHGSVATAPTKI 
WPAIVAQSKNYNLRNFGFGGSAMLDPFMARLIRDTPADLITLEIGINI VNGDVMRRRGLE 
AAVDGFINTIRDGHPTTPIKI VSPFYCPIHEKTPGPGAFDTSSFGSGQIRFI ATGEPDEH 
GRLTLEMVREVLEGFVEKQKDPHLTYVDGASLYQASDAPLLDNLHPDEASHALIAQRLLK 
QL 

>RXN01128 TRANSLATE of: rxn01128.seq check: 7667 from: 1 to: 1014 

MSFTFIRTFFVLFGITLLVSCVPEPPDSYTKESTVLRYQVSDFNLNFVELAVALGYLNNI 

ELQVVGSVQGGVESIESLKKDDIDFAAVPFIGLVAGEIATGAPIKAVAASYGISHDSSSA 

LLVLKDSEIHEVHDLIGKTVGINTLGALGSAMVERHLFDAGLTEPEIVSVTQRALPGEYL 

EQRLYQGQVDAIWVTDSAKHQALETGDFRILAEDSDLVQELNTGCMVVSQKLIDEHPAVV 

GELVDGVAQAIEFERSHSPEEVREVYFNYLEAHGQSDRI SSFRYWEHSGIATRGGVLSDR 

EFSMWSHWI DRQYDVPDINPASI YTNQFNPYRKVNPSP 

>RXN01134 TRANSLATE of: rxn01134.seq check: 3892 from: 1 to: 771 
LSLDQVPYTAQIVPLAVILTLLDAEEMATARSWDRLNQWFWSGVLGELYGSPAVIARSGR 
DTDQVAAWIREGAGETAVVPKTIRDTVFHESRLLSATQDTGVWKGI FALLMGRGARDWRT 
GQQFDRWTFDELGCNFHQIFPTKWCKERGIDPVLTESVLNRTPMGRRTEVVIGDTPPSRY 
LSRVQSKSLMGDEEFDQMLDTHLLSAEDLHSSNTTHFFASRRTNFI DMVEDAIGKAVIRD 
VNESDLTGGHDGPSVHG 

>RXN01140 TRANSLATE of: rxn01140.seq check: 3026 from: 1 to: 933 
MALDTRGEEMRFRPRALSGAPDTGKDPGLLLLDGQQRLTTLYHCFSGDGYVNTVDFRSKK 
VTRKFYIDVAKAVESPVMSDEAI FSVDETGKI I SHFGPVI DGGITDLETALAHGCLPVSV 
LLDDNGTDFLFDLADMAGEGAREHAKRFQSQIVKTLVSYDI PMIRLDRETAKGGIGSI FA 
QANSSGLQMDVFDLLTAVFAADESVETEFSLRDDWVRVERNLRQHSALDGIGSTEFLTAV 
ALLVSARKGHASGYREDILNLTLAEYI PAADEMIKGFDEAAEFLRQRCI FESRPGSIHRA 
DCSTGRDPHPA 

>RXN01148 TRANSLATE of: rxn01148.seq check: 3053 from: 1 to: 600 
MTSPVENVKKKPRPLALSPSRAGDYQQCPLLYRFRAI DRLPEPKTVAQVKGTLVHAVLEY 
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"^^ REEREYPAMVKQLKPTWA Q M CEEDAELKELVPEDELYDFLVDSRTLLRGYFEMEN 

>RXN01153 TRANSLATE of: rxn01153.seq check: 8673 from- 1 to- 543 

PFLSPIVTSTHAVVAYSTARGFGEHRVRWDYAQESPLRDTRGFDLRRYHQAPVVDPHWG 
VANVFVPNGARFYVDHAHPEYSSPEVTNAWDAMVYDAAGDHILMQ^ 

ldghdpcpalkiyknnvdgkgasygfhenylvsretdfdvlaqalipffvcrqviFgagr 



>RXN01154 TRANSLATE of: rxn01154.seq check: 4612 from- 1 to- 633 
LSKKISLETTLNRGIINTRDEPHTDADHWGRLHVIIGDANMSQTANFLKFGMTSLVLDAI 

EQRVTALWGEVLGLLENDLLSTSHLLDWTAKLALIKSFEARGLSINDPKMYLIDLQYSDI 
DPQKSLYHALVSKGRMKTLCSAQDIADAAATSP ^±UM2*J>DI 

^o!? 01155 TRANSLATE of = rxn01155.seq check: 3917 from- 1 to- 1470 

VESALTRRIMGIETEYGLTFVDGDSKKLRPDEIARRMFRPIVEKYSSSNIFIPNGSRLYL 

rMcv^^ YATAECDNLTQLINFE ^ GDVIADRMAVDAEESLAK EDIAGQVYLFKNNVDSV 

GNSYGCHENYLVGRSMPLKALGKRLMPFLITRQLICGAGRIHHPNPLDKGESFPLGYCIS 

QRSDHVWEGVSSATTRSRPIINTRDEPHADSHSYRRLHVIVGDANMAEPSIALKVGSTLL 

VLEMIEADFGLPSLELANDIASIREISRDATGSTLLSLKDGTTMTALQIQQVVFEHASKW 

LEQRPEPEFSGTSNTEMARVLDLWGRMLKAIESGDFSEVDTEIDWVIKKKLIDRFIQRGN 

pt™ KLAQVDLTYHDIRPGRGLF ^^ 

iiGF^?sr pvTVDwMRH ^ NRpEpQsvELGDpFsLLNpQQ ^ 

>RXN01167 TRANSLATE of: rxn01167.seq check: 6639 from- 1 to- 396 

eaeeaeSeev PVKPPRTHWDMLRERRSIEELDVLLEE ^ e alrkrrrnaakllkaqq 

>RXN01169 TRANSLATE of: rxn01169.seq check: 2636 from- 1 to- 996 

LKRVVEAWDRFQIPLYITALIAGALVGLQWPGSTGGFESAINPALMALLYATFLGIPITR 

t^ AA ^ DLRFLIVLMSVNFVAVPLVAFALSRFIAGDEALLI GFLLVILAPCIDYVIVFAG 

LARAAQDKLLAATPILMLVQILLIPVFLAVFVGSDALGSISFGPFVEAFFLLILIPLVAA 

AGTQQVARKWQVGRTIMAAAEAIMVPLMMLTLFAVIASQVEAVSGQFTDIATVVPLYVAF 

LMVMIPIGGGISKLGGLGFKEQRAIVFSGATRNSLVVLPLALALPAGLEIAAVVVWOTL 
VEL IGMVVYVRI I PLI FHEKQT YRKLSG IGES ^ 



>RXN01173 TRANSLATE of: rxn01173.seq check: 4063 from- 1 to- 615 
MHVSTLPNKKLRTRIFAGTAAVALSLGVASCSNAEDAVDSATDAANSATSAAGSAINDAT 
GTSSASTTEPSGTSGSDSGSDSAGGDTTEVESADGSTISI PTAVVTAANAAGFSTPESVE 

EG ™ GESLVTFPEGYIVNSAE GGAQALVGMIGETWIGEGGLSAAVGLPTGPEEATTNGWT 
QQFTSGVISWLDDGSGQFAASVEPA 

>RXN01174 TRANSLATE of: rxn01174.seq check: 9196 from- 1 to- 750 
MSNMQGNDSKKSSGASRAESPLIKFRTLIIVIFVILIVGLASIAVGPVVYQLIMGPGVKT 
EGIQADGAAPASTDMNGTWDVAPGSIPNTTSAGFTFAEILPGEEKITSGSTTGVTGEVVI 
AnuvTo^ T LITVNMTHITTDQEKRDINVRTKLFHTD Q YPEATEEV TDSVDLSALPDTGSI 

einvrivS IHGETKAVEPTFDVLRTGD Q vivasdie ^Rldfgvetpefiaakinetg 

>RXN01206 TRANSLATE of: rxn01206.seq check: 3690 from- 1 to- 300 
IGAAVGAGFVLLTALSVLFTTNSNVTTTGAVVLGGWLLKI 

>RXN01210 TRANSLATE of: rxn01210.seq check: 8240 from- 1 to- 831 

MTTSHTARGLQHATPERRKTSFFKTSLFKAEWLQFRRNKTLLFMATVFPVGIPLLLF^G 
NGGAAESANSFDYFVMYTLLFVQFYTVLSMATTRRDERVLKRLRTGEARDIDIIGAICF? 
GALLTLIFTVVIIPLLMVLGAPAPINLVPIVFAVLIGLLLCSALALMTSGFTRNAEAAQM 



Appendix B, page 129 



Atton^^»cketNo.: BGI-I29CP 



TSMPVFMLAMGGLGSIRFVFGDSIVADILAYTPFAAISDLVQIGWAGATFADSVGGVEAA 
N FAG I FQDML I PLG I LAAWTAAAVWAANR YMRWDS YR 

>RXN01229 TRANSLATE of: rxn01229.seq check: 2418 from- 1 to- 1278 
MIISTNTAHPLHEPHVPSHHNRMNTLRAGVLGANDGIVSIAALLLGVIATGASDTVVFGA 
GLASTIAGAVSMALGEYVSVSSQRDTERVLIAKEAKELAEDPTAEHVELSEILHSYGIXX 
XXXXXAXXXXGXGDALGAHLQLELGIDNEQLTSPLAAAFSSAVAFLLGALLPMVXVFXAP 

XGWDAGVXFVVTX LVLAXTGFISXXXXGTXPMRXCXXXXXGGXLXXALT XPSWXXXyyAy 

XXXXXXXXXXXXXXVXXXXXRRXXXXXXXXXLXXXXXXXXXXAXXGXXXXXXXXXXXXXX 
XXXXXXXXXXFXXXXXXXXPPLSGEILLAGLGGEIGMGEPRIPVTTGDLETRGLQCLGKL 

GQWPPVGGGHGMIHRFQRRPGEKGHQQATTILHRHPQCDQGVGQLARAHVDQGVPGQQAC 

PALRRV 

>RXN01231 TRANSLATE of: rxn01231.seq check: 7153 from: 1 to- 243 

MLGYTFVIFILAPFLILTGIAMAPAIRSRFPWYVKLFGGHQGARSLHFIAMVLMTGFVIM 
HVGLVFWSMATTTWSTWSSAI 

>RXN01246 TRANSLATE of: rxn01246.seq check: 4104 from- 1 to- 507 
MKRTITIAALALTSTLVLSACADNTEGENTDTTTIATTSAPDTTETTGATTDPETETGAA 
GEVSAEHNDADIMFAQMMIPHHQQAVEMSEILLAKDDIPAEVIEFTQGVIDAQGPEIDRM 
NTMLETWEEDPVTGDMGEMDHGGMSGMMSEEDMTALEDAQGTRGCPALP 

>RXN01249 TRANSLATE of: rxn01249.seq check: 8446 from: 1 to- 471 
SQIVAVSSHGLTTIQEIDVKRAAIAAAALTLALTGCSAADPEPTADGTVSQDTFLTTHGL 
AAMDAVEIIDHLDRQKVTERPTDLIASVRADELLLSSDDQEVVVDLPDNQTYVSIAPYLN 
STHDCFYHSLTTCLGDLDNEDIHVMITDEATGEVLFD 

>RXN01251 TRANSLATE of: rxn01251.seq check: 4314 from: 1 to- 309 

MTQPDMSQILAQAQQMQAQLQAAQQEILATTVVGNAGNGLVTVTMAGNGEVSAVTVDPKV 
VDPEDVETLQDLLLGAFKDAHNKVANVAEEKMGPLSQGMGGLF 

>RXN01263 TRANSLATE of: rxn01263.seq check: 84 from- 1 to- 912 
LTPYDPTAVNKESEKEAAKNLFGAEALTVDPDAGEVVDRVDNFYPTTAKAKRDYPSNYAA 
GCHQEVNETSPESCVYGDKNSDFSVALVGDSHAGHWLPALEPIAEAQGWRLEVYTKSQCP 
LISTAIKLGETFYAECYEWNEKLLAKLTGPSAPNHVIVSSQRYASANPLI DSVATGTVSE 
GYEMAWNSLKDAGVSISVLLDTPRPQIDIPECVASNRDNLSECSVHRSVALGTEAHPQQK 

TAAQNIDVPVLDLSNWICPEEYCSAVIGNVLVYRDSHHLTATYARSLSSALWNELVASNG 

E PFK 

>RXN0.1266 TRANSLATE of: - rxn01266 rseq check-: 6088 from: 1 to"-" 1035 ' 

MPKVSVVTGFYNRCEHLERTIESILNQTYSDFELIVFDDASTDGTASRLLELKEKYDDPR 

FRFIIHEENKGFVKGLSEAISGAKGQYIAVQGSGDVSLPRRLELQVEFLDANPSVGAVGG 

AIYNIQEDTGTRNPQRFEKPIATFDDLLTSNPFTHGEVMYRLDLYKSIGGYRSGFTFAQD 

RDLWLRMAKKADLGIIPDFLYHRYTLLDGVSFVPDKTIRQRCFSEAAVRLALMPEEEGAL 

AYSRLEAEGPTAVVPIADRAVQKFVPKAAIRLCLYGAPETGLHMARDYIQNPLRRTIVVV 

LISI YSSRLIKPLQDILYKSIFKGVSISKPIKSSLVKFTRRIQGK 

>RXN01275 TRANSLATE of: rxn01275.seq check: 5209 from- 1 to- 918 

MEKIRSPAVQSDALQVFKSALAATVTWWISVNLLNSQLPFLAPWVALMTMQFTVYHTFIS 

GIQTAIASVIGVGLSFVIGTYLDVSVWTFGLAMVIGLIGARVPKLRAEGIGIATTSIFLL 

ASGFDDQQPLLYDRILEILLGVAVAIAINLI IFPPLRDQEANMVVGNLDRRMGEVLQKMA 

DELAEKWNIDNADEWLEEINSINNDLEKAWHSVRFVRESRRVNPRKIRIQEGRPQPTETS 

^SNLTSIDEGIAHLRHLARTLRDTPIIDSDWGSSIPATVGIPYARCRSFARRSESGNRS 

^ T °^ 276 TI ^NSLATE of: rxn01276.seq check: 3553 from: 1 to: 444 
VSSELSSGTSSGSSEDSEDSDISNRDIIFGIAAIAAVGGLIASGVHWAVQQRMIPNPLPG 

IIPNPPALAPQAPAPAPAPAPAPQAVAPQVVAPQVVAPAPAPVQTNRTYKNCTEVWNVLG 
RSIRQSDPGYGTHLDRDRDGIGCESRPR 

>RXN01281 TRANSLATE of: rxn01281.seq check: 193 from: 1 to: 762 
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VGLSRSHYQLAAENTKSLVRMVPMTVPQGNEPAKKLATDLNRNQVVDELSAAVSRGQLTL 
EEFEDRSSKAWNARHLDTLVELISDVNDNPYTLLGQQFPGASYAPAAYETTPPAMPNVSD 
PVNI VRNRITGNPNGSKMSVSFMGGTVRKGGWHVPNVHTSFAMMGGNQIDLRDAFLESDR 
IQINAYTFMGGIEIIVPEGVFVICDGMGI FGGFEQSVDKAGALNPARLPSNAPTVHIKGL 
AFMGGVSVVTKKNI 

>RXN01296 TRANSLATE of: rxn01296.seq check: 1595 from: 1 to: 1083 

MS I EQA I T S LS AR VRE L KPXI ETE E A-TK-TAL TI-P F-I-S N V-LGYD VT D P RE V IP E Y T ADVG V 

KKGEKVDFAIKTGDDFHFLIECKKVGSPLSLDHANQLVRYFNVTDTEFAILTNGEIYQFY 

GQLDAANRMDAKPFMTLDLNNIDARQFPHLEMCTRKHFNPQALAANAEELKYIAELKKVI 

ANQFQEPDVEIVKMLAATVTTKRMTAQNLEFFTRLVNTASSQFLKDEVNRRLRSAQVFED 

PVQTQGADAETPAEDEAVIEEVVSEIVTTEEEIHGHSIVRAICCSEVSAQEITMRDAKSY 

CAILFQDNNRKPIARFYFDRKI PRIGIFNAEGEQEHFDLESIEDI YNHADLLHSRVVALN 

A 

>RXN01301 TRANSLATE of: rxn01301.seq check: 6647 from: 1 to: 525 
LIVDTQFEKI PAHDVVGIRVILSSEDLPELFKRGYAEVKKFLRLEGIEPKGPARAYYFGD 
VSDTVDILIGFPVSPAQAESLRRGALSQSGGDI DDVVLHHFRDMKTMHSRHSGPFDGVER 
VWDEILDEVEDLGCTLPSSSIGWEEYIEGPATADTCDQLASEVYVQVCQAPVKSA 

>RXN01306 TRANSLATE of: rxn01306.seq check: 7259 from: 1 to: 1008 
MTEWYVVLPATILLIALSAFFVI IEFALLAARRNRLEETVETSRSSRAALRSLNELTLML 
AGAQLGITMVTFALGAITKPWVHYALMPLFEWARI PLVMADVIAFILSLFIVTFLHLVIG 
EMAPKSWAIAHPETALRTIAI PARGFINLFRPLLQWINKMANDLVRKVGETPVDRAAAGG 
YDTDTLHALIEHSRETGALDQQSAAQISGI IKLDKITVGQTLTASPFTHSASATVAEVQA 
AAQRSGSLRVLI DAPSHLFPHVI HVRDTLGASPDEKASKWSRPILTVAETDTLHQALEYM 
REHNEQISAVLSADGKTVLGVITWDHILKYLWPASV 

>RXN01324 TRANSLATE of: rxn01324.seq check: 6882 from: 1 to: 300 
MSNSECHTHGYIEEKQRYLARLKRIEGQTRGIHRMI DEEQYCI DILTQISAVNSALKNVA 
FGLLDDHLAHCVKEAADLGGDELDAKLKEVSDAIARFSKA 

>RXN01326 TRANSLATE of: rxn01326.seq check: 1197 from: 1 to:. 366 
MAFPVTEDKILAAEETLGRRLPETLRERLLQNNGGEVI DNENNDWILHPVRDDSDRKRLV 
RTANDI IRETESAREWDNFPENAIAIANDGTGDLI ILLPDDDAFYIWSHEDEPLIETELE 
DA 

>RXN01331 TRANSLATE of: rxn01331.seq check: 1587 from: 1 to: 2397 
MLTTLWI AVLVFTVPGLVVSWVSGLKVPWAIAASI PATFGI YGLSAWLLGLWEMRFDLHS 
VVISTLVFAAVALVWRLFFVGGWLVRRRKARIRRQTLADEERAENAEVSAGEPAESSTNE 
AAESESETSERRGIWRVI FDYMRDGGILDHRWLLPAAGAITGAWLI IDRAVDLLLSTEHG 
LGDI VQGWDVHWHASTVRFI DETGIASSTMMGQLRNIETQQDLFYPSAWHAGAWVLSDVG 
NLTIVEATNLTGIVLSGLLLPLAVALIAWRMINNRGLTAQIGAGFAGLITIASPVLFWVG 
NYVGAWPYVAAIGASGVVLALFMSTPSVPVRI FAAALAFMGMFQLHPAPSTIVIMVLLLW 
WLLKLVVVPSQKVKGWKAGIGIRLKDVGILAITGI IGVLFMLPQVISGSEQTEDVLSYSA 
EEQVTRSESWLVSIFMETRHVDFFGNIDIVPVLVFAAIGGVVALVWRGNLWAPVFYFASV 
ALTANSLKPFEEPWGDWLNI VGGLHYSTGHRLIMPVAMFTFAAAGIGAAAVIRLICLGPI 
KKFTTVSGVVSVVMALVVAVPLQTWAKDFVEEGSETTILAPHNDERMVSNNDLAAWDWLI 
QQPGGADMNIMGDPADGNGWMYAYNGLHSVARHYAWPAAGEGSATAMLFWWPQLLGVGTD 
ENPDQVNDVDQAARDLNVGYFMIS PWTFWDFQI PNFRQIDLLWQTPGVTPVCKKGDSVI F 
AVNDMFTDAELDQMRAPGNSPEPLPELPTLGELGLAETEDEVDQTYYHRPTVPAGVNSEM 
PSAETLYAPDPTKPHTVPN 

>RXN01337 TRANSLATE of: rxn01337.seq check: 282 from: 1 to: 1413 
VTFRGGNTGAKHAVVVGSGPNGLTTAAVLAKAGWQVDVYEAAPTPGGAARSESVLGEGTI 
SDLGAAGHPFGVASPAFHYLGLEDHGLEWAYSPFAMAHPLDYGRAGLLETSLPETAKKLG 
PDARRWKNLHQGLTKNI DKHLANLLGPVLKWPAHPIRMAKFGPFALLPAKRLASAAFETE 
EARSLFIGSAMHSVTPPHKPMTASLGLLFGALGMSRGWPVAVGGSGRI VDALVNVINHHG 
GTIHCDSQIDSLSQFRDTDAI ILNQTPSQVLKLKGTDLNAGLPQRMSTWKHGPSSYKVDY 
LLDEPI PWSNPQVGQATTVHVGGSSEEIAFAEAEVAAGRMPERPFI ILCQQQVADPSRAR 
EGRHVVWAYAHVPRGFVDKRAALLITAQIERFAPGFRDRI VHSVDTNAEDLEAWNPNLVG 
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GDI 



TAGSALLRRMPTKIGEKTYMASASNAPGGGVHGMPGWWAAQAVLADHR 
>RXN01351 TRANSLATE of: rxn01351.seq check- 2S97 from- i ^ rqr 

LlSSwtPPApS 0 KPVALYDVDGFWQPLLEMLE ^ T Q^riKRD F FECLIVESDPHA 



™J2" 62 TRANSLA TE of: rxn01362.seq check: 8917 from- 1 to- 3654 
HFRNLSADLFLPAATELIDRVGLSNEALNKVLENLLLSRVQSGKDRGFISYATLGVTELG 

KVRKRHPRGSFVFRQSSRDRERSASFYTPQVLTSFTVTQAIEELQASKRITTANDVLSLT 
tmo^ GSGAFAVEAVRQLAELYLELR Q E ELEQQIPAEDRAKELQKVKAHIALHQVYGVD 

ItI^ Q aidenkaeplfnhgihhfllpst gwgatadakdlkdlmateikelkswrt 

SIRASLSKTQIKQLNNLALRVETLWRFVLMRIRIAESQISRSTTLWGQEPAEVSEVVTRE 



QIEQDLFGNIDGAYNRLRLVMDAWCALWFWPLDAVATAEHPERPALPDLDEWLATLTEIL 



GIDLPLKSKNENQIVLGPDTNWLAINDAEATDLGFSGALS 



>FERVSANHPWINVAROVAKT> 

QSFFHWDLDFAHVFAKGGFDLQVGNPPWVRPDVNFEDLLAEHDPWWAVMSKPTQASKKER 

QknfhnnpkslehvvsgagepvatsailgsvtlyphlkdqrpdlyrSmektwsnIspS 



L = YPASWSDAIL QGPHLGVATPMIKQPNPTMKHNQDWSEIDFEAIPANFIPATAYOPDROTK 

» ^ydadygtwtfgdkqvpvadtfriawremaattgfrtvypsvippgaSwnsSsr 
' J sayaplweeitgepwdvqvplrnaeqrraaqndidamvalslgisad^ 

« SS~LKEf 

n '"™" 79 TRANSLATE of: rxn 01 379.seq check: 3028 from- 1 to- 942 

MSAFDS I LNVEEWI S DH YLTNDDAKGAS FSKRVRERI KEWKTTEDATQQSGPLTRFS SNR 

, u AE 2 FEEN ^SLPLEPVAVNDKPQDITAAKLVGQIFLSDTPPAFVVITAGKWVVLAERETW 
PLGRHLAIDISLVVERNDTKAQGEMQQTVVALARENTERAADGTTWWEETIEQSREHAVK 

■ >RXN0T3'90 TRANSLATE of: ixn01390 ! seq" check :" 97 "from- 1 "to - 657 " 

mfrrslpsnktssassassadtsysvrlgrpeepgyqpepsysepytdsdfapagaIaaa 
SySeil^ 

efagyqwpeilaillpsielaagvflllglmtpvaaavatvatsfttlhqvntheggwge 

LSEPLMLALILTIVVVGLQFTGPGKISLDSGRGWQSVHW UVNiHLbbWGE 
>RXN01391 TRANSLATE of: rxn01391.seq check: 3163 from- 1 to- 690 

GY ^ RE ^ EGP EYG ^^ GG ^TRNDILQRDLDDIQLREGTKDCIVTSGLLSDPFSG 
Ar^I^ G ooi f GDVQIDHLVPLHDAWVKGA 2Q WDE QTRKNFANDPDNLLAVKGTLNQQKG 
AGDAATWLPPNTAFRCDYAKKIITVKDRYNVWVTEAEASALERQLDTCAA 

>RXN01400 TRANSLATE of: rxnO 14 00 . seq " check : 8655 from- 1 to- 1500 

maisvsmpkaisreelerawlevierhgtlrtvfstgmggevqqhridvgpgkwidhaJa 
aaldmelpvepplafeshtaellaappaperihqrwreileagggkmpqfplplgdaism 

onnunr DIFGVNGLAIYSA ^ QQVSSLALTISV ^ DV TAALADLP^ 

qrwhdsvgwfisnsvievpdsdphtaaqavreavslgsyplaellepwggmpetpgmfa? 
widatZmr^^' GLQAQYVSASLRTDGVMLWFILDRSGAHL ^ 

SveIgSr^ 



Appendix B, page 132 



Atto rr^Mcket No.: BGI-129CP 



>RXN01403 TRANSLATE of: rxn01403.seq check: 3765 from: 1 to: 648 

LVRGRGYFNAVDIYETSTQPDQEFPFDFDTFSADPTPFQLSAVRADTGETVFWGREDTPD 

LSALMKRVRASSTMPGFMPITYIDGHPYVDGAVGETGGLMLQPAIDAGFTRFFVIASRPR 

DYWRKEIGRPGFIKAALRRFPTIADLTIARPALYNSVKQQILDLEKQGSAYVFFADNMNI 

QNTEINLKKLRASFDAGMQQTRKDWPEIMSFLNQTR 

>RXN01 409 TRANSLATE of: rxn014 09 . seq che,ck.:_6j9-8^from.:— 1— t^o-:— 82-2— 
WVDFPDVTARLGYEYMQLTPHVDFGPFFRHPKADDDLVAALKKRAKDAGVTIPALLPVQR 
ISWPEETQRVAAVRNIKRI IQLAVDLEVDTLNTEFSGRPERSEDSEDAFYRSMEELLPIL 
EKEGIKFNI DPHPDDFVENGIEAWRVIRGLNSKQVGFVYVAPHSFHMGDQAEAILPAVGD 
RLGAVYLSDTFDHHKSHGLRYITNPPGNAVRVHQHLKIGDGDVNFEEI FSLLRSTGYLDR 
EDALLVSNVFAEDEAADEVSRYQLEKIRSLIENA 

>RXN01422 TRANSLATE of: rxn01422.seq check: 4360 from: 1 to: 972 
MAQRKLASVIGAALAASAVLVGLMTPATAQSSGSSSTDITRALTSSGGVADSRAPEGGAK 
VVVFGDSHTSGTNAPFRTDERGCLKGANNWADQLQSQLGLGAGDLIDVSCSGASINSDGF 
HFSDEVRHAEARGAIGPNTTDIFVQLGKN DQWGLSNVNLLQSVQTCLTDVFAGCGDAAVA 
AGKMQDPNAVTAENYAERMKPVI DYLKYYAPNAEITLVGYQEYTARSGSQVCVRLGGTPL 
VKNDAPALVSFMNKLDMAI DGAAGILGVSHVDLRSATEGHDSCSNDPWVNGVFDARAEI V 
GG PWH PS VKGDS VTAG I LRDRVNA 

>RXN01434 TRANSLATE of: rxn01434.seq check: 1389 from: 1 to: 2952 
VLGAVLTSLVI PVLTRAEKEDADGGSGFFRRLLTLSVTLLGGVTILS I IGAPLLTRMMLS 
SEGQVNVVMSTAFAYWLLPQI FFYGLFALFMAVLNTREVFKPGAWAPVVNNVITLTVLGV 
YMVLPARLHPHEQVGI FDPQI I FLGVGTTLGVVAQCLIMI PYLRRAGI DMRPLWGI DARL 
KQFGGMAMAI IVYVAISQFGYI ITTRIASIADDAAPFI YQQHWMLLQVPYGI IGVTLLTA 
IMPRLSRNAADGDDRAVVSDLQLGSKLTFIALI PI VVFFTAFGVPI ANGLFAYGQFDANA 
ANILGWTLSFSAFTLI PYALVLLHLRVFYAREEVWTPTFI I AGI TATKVVLSLLAPLLSS 
SPERVVVLLGAANGFSFITGAVIGAYLLRNKLGLLGMRSLAKTSLWALGSAAVGAAAAWA 
LGWLIQAVVGDFLLGTLSSVGYLLNLAVLGVFFI FVTGI VLSRSGLPEVQNLGQALTRI P 
GLSRFIRPNTKISLDVGEVSEQDFSTQ^LVAPSEFAATPVPPPMSAGIVRGPRLVPGAPVG 
DGRFRLLADHGGVQGARFWQAREIATGKEVALI FVDTSGNAPFAPLSSAAAAGIAYEVQR 
RTKKLASLGSLAVAPNIHSEAYRNGCLIVADWVPGSSLSAVAESGADPRAAAFALAELTE 
TIGEAHEMGI PAGLDNKCRIRINTDGHAVLALPAILPDASELRDAKSLASAAEMLI DATL 
APSDVKAMVTEAQGLATEDNPDYASLAMAMRTCGLFTEEPTHLVVKKEKTPKPATRDGFG 
ASDYTVKGMAAIAAVVI ILVSLVAAGTAFLTSFFGSSTNEQSPLASVEATTSATPEPVGP 
PVYLDLDQARTWDDGAGTDVTDVTDGNTSTAWTSTGGDGLLVDLSTPARLDRVILTTGTG 
SDSNVTSTVKI YAFNDASPHSLSEGIEIGTVDYSGRSLSHSIRDSSKLPGQVESVVILVD 
- EVRSSQTSDTNPQMQIAEVQLVGW 

>RXN01448 TRANSLATE of: rxn01448.seq check: 5425 from: 1 to: 1167 
MAKKKLGTVARLSELDKSLRNRLLRVRSRLLFIVHSAIGAGVAYWIAVEVIKHGQPFFAP 
MSAVI I LGLSGGDRI KRATELTLGCALGVGLGDLLIMQIGTGYWQI FVVVGLALLVAS FV 
SPAPLVSNQiyiAIGGILIATMFPPGDGGSIDRMIDAFIGGGVGILVIALLPSSPLDAGRHQ 
VANVLGIAASVLEDVAASLKAKDAAKLNNALEALRRSQASVNKLETAASSGKEATTVSPF 
LWGDRARVRSLYRILAPVDNVIRNARVLARRAVVLTEDNDTVSDEQI HVIEEIADIALRL 
SDLYEHHKEISEALEI PELVNRLRQLGSEVGEDIAEDRVLSAQVILAQSRSI IVDLLQIC 
GMSRESAVAVLVPTSESPAYPPELWDDED 

>RXN01459 TRANSLATE of: rxn01459.seq check: 4910 from: 1 to: 810 

MNSNGFGFSFGNNDDDDDKNRNNDPFGLFGGNFGFGGQGGAGGPGGLGDILNQFGQMLSG 

MGDSMNSPEAAGPVNYDLAARIARQQIGRVAPVKDSEKEAVEESLRLAELWLDNATQLPT 

SGHRVEAWNPENWLENTLPVWKRLVSPVAEQMNKAQLENLPEEAREMMGPMSSLMNSMSS 

MNFGVQLGNALGDLAKQTLTGSDFGLPISPVGVSAVLPGNIAEASKGLNVAPQEMLVYIC 

AREAAANASSSTCRGLSSASFPPLRNTPSA 

>RXN01460 TRANSLATE of: rxn01460.seq check: 5642 from: 1 to: 294 
VPWLVERLVSSVEEYAVGLEIDTSHIQEAMGNFQMDNPDPERLQEMMNELQGMDLSPRIG 
SRNANAVSRLETLLALVEGWVDI VVTQALSERI PS PTP 
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>RXN01471 TRANSLATE of: rxn01471 sea rhPrW an n * 

MQSFKTLESWPVDNVSASVISDGAVHFYGD^R^ 807 

dspmgpegstvrhllshasgvafdkpvaekgvgerriyssagmdilIdSeIeS 
ylreaveeplgmenselwgsaghearstvadltkfgqeltaptlispeSatovofpf 



^""vo^^^iJ 7 ™ 0 ^! 4 - 8 ^ check: 1102 from: 1 to: 546 

I 

^2 T °i^ 8 ^I^f™=.e£:-.ff C f l ?^ 85 - se <J check: 9216 from: 1 to: 2052 



- * - l -'"-*i^-i-*iU'4.£>t:U CI16C 

VLGTAQYDGVPSRQFAARLRHAAKLWRLHEIQHVYTVGGKLPGDRFTEAEVARFYTTPCFr 

spakfpsivyfltlshewggvvvqdvsrllgervpdkvkhlcaqskvccaSSs^f 



MNFSLVHLRENVRRVSVTVAIGAGALLISGPFFTAHTAEATET 

TGQI SS S DI TNIQAAI DDVKASEQKVI FVVFLSS FDGVDPETWTQQALOANGGGMVT T vl 

ph Inf ™ gvgtv ^ gggiwaysr srkkktsaatledareidprd?nrlmqlpmK 

n?T^f ELTSTDDSIRRGKEELAIATSEFGPERTR SFNRAMNHSTGTLQ^^ 
DSIPESEAERQSMLVEIISSCGQADDALDAF.AOMFanM BMT r ^51,?^ 



idairhiehaittadkllagvehadenistakanvadliqeisdeinSgqlkS^ 
^dwaslddavraasaalitasadaekdplgtytelvdvdsaldtq^ 

SF= E ™^^ 

NHWPLVVEPTYQMR^EI^WCGTRHTRGWAERYNAEAVI?^ 

SLGYPREWEHWSGQHVWPYPVMEVDNAG JjnurijX j. N VNbvKHIEV 

>RXN01518 TRANSLATE of: rxn01518.seq check- 9224 from- 1 ho aha 
VAFMQKTSAGWLIATGGFLAAVSAILTWRFYGSMTSISITVSITFWLLAVVC^ " 

ULPGVIACALGGIALSAAGLYLERSCEAPPPQSGEAIS 

>RXN01539 TRANSLATE of: rxn01539.seq check- 9014 from- 1 ^ on 

^vagneknkireerva^ 2166 
svqsltqpktlgqlhdprknvmsssdlasiigveqqpvaygeWpS 



seitpsyevadgeqrsifgesaps 



dfddlsdveefdtshwvragqddrsdddrladeagv 



APnaSnn!*™ EANLSGVDEQLHMREVHA QSFDPIDVAKKERKAAEKKYAKPPKSDNPYL 
GVNVDMKRKFNKDLEQAKDTKLSKYVSKDFWKSF ^lAAVMWOMSPRMT 



n p tdZ 7 u ^ ulKJjSKYVSI <DFWKSKLTRDK T EKEAKSLSDAFMQQKTAIIS 
HGLKSKDIYGAARDIVGRRMERDPGYAARFNETAFGTVRLGEQRRGMVISKTPTWOFPnr 

aglsknagwfsvrepmgnaqnfadnlaatlatemrvageqygsSgZwJ^ 

ESGLASAKKLLPDFDTRGRSASRVRQIAMAQRTQAAIKVLQDDGNQTAMTTEQVKE^ 

amdqaekvmqrdhpaildkfvrkhgqtfgqdadafvksitmekdtsseyJSrpS 

GSGRELAARRRVQAAQINQAAQLDMNVHDFRESNLPEERPANPY^^ 

>RXN01549 TRANSLATE of: rxn01549 sph rh^^ 7o Q - 

vandfiepndapdapdngdsgssgfvSeakdktrIaaqglg^ 
smgnlaknlwtrmmglalsagtgisaatggmitarvgamlagtgsvlssvtt^al^vsmi 
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VVPAGRKDGIIELCEPPVTANPFTIDAGDMTENAKLVYGALSYLGMNDQNIAGVLGNFET 

r^ll DVQLAFAISGDNESDRKV FLEMVDNKNSSSNSPTAASEYFLREWERPADVAGNAP 
IRAEQASKWYAQMGGWQKNSTLGESVIAMADGAAAKSTARDEQDALNDCPEEDRTSGGNT 
SAAEAMVTISHPYLADSRGNDGTDIYRYIHDEVLTGDPYYASCDRGVATAIRWSGTDOTF 
r A ™I^ QYEYVVGTGSGRWEEIGNLAT ^ 

GEM™p?R^m^ SLNDRSPGLDTLSLDGWGVNF ^ FRNTQAETNSV 



557 TRANSLATE of: rxn01557.seq check: 9051 from- 1 to- 816 
VRSSNPVFSSLKETQRPQGQNPYGGYDNFGGVYQQNVAPQKAERPMTVDDV^KTGI^LA 
VIIVFALVTFGVWLVSPGLGMILTLVGAIGGFITVLVSTFGKKYGSAAVTLIYAVFEGLF 
VGGISLLLSGFTVGNANAGGLIGQAVLGTIGVFIGMLFVYKTGAIKVTPKFNRILTGMMV 
GVLVLVLGNVVWALFTGGASPLRDGGIIAIIFSLFCIGLAAFS FLSDFDAADRLVREGAP 
SKMAWGVALGLAVTLVWLYTEILRLLSYFQNR UAAUKLVKtGAP 

>RXN01574 TRANSLATE of: rxn01574.seq check: 7504 from- 1 to- 1035 

MSNKRIGVVIVSYGHEQDVANLVDTFADQLKTGDRVVVVDNRKPWVLKDAVGERLEKHGA 

EIINHDNGGFAAGCNVGAAHIVDDVDLLFFLNPDTVIDDPTLFNSLRRVDEQWAAFMPYL 

LLPDSTINSAGNALHISGLSWVTGLDEKPVEGSSEVTDISIASGACLAVRVDWWKRLGGM 

E f^ T ^ F ^ T HE ^ DFSARLLLAGGR IGLLHSAYVTHHYDYAKGDYKWIYIERNRHVLLLSVL 

PLPLLFVLIPQILGVNLGLWAIAAKEKRVGLKVKSLRLLIRDLPAIFKLRRSTQELAELT 

PSQYLAKMEWRLDNPNLGNIGSNKIVATGYKTYYKLCMSILKLLA UtLAELT 

>RXN01589 TRANSLATE of: rxn01589.seq check: 4956 from- 1 to- 1020 

MVEQIKDKLGRPIRDLRLSVTDRCNFRCDYCMPKEVFGDDFVFLPKNELLTFDEMARIAK 

Pp AE ^ G ^^ R ^ GGE ^^^ RR ^^ DV ^^^^ :lj ' s 'QIDGIEDIGLTTNGLLLKKHGQKLYDAGL 

RRINVSLDAIDDTLFQSINNRNIKATTILEQIDYATSIGLNVKVNVVIQKGINDDQIIPM 

LEYFKDKHIEIRFIEFMDVGNDNGWDFSKVVTKDEMLTMIEQHFEIDPVEPKYFGEVAKY 

YRHKDNGVQFGLITSVSQSFCSTCTRARLSSDGKFYGCLFATVDGFNVKAFIRSGVTDEE 

LKEQFKALWQIRDDRYSDERTAQTVANRQRKKINMNYIGG iKbbVTDEE 

>RXN01590 TRANSLATE of: rxn01590.seq check: 4837 from- 1 to- 6447 

WGQKDHWGKAPLGDHDAVRIYRQAEALMKQRAANNKGLDLNDEATYGAIMFASFDDAF^A 
DAEAHGCVHRPQFAKVTRRNILNSPQYTAIKSSYDALVQQDLVAQQQQAQALQQA^S 

Sv? A ^? A r QAEQTLAQEs ^ 

Y° AG ^ QFSTSDGRAIRALVDEHLAT YEPVEQRGSTQAFFASVNAAFAEVAPHAAPMFSA 
G A KLLS G ^^S A MTPnf DKMVGTAIGPNGLPEG 

™™ LSLSEESVGMIRDLDLATIHL QDNDVYEGTHREDDTKGGVRPLTQWVNGEAIAWRT 
. IT.ENQQMRLPJJIGQ.FMTAKEYR - 

LTYLSDEGVDFRIEPDREPGQLKVRIEGTRIDIRLTDTRANEQWVGRVYDSGT^SsJe 

^ AE t E ^^ RERMENGDGTWTPATDYEPSPTEVVDLVKFALGRE verqdgkglvgvpS^ 
p^^^ DAYFTKNRSAFMVREGLSIVQDARDRSAGPG ^ fdne akasewlgnnialt 

^nv AEE Tu^ ELIALSAQYADDPDFMPAFAGEDELMAIK Q DYWA MLRGEETDLLNPGVN 
W^^c^f HEQIAAMTSAMNAVTVEDRVRQHAALVLDDYVGTVE PDPVTGLRFNPV 
TVAQHMPSAKSLWSNHDDIIAALRATSITGDELRGDEFYNDVINQQLLKFNPETAQKMVN 

r^ipu^ ARF ^ TVIAETISRNGADVVDIAVDDNGVVRWTA Q RRVGAK DS^ 
GERTRHVQGEIGQIFTRGEHGEIVTKFNGGENYMFAPGYTASVVPQKPGETKSLEERTKL 

kgyeqvmsealvyrvredlmftersrvgattsinsaykrlydnrfpvdffersaeegIsd 

unar^rrr^ LRVRYDNS I RDGANVMEDI RAQQRG FDARNDNSRDALVLTGGRNI SVLD 

vdagkgffdpmmtgmaanqgsvryllpsakvgadgmitpgdpadrvpvaahpeswamgfd 
P ^ R °T FSNIMQASAVTGGARTAMIQLGGWNFEDGIIVSADF anthvirdtedemrpl 
vagdklsdfhgnkgvtalvvdpamsdadaraaglesevaffrdnpdlevvmspfsaisrf 
p^Io^ ELMTNPQDVVFRNNDGSTRVQPGASGDLNFIVTHM a v daktnvydeeavregqg 
rkassqlawvlqaqecheimehfygnnvsalanfqeylrvtgldvtpygelregfsesne 

npdmyqlpllsphlrsdedladgstsrheyttrymaifdtcyklaeeqakidalrqeeao 

fTLPRAAEKRLSESQKFVDQAQKKVQASFDGIANDIVASRIETKNNVFKDGmSAS 

satavwtgdprlsvdevamnss^relgvldngyamvwrdpvirdggvrylrw^ddlS 
gvavnpvsvksfdgdfdgdsvglvgnlpkkaheealsrltveanmldlgdgkrmedg?mf 
ygltlhdsldvqvaqhhdpamaenmkvivselnryqreyeageisreellevnrahmdd! 
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FANRDGLVTLRFDG MENHMASVAQCFETGAKGSPGKLKEYATYIGADPAOGFK 
DVGQPTPEALRSHYEGSQKATAIKVLFTGVAGKKEQEMVALCRNLGLTKEA^sSS 
^n^ KHDPIDALY ^ ETLMGPVGDLY Q GRKMRR GENEQGRYEWEW^ 
EWVQQYMEMYADDKGMGVSVGVDQVEKIAEEFSDEQGYMRVLSHDELPTEIK?! A^OT n 

qslasfervpqrsgfrierrvpaevgtgiaapaplpdagvqgnyvqqqvpatpp?mp??? 
vpptpvvpkpgtg npft,hggannqemgrf-dt-sr-y- N qqe-ppq RQ dggf S 



dnRSgeyrqrddrrddrrdnrsddrrkyrsdrnfddrns^^SysSSSS 

s*f RYDRNDRRDDNRDTRGGDRGDRRYD ^^ 

an^gagrdqqrdslhpqragfreerlntrlnepdlpgdidikdldplSJ^lS 
adavakhmimaatwladdpqlalrharaakdragrvsvvretngiaaySgew^JS^ 
^rrmsggpgliavmadcerglgrpekaielareedlssldqdnSJiwS 

DaS^ 

iE™ 1182 

"Jspgdnhrsrijcelrsfi^ 

fGANVILPADPDGHAVGLERIQDLGIGAMTFPSSVNSSTDIJU,L^DFHSpSwS?G^P 

vtldgvfenredsdpaalltraklgtklvdgsviaslytvrsss^SaSSwS 

VVIVIAGTAGSGSFTDNLIDTWNSFALTVQGWFK obNijCjWMWALLAILVVLA 
>RXN01598 TRANSLATE of: rxn01598.seq check- 5340 from- 1 ho o« 

^krrgrgaatfaalgfgaaagiafgtyvlapnlpInidpnapt^eSveae^laevna^ 

fpfF^^^^^ ^^a^^^^^g^Q^setqldpgthagealgaalllnp^t^e^las tae 
Rglllnvlrdngyisyedgtilp^vivmitgdsdgsgdgafaaetqslfa^^S 
saI A ~S^aL^ 

>RXN01618 TRANSLATE of: rxn01618.seq check- 189 from- 1 i- n . ™, 

ZmiH gstgigaalalagtg smlaaaavlalsspdkrgaafkqgtfpllavv - 

>RXN01634 TRANSLATE of: rxn01634 sra ^rt. * 

^vgqetdllnametlagvpsdlvvteilpdttsydnfeffev^ 552 
aysfddsadtsrdkaldlggevtvdagetivwieyssstvd^fseSdfr^™^ 

ARIFR^TGQAGLANGGDRGIRVLYNGEVSGWSHYPSDSAA^ 



>RXN01635 TRANSLATE of: rxn01635.seq check- 47 from- 1 ho- iai 
LIPGGLD T PEEPEAPEDSLFEGRTPPRDASTRLIL?ELM5NSTNMGSSDGFEYiEi?N T ^ 
Hipvr^^'''' , ''^''^^™™^^'^^^ V ^ IQPGKSLVFWIKNGPNDEATAADF 

naeygtnleagkdlveissggmangtargmqiqtntghivnrgfynSgasdSe^lh 

FA?KYH S r KQTLV ^ 

>RXN01638 TRANSLATE of: rxn01638.seq check- 2292 from- 1 Qnn 
MSTQTITITVLETATIFDGPETIYRYDLAAEGILDGWAHSAVLDQWQlS^ 

vdgtdnvvnaltsmfaskgvtcggvgveappvaeeppkikrptsgkqvrqf?gikp^ 

lvsilvgsiagiwvisgftgpvdsrpvdkvaeistqgetsisnqpqpqp?v^vteS 

apfgfemrsdeqsrylegpdpnlrihvgvdplhgadaalvaeelrrl??edps^ 

EWGEKTTIDYRETPGDGSHVLWVTWFDTDRQLNVGCHSKAAETiS 
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>RXN01647 TRANSLATE of: rxn01647.seq check: 6883 from: 1 to: 1170 
MGDVRMIHDPLGRRRRALVFGVVACVMLAVGSLALAI FRPAKDPADAPLIRSESGALFVQ 
LDGSVHPVANVASARLIVGEPVDPVNASDAI IAGMPRGVPVGVPDAPGLFSSTEEPEQDW 
FVCQDVGTGDLHITVPRGGLGPTLIAEGNGWLGASKSETGEVTWNLITADGRRELPAWGS 
EHGRIMRRHLGI SEDTPRVYLTTELLNAI PEHDAVRFPAPLPELVDASTRNWLRLDGALA 
EITPLQRGLLIDAGSGVFPDPTALLGVHEETANTLTLPEQTVSWQDLDGGFACADGEGQI 
GFLETLESGVALSGDSRAKSFSTNAGGAVGVDSGFGYYVVSDFGLMHPVSTGESMVALGI 
TDVQVVPWSVLRL L EQG S E L AKET AL A PT-Y ~~ 

>RXN01658 TRANSLATE of: rxn01658.seq check: 7999 from: 1 to: 1833 

DPQILSPTFTQQQQLRNFYGFPDQLAMDRFEVDGKLRDFVVAARELDPNALQQNQQDWIN 

RHTVYTHGNGFIAAQANQVDEVARDVGSTRGGYPVYTVSDLQSNARAAESEDAEELGIKV 

DEPRVYYGPLIASATDGADYAI VGDTGDGPVEYDTDTSSYTYEGAGGVDIGNMVNRAMFA 

LRYQEMNMLLSDRVGSESKILFERDPRSRVEKVAPWLTTDSKTYPTVIDGRIKWIVDGYT 

TLDSLPYSTRTSLTEATQDAVMPDGTPQPLITDRVGYIRNSVKAVVDAYDGTVELYEFDT 

EDPVLKAWRGVFPDTVKDGSEI SDELRAHLRYPEDLFKVQRDMLAKYNVDDSGTFFTNDA 

FWSVPGDPTAAEGRQELKQPPYYVVAADPETGESSFQLITPFRGLQREYLSAHMSASSDP 

VTYGEITVRVLPTDSVTQGPKQAQDAMMSSDQVAQDQTLWRGSNDLHNGNLLTLPVGGGE 

ILYVEPI YSQRKDQASAFPKLLRVLVFYKGQVGYAPTIAEALSQVGIDPKEAQDIEEVDG 

TATTPSTDETDTDTDQPATETPTAPVSEAEGIAAINDALSNLEAARDSSFEEYGRALDAL 

DRAVDSYQSAQ 

>RXN01659 TRANSLATE of: rxn01659.seq check: 8569 from: 1 to: 546 
VAGVAQRFVDERI HVGLDSMPEAVTAVWMES DWVLAET I KGST PS DWEE I LRPLALLTDA 
SFTLPPRSTRAQTLDLKHLEPSRLKPEQPEKPAFTPNASEEDLSQPLVIRPEEPLQMPVR 
GVQESRGVVEPRSLGADDVESIAEGDPERPSDLYGTRVLRDLNGQSSIFQDSTDADEPPK 
KW 

>RXN01663 TRANSLATE of: rxn01663.seq check: 7844 from: 1 to: 858 
MEISVLI IAALILVAGIVLWRADSSKQAAKKAESPVGSVAPAPVLVEEEPDPEFEPELDP 
EPEAQPEPELEVAPRFAPEPVQDLEPDQAEDI YFDDSPELDADVENALAELTEVEDYPEE 
PVQSEQPQAPATAEVAADEEQRGVDKHSFLSSLPGSQRRERRNWAAKHHFDFIKEDAFLT 
DEWSRGAASTGAVARDVVSGMAEGYETHLVDLAGVPVMAMRRGITSDVVI DARRGEQPAD 
PEREESDDLVEI DTVSGFRLLSTWRGLRSVLSTSAFTSVWI PCQKL 

>RXN01669 TRANSLATE of: rxn01669.seq check: 9448 from: 1 to: 915 
LYEI FVPHSHDTADSIDDAMEANSEGIRALKFSLVLMLLTTVLQAI IVSFSGSVALLADT 
VHNLSDALTAI PLWIAFILSRRAATQKYTYGFNRAEDLAGLFIVAMIALSAIVAAWQAI D 
RMINPRPMENIEWVIAAGVIGFLGNEAVAMYRIRVGKRIGSAALVADGVHARTDGFTSLA 
- VVAGGVGVFLGFPLADPI IGLI ISAMIATLLVGTIRSVGRRLMDGIEPELVEKATHAIWH 
VKEIESIDRLRLRWVGHRLHGDATVSTSTSSLSEATAIALEAELSVKQHLPNVDEMTVTI 
TPSKP 

>RXN01672 TRANSLATE of: rxn01672.seq check: 2451 from: 1 to: 342 
MASREVSITRISPLATFRVALAMSI IGLVAWI ICVTVLYFGLNVAGVWQNFNDVIGGVGA 
EQTITFGLVLSI SALLGAIGAITVAVLAPLCAI I YNSIVDLFGGLQIQLQEEVD 

>RXN01694 TRANSLATE of: rxn01694.seq check: 8929 from: 1 to: 900 
MQKITPNIVJCQGTADEAAEFYVNAFSEFPGGAEVLTTVKYPEAGLLDFQEPFAGKTLTVE 
LAI SGFKI ILINAGEEFTPNPSISFMVNFDAVRDENAKEHLDAVWEKLHEGGSTLMPVDT 
YPFSEYYGWVQDKYGVSWQLMLSRPEEKPGPAVI PTLLFGGAAQNQAGPAQENYVEVFPN 
SQLGDRAPYGQQTGPATPEALMFSQFQLDGQWI FAMDSGVEQDFTFSEGVSLMYEAHGQE 
ELDAI WNALSAVPEAEACGWLKDKFGVSWQIVPDNMEELMAKPGAYEKLLAMKKINIAEF 

>RXN01696 TRANSLATE of: rxn01696.seq check: 7405 from: 1 to: 1179 
LSTPIGLGLPPTPPPVLAPRRKTRQLMVGKVGVGSDHPISVQSMTTTKTHDINGTLQQIA 
QLTATGCDIVRVACPKTVDAEALPI IAKKSPI PVIADIHFQPKYI FAAIDAGCAAVRVNP 
GN I KE FDGRVKEVAKAAGDAG I PI RI GVNGGSLDKRI LDKYHGKATPEALVESAMWEAGL 
FEEHGFGDIAISVKHSDPVLMVEAYRQLAEQSDYPLHLGVTEAGPKFMGTIKSSVAFGAL 
LSQGIGDTIRVSLSADPVEEIKVGDQILQSLNLRPRKLEI VSCPSCGRAQVDVYSLAEEV 
TEALDGMEVPLRVAVMGCVVNGPGEARDADLGVASGNGKGQI FVKGEVI KTVPESQI VET 
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LIEEAMRIAEEMDPEVLAAASASGMKAEVKVTK 

>RXN01697 TRANSLATE of: rxn01697.seq check: 2521 from: 1 to: 957 

MFQGLKELTAAKGRTLLITVTVGLIAVLVTFLSALTAGLGHQSVSALKYLAGDNELILAD 

SGSTTLSASTLSDQAVAQLEDEGAQMLWQVRDRVADTPTMLLNSPDLAPGEVSLPAELAD 

SELATAHDVVDSSNDLYLDHLPVVLMNTSDLASLAQVRGVTGPAGAFASDVALPSDTVAL 

SGSERWNASASYQGEQMSLNLMIVMLYVISALVLGAFFTVWTIQRLRGIAISSALGAARR 

VL I ADALGQ AI IV LGXGXJAGTL I-T-V-I S A FGMG D AM P VV K S S T T irF P ALI LAAAG L I~G A 

AISLGPILRVEPRSALMNA 

>RXN01701 TRANSLATE of: rxn01701.seq check: 3619 from: 1 to: 372 
MLSHEEIVAIAEDLLSKRYGGVQTLSDVEQLNGSGTSAVLRARVANSPFLQQRSVVLKYV 
PSTGDVFDDSALVREIVSYQFTTSLSEDVRPGPVILAYDIDKRILVISDSGNGDTFADLI 
DQRP 

>RXN01703 TRANSLATE of: rxn01703.seq check: 3504 from: 1 to: 1113 
VAWPSNAKEKLFI HWHYWWQAHYLDCLVDAARRRTTKARRDRI RDT I RGI S VRNVGKLTS 
NRYYDDKAWLALALGRAGKVRKVRTPKSLPSLEQNIVDGIDSLTGVLPWRSGETFYNVPS 
NGPAAIMMARTDRLDEAMKITDWI FDNLI DGDGLVMDGLRMRMHGPELVRSIHPYCQGVA 
IGACLEIALKLRERAGLTTTVVDHWSDADKAEDSLKYFAHIHAVVQAVSRKMTNFHGVID 
WDTGDGDGGLFKGILVRYLADVAIRLPDDSPTNRETKKIAARLVLESAESVWNHRLEVDG 
LPVFAT DWTTDARLPQNFGLSSSSLSDLVSVVRVDERDLSVQLSGWMLMEAAAKVAEELE 
NNGNSYTGRSR 

>RXN01709 TRANSLATE of: rxn01709.seq check: 6991 from: 1 to: 432 
VFEQALGLTTLAQTAGAGAAGGLGFMAMALLSAGMRSGVDMILNETGGEKMLAQADLVIT 
GEGRI DAQTLSGKAPTGIAKRARAKGI PVLAVCGQSLLGPAISNELFEDI YSFTDFESDI 
NECIRNPLPILEGIGFNIAKHHLS 

>RXN01711 TRANSLATE of: rxn01711.seq check: 1589 from: 1 to: 1158 
MLLMAHRFFVLAINGAVTDDFTTVYSALRRFVEGI PVYNEVYHFVDPHYLYNPGATLLLA 
PLGYITHFTLARWMFIAVNLLAI VLAFGLLTRLSGWALRSMVWPIAIALAMLTETVQNTL 
I FSNINGILLLMLAI FLWCVVHKKSWLGGLVIGLAILIKPMFLPLLFLPLVKKQWGSLIL 
GILTPVI FNAVAWFLVPGASEYVTRTMPYLGETRDFANSSLPGLAI YFGMPTWMEITWFL 
I FGAMVGLAVLALLRFRNTEPYFWAATTTGVLLTGVFFLSSLGQMYYSMMI FPMI FTLLG 
SRSVFHNWVAWVAAYFLLSPDTFTSQRLPDVARWMEFFSATVGWGLLIVVTFVSALIWFI 
GDIRAKGTPSSPITTDPTHDHLERTA 

>RXN01721 TRANSLATE of: rxn01721.seq check: 7358 from: 1 to: 1023 
VLVDRFGRIARDLRVSLTDRCNLRCTYCMPAEGLEWLPTEQTLNDAEVLRLIRIAVVKLG 
IRQIRFTGGEPLLRKNLEDI I AGTAALRTDEGEKVHIALTTNGLGLDKRIAGLKEAGLDR 
VNISLDTI DAERYVSLTKRDRLSGVLASI DAAVAAGLHPVKINAVVMPGVNEVDIVPLAE 
YC I S KGSQLRFI EQMPLG PREQWKRGDMVTAEE I LARLEEKFTLS PAKE PRGAAPAALWN 
VVDKSNPDITGQIGI IASVTHPFCGDCDRSRLTTDGTIRNCLFSRTETPLRDALRDGASD 
DELAQLWAGAMWEKKPGHGIDDEGFLQPDRPMSAIGASPYQ 

>RXN01734 TRANSLATE of: rxn01734.seq check: 3461 from: 1 to: 534 
MTDPIEQAFERIRAEAMRRNGSVPDLNKNDAFRRPPAPKGGVEKRKKGRASGLDGRQKRY 
VRGAESLGSVLNKEIQRRGWGKDIAGGWVTSNWEELVGAKIAQHTRVEMIKDKKLFITCD 
STAWATNLRMMQRQILQVIAEKVGPNI ITELRI FGPQAPSWRKGPLHVKGRGPRDTYG 

>RXN01742 TRANSLATE of: rxn01742.seq check: 7621 from: 1 to: 504 
MQEKPEMPAIEVIRSAKRTKTVQARI VDGQIQVRIPARMSKAEEEKAVGEIVAKLKRRTQ 
SAVSSDADLIERAHKLNKTVLEGRARVESIRWVSNQKGRWGSCTVATAEIRISDRLKHVP 
DYVLDAVLVHELTHTFIAGHSAEFWEWADKTPLAERAKGYLEAYQRWG 

>RXN01754 TRANSLATE of: rxn01754.seq check: 1605 from: 1 to: 1941 
VKIKSVFLSTALSASLLLGITPPVLGATINPSLPLSALSSSDDIAVPNFAKELPLAFDVP 
AGTVPQSLSGTLQIPAEFSGGVVEFYDGDRLFHTLRLEVNDSRAHIEVPLQSVPVEDGRA 
TFWLRAMLDPVNNQWCYEEQEVRFLDGNVTFEGATINPAVVADYFPSVLRALTI YVPENP 
SEAVQEATLEVATSLDSVYRRSGLDVNVETLPTGTDAPPTRPQDFERQI VLVDEATESNT 
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tt ^ T ^ QDNAFLRLNGNADELYDQARLLTDATLp LAVDTEVTASGFGDVPNLSTDVA 

TLQELGITQLTSESVARTSVTLGIERSRLRTYSQSMDLHITGTYTPLPPONAGOITF^Tr 
DTVLDSLTTDDTGI IDREFNVPGDLVNRYTATVVRRTQTrtnx/M^ Ji^^^H!?^^?^ ^ 



-"LNGFRSLPO^ 

WG ^S A ™? A ^ R ! VIV ^ 



QLTTVEAPDQPGRSATAFIAIGVSLVVIALIVAAVVSVSRRSQKG 



YK 



AGLKVWEGILSKAANGGNVLGYADAKHNEDSGWFFG^ 

npfrllvgpvsqntnktftenmaggqttegtpfegmtdffgliynwsvtvgwSgJpv^ 
glfmmgalmfrrmdkgsafkkwirvvygvvglpllgvsytgaldsflSgsSsaSna 
tkivlstwdexjswaentrmrvpdkvtiawsledqaptgqs^SsaleinISn^? 

sfetsirsamesltskegsgeavaggdvmawvtgyntasglneita^eladS 
dsaglqgrpidrnavsfksgdatascnnsvvtgsravvgdyrsdc^spltmynflntsf 
hpadasvfststsassytrashsavsligsgamnfvywfsamslS 
fntirrtlsligavpfaamgfiagvakvivytiamlvevigti ILYQLITRFLMAVPAT^F 
eQ^i-ssnesaelvagag^^ 

GbDSGSGGSGGGSDSGLGEKAAGLAKVVTTVAGAGLVGKYATDALDNYADGVINrnrnr a 

^gdatvogdyvadgdaiasa^ 

VDAQGNPLHADGTPMSAAEAEMKMAGLSSSGTMMEKSGVKSSGI^AAD^SSs^S?? 



coc^. [Pdtygadvsgaagtvgttga dysatdssaglnmseaalqsgtpmgalaggsv 
sssdqamndaalqiaasqglapagsiagmeqlsaqateapagi 

A M^r G ^I N f™ GG ^ GGVDVAGKVTEAA QHLSQVPGQIQ N AVTNADAGSSGASFG 



DLSGSALNTQL 



?^k G ^ GIAGVAGVIGAAGAASSAAQGAGTV Q GAMGNA AAGAGMINNAVSGGATGST 

adiyrehk^vvftidartqmghlpnsiddlvascaJn^i?fgsvdS 
arrqveelgvrgfkfhpsvqgfdpsapefyplwellesfglpcvfhtgS 
-Giklrfsnpmllddvaadfpnltiima-mpsvpwqdeansiSS^Jdl^ - - 



>RXN01769 TRANSLATE of: rxn01769.seq check- 4062 from- 1 

vtgllgraphslffpigfyytpmtsitttdtplytalph^risdaelLp™ 

GPA ECPGCTATLDFFARKNMPATKVTVAAGDVAHTYITQD^ 

DNEHNTQILHWSGVNRYLMQALSRTHF J-VULGYLQAPIVTVRISSSASNH 
>RXN01771 TRANSLATE of: rxn01771.seq check- 4536 from- 1 i-„ 700 

mhqagqlindpsqglwrtsalrspvarvghavlrqLgeJsrmqgrefsrp^ 02 

nMD PQS I PTADAMAVT I TMALTAAT I DPVKFVADSQNPDEE I YLAAQ I ALREMV I 

ampledfigvridlepvlvaaqaaaknvgvevssillkdln^pqS 
etdlerarnevkttrarlasakvleqnpilakirmiealppSievSgSs^ 

>RXN01774 TRANSLATE of: rxn01774 sea rh 0f -w 7 n c * 
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HTDLPEPSIKDSGLISAIGSSAGNTNNPALALETQMAYHLVLAMHHTDVATWHKVVTKNI 
TESAAAQDAAVEHSAKYDAVYDAAQLMGITVEEGNVGSIAIAFSTARADGKSDWCVSGIS 
RYIEVTEALDAARAVTKNTDALNKTALPDVQPAPVVHSAQEMNKSAHDHGVNTAEKDQPT 
LF 

>RXN01787 TRANSLATE of: rxn01787.seq check: 474 from: 1 to: 693 
MSNNALLVANEADIGLYLHWNGGRDSIEAFLAYAAYAQLPPINENNDWLPPFITVLKNFF 
^GNpGSGVYLEPVNQ D^iDG J-DY-DNGV-YML-DD-Y-E-I-T-E-R-I-NP-PAV£Q D S H DLH DMLIKTDKA 
QPPVDQLGSFLHGLETSVADLGVGDRVFLPRFSTFDKKLGRYRIHTVLGFAENDPFNPMT 
SSERFKGKPYVDMFDNQDNAFNPNSYITTDTVRIVVDPVPETNPDDEKAGR 

>RXN01796 TRANSLATE of: rxn01796.seq check: 303 from: 1 to: 774 
LLLGGNPAEIDQVLGGDQTQIESGESTGAGDFDHCQTGADANASDDCRLYYTSFSVNEMW 
QTLLPAQAGIEYTEPTLTLFKNSTQTGCGFASASTGPFYCPSDQDAYFDLTFFDQMRQFG 
AENAPLAQMYI VAHEYGHHVQNLEGTLGLSNYNDPGADSNAVKIELQADCYAGIWANHSS 
EGPDPLLQPITESELDSALLAASAVGDDNIQQRSGGDVNPESWTHGSSQQRKDAFLAGYN 
TGQMS AC D FLG RGVYNDA 

>RXN01803 TRANSLATE of: rxn01803.seq check: 8304 from: 1 to: 960 
MRKKKDGQNLPDFRKNPPKLDKKAYEKELKRLQAELVDLQQWVVETGARVVIVMEGRDAA 
GKGSAIKRITQYLNPRSARIEALPTPNSREKGQWYFQRYIEKLPTAGEIVI FDRSWYNRA 
GVERVMGFCTSQEYRRFLHQAPI FERLLVEDGIHLRKYWFSVSDEEQIERFEDRLSDPLR 
RWKLSPMDLQS ITRWEDYSRAKDEMFIHTDI PSAPWYTVESEDKKRSRINVISHLLSTI P 
YEKI DRPLPEI PHRPDSESDYVRPPRDEFRYVPDVAAHLEEERIKKEEKAKKAKKPAKAA 
GKNSDKQKSSGGKGKKKSKK 

>RXN01809 TRANSLATE of: rxn01809.seq check: 4529 from: 1 to: 1176 

MNEQEREALEDAALEEAALADELAALEAEAGVQGSVEPYDYAADLDDEDEFDEDPFAQDE 

PRDAGPLGELSSDNHVSEAVAEDTGTSTEESAQEGSHEESVDNPRDFTGTATAVRSFRPR 

LPVPNALRPGPPI RTQPAVNTDI DDGGQENTAGATAADVGAGVFFGTHFELAFGQVDVHR 

HIRHEQAMRDGHQDLSVFVGADGAIMLEELKNRYQRPPENEPHDDDVTEMIKTTEETEKE 

NVEMDQDIAVVDNVDEQVVVTPAHDADSVAVVAEQVVASEPTPEPVPKVEHVEMSVDLAG 

ET I TPI DQAI RS FMQLNGI EHS VVLRRLGLMTQVAHNKELDEVYAKALAEGESHAQQQHE 

LEAENERLKKEVDALAAELSAALMGEGGGDHD 

>RXN01811 TRANSLATE of: rxn01811.seq check: 3834 from: 1 to: 681 
VFEFDDTLAKDIQVDRTSMQVFEASETVKEAIKASIEQGHTRYPVILESKDNVLGYVTLP 
DLIKQS YKDDQLTVEQLIEEPI VTTETI PIKKLLTIMRKKGKHIAILKDEYGGTSGLVTI 
EDILEEI VGEIRDETDLDEALIAEQSDGS YI ISGKLTLDDFQRYFHVEI PEFEETNFTTL 
AGFASSRYKEIKAGTI IElASFRFTVLEYQHAHI DYFKVESTERKTE 

>RXN01813 TRANSLATE of: rxn01813.seq check: 1579 from: 1 to: 666 
MVAIVVVAIVVVGFI VIQGQGSKAAKLGDRDYEDTSLAMEVGSDSITLTSANTSADAKSV 
QLFEDFSCSHCSELSLATDADMKTQIEDGNLVVEIKPLNFLDRENI DGHSTHALAAALAV 
ADSNDATLYWNFRAFLMEDQSEI YNQWSDDDFADGVEALGADSSVVDAIRNGDNIQRAYD 
LATANGEELTEETGSLSSPRVLQDGKDVEGNISDWITTVLAS 

>RXN01815 TRANSLATE of: rxn01815.seq check: 2232 from: 1 to: 792 
MNRSTISPVEARQQFRAGLIQPTSGWSAGFAQANLISMPQDLAYDFLLFAQRNPKPCPIL 
EVLNAGETFGGI FGSNATEADI RTDAPQYRI YAHGELIDSPASAVDYWRDDLVSFI IGCS 
FTFEHPMVQAGVPVRHLEAG RNVPMYETSLACRPAGSLSGNLVVSLRMI PASQVADAVRI 
TSRYPAVHGAPVHIGDPSLIGIDDINNPDFGDAPLSEPSDVPVFWACGVTPQAMVMSSKP 
PLAITHAPGHMLITDAPDLGFQVP 

>RXN01825 TRANSLATE of: rxn01825.seq check: 7373 from: 1 to: 270 
MPKARVTKNETAPVSSNPSANRTPVKINSAGTPMWYKVIMFAFMIVGLAWLI INYLVGPQ 
I PFMADLGAWNYGIGFGLMI IGLLMTMGWR 

>RXN01831 TRANSLATE of: rxn01831.seq check: 8077 from: 1 to: 462 

MDSLVLLGLRIALLVVLWFFVLMALRAMRADLKVTGQASTSSSSVAAPQGLARAFNRSSP 

PRLLTVVEGPLAGSSIEVSEDMTMGRSPECTFVVGDDYASGMHARVFKRGSEWFVEDLDS 
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RNGTFVGGTRIDQPEQIAVGTDIRIGRTAVRLVP 

>RXN01834 TRANSLATE of: rxn01834.seq check: 6044 from- 1 to- 702 

PLLI YGFS FS AT Q ATAA SLI I IGLGAL I GLI SQYAAGHVRLKEGLS FGL 
LGLVGSFVGSHLASNIPDSLLLSGFAILTLVVALTMISKLRSTREYITRRPSILAIALSA 
^^! LTGFFGVGGGFAIVPALIF ALGFSMRQASATSLVVIAVNSAIAMGFRYSDLASID 
WSVISPIII TT VLG AFS GVKLAKKVKAS S LQLG FAG FL I F I S I YMG FQN FP DL F 



846 



>RXN01846 TRANSLATE of: rxn01846.seq check: 4543 from- 1 to- 282 

MSIPGNVSYVAQGGTGWDGADQYTTGESWDLQSFLENSTDYLMIIGGSLLALVGGAAVIW 
G FVN VMRKL FGGQS GQQ I QWFT T I LL 1 1 VGG AL P 

'™^ 7 TRANSLATE of: rxn01847.seq check: 7155 from: 1 to: 735 
MLIVLPPSETKTHGGSGKPLDFHHLSFPSLTKARQTILADLQALEVDEALKVLGISEKLR 
PEAESNRALETSPTMPAIFRYSGVLYDALDAATLPEKALERLAIGSALFGVIHATDPIPH 
YRLSGGTKLPTKSGELPTMKARWGTSISEALIDVNQLVIDLRSGTYQQLGRVKDAVTVRV 

ESVMEDGSRKVVSHFNKHYKGELARVLALSEKEAHTAEDVMSIAQAAGLVVEENPNHKET 

LTL VV 

>RXN01874 TRANSLATE of: rxn0 18 74.seq check: 6539 from: 1 to- 348 

VIAYVASACCLPFGAFAGALLSKELSGHLQERVLLTHTVINFLGFVGFAALGSLSVLFAA 

IWRTKIRHNFTPWSVGIMAVSLPIIVTGILLNNGYVAATGLAAYVAAWLLAMVGWG 

>RXN01875 TRANSLATE of: rxn01875.seq check: 5040 from- 1 to ■ 
MRIAVTGATGSLGGHVVDSLLNKGVAASDIVAIVRNEEKAADLKARGIALGVAT FEDEAA 
LTAALEGVDRLVFISGSEVGQRVAQHTNVINAAKAAGVTFIAYTSLLNLGTSKLALAPEH 
IATEKLLAESGIDHALLRNGWYWENYESSIGAAKATGKVFGAAEGARVSAAARKDYAEAA 
AVVITSDNQAGKVYELAGAPALTYPEIAAGIGEVIGSEAEYVNLSVEEYQNALEQAGVPA 
EFAALLAGMDPIIAEGALYSDSTDLQDLIGRPSTSIVEALSS 

>RXN01877 TRANSLATE of: rxn01877.seq check: 5596 from- 1 to- 1071 

VPLRLATGGVLATLLIGGVTAAATKKDIIVDVNGEQMSLVTMSGTVEGVLAQAGVELGDQ 

DIVSPSLDSSISDEDTVTVRTAKQVALVVEGQIQNVTTTAVSVEDLLQEVGGITGADAVD 

ADLSETIPESGLKVSVTKPKIISINDGGKVTYVSLAAQNVQEALELRDIELGAQDRINVP 

LDQQLKNNAAIQIDRVDNTEITETVSFDAEPTYVDDPEAPAGDETVVEEGAPGTKEVTRT 

VTTVNGQEESSTVINEVEITAAKPATISRGTKTVAANSVWDQLAQCESGGNWAINTGNGF 

SGGLQFHPQTWLAYGGGAFSGDASGASREQQISIAEKVQAAQGWGAWPACTASLGIR 

>RXN01879 TRANSLATE of: rxn01879.seq check: 6847 from- 1 to- 9-33 

VKITAKAWAKTNLHLGVGPAHDDGFHELMTVFQTIDLFDTVTLTTLDEELVEEGSVVKQL 

SVTGARGVPEDASNLAWRAVDALVKRRAEKTPLSAVSLHISKGIPVAGGMAGGSADAAAT 

LRAVDAWIGPFGEDTLLEVAAELGSDVPFCLLGGTMRGTGRGEQLVDMLTRGKLHWVVAA 

MAHGLSTPEVFKKHDELNPESHMDISDLSAALLTGNTAEVGQWLHNDLTSAALSLRPELR 

SVLQEGIRSGAHAGIVSGSGPTTVFLCESEHKAQDVKEALIDAGQVYAAYTATGPAASTA 
DQRGAHILTVS 

>RXN01896 TRANSLATE of: rxn01896.seq check: 5243 from- 1 to- 636 
MTHAILFDLDGTLVDHASAARAALHAWSPTVGVDTDVERWIELDKWGFARFERGETTHLG 
QRRDRIRAYLNRELDDATCDDI YSGYLKAYEQNWTAYPDAKGVLDRAVATGAPVGILTNG 
AAPMQQDKLDRTGLGLPELVMLAASTLDSAKPRPEMYARALTHLGARTATI IGDDWTNDV 
AAPRELGWNALYLDRSGTDPRADIHSLDELFH 

>RXN01899 TRANSLATE of: rxn01899.seq check: 7424 from- 1 to- 786 
MSRTLWAVSDLHVTFAQNQNTVDALMPQDPGDWLIVAGDVAEKIPDVVRTLSALVKRFDT 
VIWVPGNHELFNRKTDRVNGKARYRALVGQLRAIGVITPEDPYPIFGGVTICPLFTLYDY 
SFRPLGLTAKQALAQAKIKLDDELAIAPYVDIPAWCAERVTYTEDRLKATKGPKVLVNHW 

PLVIEPTHRLFQKDIALWCGTTATRDWAVRFNALMAIHGHLHIPAETRVDGVSHVEVSLG 
YPFEKHPPHMKRPWPFPVMQIN ^vs.bu 

>RXN01902 TRANSLATE of: rxn01902.seq check: 3503 from- 1 to- 1059 
VQKKSRTGQTTWNGGPPIENPGTSFILSAGDQANHSSWDEHSAYISPETLRNYRLAVNNG 
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NHDQYNYDAYNAMYPRPNQVDENYFFEYNNALFLSLDSNDYLDIDDDIAFLRDTVAAHGD 

dkdwivltyhhstfsqayhmddarikyqrerltpviselnvdlvlgghdhiytrsSg 

FTPVDAGREAVVGETLNPKAGEVVYLATNSSSGSKFYDFYDFQLGQRYDTGLDFQETVDQ 

kkirtytavwnqdqvqdytnveltpegltvttkdavsgelvdqftlskqdrdeeseJpS 
ddkdgdnatgssnlglaailapvlaifgfvgglfvgggslaeffanlSpf 

>RXN01908 TRANSLATE of: rxn01908.seq check: 3792 from- 1 to- 846 

-y;!g!^ Hp - DNG * G ^ 

IFAKFICGQHDNDDNPFEVWSDGDSDASLIRTKAYVAEHHPELIFDISAKTITGYSQGDW 
p g^ GV ^ T ^TC DELI P ADS L I D I YRQWAFG DVWT V I PD SQ PGLAG I YADD PADAL A Y YQ 

ENFEDEPIWDLLSRHDADKDAAALAAASAAENHALARGTTPVVIRTQDIITNARYLMSDS 
ADDNPEYDRALVELSAYLLSIDLDDRVAAEMTILGRPVPKEG WAKi LMbDS 



>RXN01909 TRANSLATE of: rxn01909.seq check: 5615 from- 1 to- 879 

MANFRSKDKDGNVINPNASTKGVDLVVNVYDSAKHVTEKGNTVH FVDVQVAQIPIDADGT 

^f!!^n QTMPHLHLDTKDGQRNTGVAYSDAQIQAM Q TVAA QGRNHMTPLLSKDGETVG 

YSMLVKADVMFPKTKDGKSLPAVMNTKSLQPSGVPISDAMNIQQQQFMAVAMNRQAAEAO 

^QAQATQAQAPQVAPQPVMQNQQFQAPVPQGQQPAYAGAP^ADAVAHATAQQ^S 

QAPQAPAGNPFNQPPAVAAALAPQTQPPAVAAALAPQTQQPAAQPQMDNEPPF 

>RXN01910 TRANSLATE of: rxn01910.seq check: 445 from- 1 to- 846 

^!^^r APVMGWAKDKFLSNSQNNQQAQN( 2Q MSFG Q VNN SAQNSGSENSGFMG 

QYGNLGAGLAGAATGAGLAYSDFEDGQSLSSKARNMVGKGLAGAGAGVFTKLANDAIQAE 

EISTEIPQFANLGQPQRSELEQLALPQESRSVDKSYDQGYEA 

>RXN01911 TRANSLATE of: rxn01911.seq check: 9256 from: 1 to- 939 
VFIIGAGLPLLYVPIFVTVIVMVVYALLRYEQRMSGTVYEEADPVEMDSVIWEGIKCD?A 
^^^^f^S^VGNYIASLRQHMLVETQRRYHHKLGRELHNDPAQLEDY 
GSGLRDCECRACVVAQKLGVTVHAHGVVQASARKKDRVIIGRADGIDVAGWWNHRQEARR 

>RXN01930 TRANSLATE of: rxn01930.seq check: 8516 from- 1 to- 951 

VISTNEIENIHSTRRDIEIALDESSTSEPKRFSEISHLYLALAEGKISFPESPSELRELY 

DHLMHGELGKENELDGEIFRQGPVEIRDSRQKVIHSGFSPESQIIEGINAIIKLAHSEEE 

snlvgi^shfmfesihpfydgngrtgryllgiqlskilspataltmssain^nSyk - - 

A |^^^^|^kNRGDGTPFVISMLELLIAAQEGLIENIKQRI DFLASLEDAIKTLRGTNSFK 
fISgr^g™ 

>RXN01944 TRANSLATE of: rxn01944.seq check: 9781 from- 1 to- 972 

VRTATLHVTSSAGEAATTINLTEDDGSFNWALPAADLTGKSWFEYTVTATDGFNSVTTEP 

VRVTVDGANTDPLRLNLEENQWVSGTTDVIGASDVFGDKLELLIDDAPAVTNSSLSAAPT 

FAMEVTQTDVFFRNGILAGGEELRIFDQGTYANTETISTPVPLYHINEDGTLTVSVYAGT 

KAAPEIDLNENNDDFQIRNLRLILPDGRTLTPAGISDSNAWLNMGDSAGKLDFFDATFAL 

TVEI DAQATDAGAGVKSVETLLDG 

>RXN01945 TRANSLATE of: rxn01945.seq check: 3307 from- 1 to- 199? 
VQLPLTTGSIALDKGEHTLVIRAEDEVGNRTEKTITFSTPDENPISGDYAPSNGATVGVG 

KLSSLDGLGMEVTSDAALPYQLFEVDAADALAADTEVRLNWAGSADGRAQVIMYVFDGEA 

wvevdrhltgdeleeftlqgvvnaekfaiggtvtvliqhsegfagadhstrnsdvtS 

DDVARSEYDFTLAWESDTQYYNEEFHEHQTNIHDYVLAERENKNIQFMFHTGDVVDDWDO 

Z™^^ RLDDAGLPYSVLAGNHDVGHTSNDYTEFSRHFG ^ 
DNRGHYDLFSAGGIDFINVAMGWGPDDEEIAWMNEVLAKHPERVAILNLHEFMLTTGGLG 

GOG?f RT \ DE ™or PNVSMIMSGHYHDAFQRTDSFDDDG 

GQGYLRLLHFDNQGQKMMVRTYSPSLKDYNSDEPSLLGPAEDPNMYQEFEVSYEQLGIKP 



Appendix B, page 142 



ocket No.: BGI-129CP 



PVQS 



IS 



PVoJpJS^^f LTSNEIGIVDEVPSGTIAFTNWKDVTEGRHSW YVRSEDPFGGVE 
PVQSFIAGEEAGGNAPGTGSSNGGSSHGLWGALAEFFAGAAALAGAAIAFVPGIWDYVTN 

>RXN01960 TRANSLATE of: rxnOl 960 . seq check: 2689 from- 1 to- 31 R 

MPQHFSQENYRKAPVIMSAPLTIHDLLSTNSKLNL^LTCTVLNSPNLTErciTVSVNHT 
EGMSLVSFEGGHGLTEIANTQLVPVLELPKFNPFEALAIHLEAANN 



IESKPERIATVGWSNHEVPLALGVTPVGFEKVTWGDDDNNGII " " 



-_ a. nJ . , uivjnncvrijflbijV - 1 ^ v(j t tKVTWGDDDNNGILPWVEETLSKLGSDFPVT 

SKAIGLEQEGKDLIADLDAEVASAIDANPELKDAKPVFAFFDESDFSQIGVYTSIDPRMS 

DPLLSRIPAIAEGKVVFLGANPLAASANESPLSIPWGINDYFAKLAEPLK 

>RXN01987 TRANSLATE of: rxn01987.seq check: 9043 from- 1 to- ?n 

^iSnrI^^ 

>RXN01988 TRANSLATE of: rxn01988.seq check: 4185 from- 1 to- d?s 
MNMKTHPASAKQTTELRLLTATVYFKALNEVHNVMSMIDPLTPVVPITTG^VAEiYADA 

hkvqgsvgepagaftrdnyftegelykhrhaddllsgdglfgpnitdgdgnlpIvddgkd 

GDDGSDGSDGRDGVVAIDVVDNADGTVTVTLSDGTTFTLDAGQDGKDGLDGioG^ 
DNGSVTITYEDGSQITTKPTPTNWLSKLLDLLLPLFNLFGLGGGSVISSSK 

>RXN01996 TRANSLATE of: rxn01996.seq check: 8265 from- 1 to- <^7 
MSKLTGTWTLDPAHTEIKFVARHAMVTKVRGEFTE?TDSIVVDAENpLsSAKWIKms 

^tgnadrdmvkgddffavdkfpemtfb^tsfviknenegtvtgS^r^^S? 

evggvaedpfgntrlgfeasteinrkdfgvdfqaplstggvlvsekikie^dgSS 

>RXN02007 TRANSLATE of: rxn02007.seq check: 3631 from- 1 to- 6^ 
■ rase o^ E ^ G ^ ^^^^GKKVVAWE DLAG I GFKGART FARTTS DAE VTLPGVT FNS LPRL ' " ' 

>RXN02014 TRANSLATE of: rxn02014.seq check- 217 from- 1 to- sn7 
QLLFDrS^ 

?irr?J G ^oox5 ALAPESLDDLPDEVSALRR TTEKNTTTLINLAKQHGLVHHDIAPGTY 
IVGLITISRPPITALATISENSHKALLGLYLSGLKHGMMANIGEHDGKS 

>RXN02019 TRANSLATE of: rxn02019 sea check- Rfl?fi f™ m i - 
EIPAGTKVEASDLGLQAIPTSLLPSTSYDSIDDVVGLVA^STLSSGEIATKPR^ ^ 
NSIATNVTDSSLVEEINMVPLSLAEPSVIPLLQHGDTISVVSQDPDTCLPEN^ 
LAGGTDPSTILIALPQSIAEKVAAQSLNTPLAVVLTGDRADNYTTEE 

>RXN02023 TRANSLATE of: rxn02023.seq check- 8728 frnra . i 

^pkqtpspeknrnlvgpvlqrrqtegtfdqrllSrSShSwkhIdpL^ri^ 7 68 

FDALHEMPKAVTVFGSARIKEDHPYYKAGVELGEKLVAADYAVVTGGGPGLMEAPNKG^ 

^glsvglgielpheqhlnpwdwi^fryffarktmflkysqaftcSmto™^ 

f^S™^ 



>RXN02032 TRANSLATE of: rxn02032.seq check: 9048 from: 1 tc 
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FAGITFIAEIDHWIAFALLGIVGTKMIWDAFQPEDDETIVDDGRVQFRPAIILGLATSID 
AN^EHLSr EVS ™^ 

>RXN02039 TRANSLATE of: rxn02039. S eq check: 6804 from- 1 to- 840 

KASISNLSFWTSTSTTAPLWLVGTLVWLAVQAVMHDGELYHVEVPTIALV^GFGAQLLIG 
VMSYLLPS ,T.MGGG&SAV.RT.GT-HXLNT-AG^^^ 



ALAVFVILLPKAVRAQRGVITKKREPITPPEEPRLNQITAGISVLALIL 
PGDEI TVTVGDI SEDMDGWCTI AGHRAQGMDLEVKVAAPN 

>RXN02044 TRANSLATE of: rxn02044 .seq check- 4936 from- 1 no, 

mv T pimgnsnsilgiyrqkiqnrhlvstlfrayfp?vteliilli"v T aSdftn^ 
2o?™3f^^ ALKPKVAVALSASLNLVGAFLSVEVATTV ^vv 

ttuI^I: agligaivwnlltwllgips ssshalfggligaaiaslgfggvv W egvlskm 

™r A T AA cr AGLVAAIGTFAVYSIT ^ VGDNEKNRYFRWG Q I GSASLVSLAHGTN^ 

M?n^c LSLVATGHLGTDADIPFWV ^ t calaiaigtylggwrvirtlgkglveidspqg 
^etssaaiiltsshfgmalstthvatgsimgtgigrkgakvrwsvagrmamawJiSp 

esnsvepatpsapaaseiteapaapaaqavqdlnnenevtk 



261 



>RXN02045 TRANSLATE of: rxn02045.seq check: 8713 from- 1 to- 

MNFATIFGSIFEVTLVGILLGAGLPALFALGIRFAHSPSSNGTNALGKIASTICFAIIAV 
AIIAGILWVTKATIYQYSGFDIFGTEG ^iHaiiUHllAV 

>RXN02049 TRANSLATE of: rxn02049.seq check: 6577 from- 1 to- 600 

vryltlatiiaglsgfvviiiaawalgdssqlsee?taywglffagtgvSgltqe^ 
vtagsrggsrggragsvvgfrpflfsfvvaaivlvvlgasaplwigqllsnlogvgJgS 

>RXN02050 TRANSLATE of: rxn02050.seq check: 1487 from- 1 to- 795 
LDTGVRMVLTVAAWLLGYQLLAFLIITVVGSISWLVIVLCFGSVRSVLGSVASvSRG^i 
sin'uB^^^^^^^^'^''^^^''^''^^^^^^ YAVILTRAPLLVPLQQFQ 
SAIIVRFVKGTSGPLKTLAGPLAIVWAVGLVGAGLAWLVGPWILDVVLQKELFAVPGWLL 
AMLTLGAT TTAS LMVS GCAAI AFERHG I YLTGWVVATVVAVG FLLGPFDLG VAAGLAL I V 
GPLCGLLVHMGAFVGGDRNRVLTAG uJj^j VAAGLALI V 

>RXN020~59 TRANSLATE of : rxnd2059~.seq check: 3288 from-" 1 to- 4 9 V 
MTQPRPDAASVSLEKKRPEGWPVGSFETYPEAQAAVDLLSDNAFPVTELTIVGVDLIEVE 

Rvtgrltwgrviagg^sgawlglffgivmalmsgfwfssiaagigmglJfg^g^ 

AASKGKRDFTSSTQIVAGRYDVICSPERAREARDMIALKTRDLRQ 

>RXN02066 TRANSLATE of: rxn02066.seq check: 2735 from- 1 to- 492 

mfnsdttanlqaksrdragskakrsrpsfdsvardvldvrtktaqvknkaJefssvdhls 

ARLASLATECMPGPGAENLAMQRPESFVAKVESWRAVRKNQGR 

,™2 206? TRANSLATE of = rxn02067.seq check: 4916 from- 1 to- 456 
p™^v^ WGLVVIGPERLP ^ 

PLTQVAQYSRMSPKTAITKALFDNDSSFLDDFDPKKIMAEGTEGEAQRNKQAADNNANVV 
ERPADGSTARPTQNDPKDGPNYSGGVSWTDI I WRHRUftAUNNANW 



>RXN02075 TRANSLATE of: rxn02075.seq check: 2111 from- 1 to- 
r^ FEALDDLVQAVQPAYGVPMTGNCVVPRQEVLALLDDLR DALPVELDDAQDVLDHRD 

GVIREAEEKAIALVDDAENEARNLLARATEESDAMVEDATKHAHSVVAKANDTADRIVSD 
ARREANSVTERAOAESERLVNSGNnnYRR a wn^^n^r,r> T ,^^^ T ,„___ AUKiVbD 
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>RXN02076 TRANSLATE of: rxn02076.seq check: 9502 from: 1 to: 534 
MKS PFI FDVAALLRGSALPEHLTQSGPSPTRIGPEMIAI PEGGKVI VEAQI I PLGGGLAV 
EADIEAQLLGQCSRCLRELTPTKTLHVSEVFAADPDFVTGEDAADDEDELPMVNQDQIDL 
LQSVIDEAGLTLPFNPVCEELGYGACQDDETPAPDGVSEEVEDEEKVDPRWAGLEKFL 

>RXN02094 TRANSLATE of: rxn02094.seq check: 8559 from: 1 to: 717 
MAEHNAI ITDAVHSDPAVLEDNAGFSGKYLIRALDKAAHMQTGAIEGY ISWLRKHNPEKT 
P AQ LQVLVDKH F M RL AT.G S.G AG Y-G MAAA V-PG-I-G FA/-TG A-L AVG AESLV F LDAAAF Y T MAS A 
HLRGIDIRHPERRRGLILVVLLGTAGKAIVDAGVGDLSKKNHAPGIAI SRFNIGGLMEVN 
GRLMRYAVKEVSKRFRSALIGKILPFGIGAVLGTMANRKIAKRTVGNAYDSLGPLPTHF 

>RXN02104 TRANSLATE of: rxn02104.seq check: 737 from: 1 to: 1122 

MSNSPTDVSTSAPRIMIAPDSYKGTATASEAAQYLGEGVLEILPNASITLAPMADGGEGT 

SSVFGGQVITLPTTNAAGRLTEASYTLDSETNTAYIDIAAASGLPAVADDLVPTTGDTYG 

TGVLIADAVTRGATRIALGLGGSATTDAGSGILIALGAVPRNKEGYALRTGGADLINLDY 

IDTAELNIPAAAVEWILLTDVDAPATGPQGAATVFGPQKGATEKDISLLDAALHHACAQL 

EVDGTKPGMGAAGGIAIGLTWLSTLMHGNDQQIHILPGAPLIARSNGIEDALPETDLLIT 

GEGRLDSQSFTGKVVGTLHGLAKAHDVDLAVAAGIVEGGI PDDFLAVEMIKSSDVAAQLR 

DAGRRIAQEYVAQN 

>RXN02107 TRANSLATE of: rxn02107.seq check: 3646 from: 1 to: 342 
MDLHKVAAAHAATLPLSTKEFPFGPEHEVYKVRGKVFLLLTILNDEPI ITLKSDPEIGAS 
LRSGFPTIQAGYHMNKVHWLSISDGERITKDFIEGLVEESYELVISTLPKYKRP 

>RXN02108 TRANSLATE of: rxn02108.seq check: 5369 from: 1 to: 609 
MGDMKITRHIHACVEISQGNDRI I I DPGTFGAPDLCGATILVTHNHADHVDPELLKPGMT 
I YAPRSVAHSI PVECHIVEHGRNFTVGSLSVEVLGSEHAMLTHSMPIAENVGYLINGRVL 
HPGDTFQPIKDVELALVPVNGPWVKMLDVEGYLKKFPPKRFIGIHDGIVNDRGLAINKKF 
LTHLGETYGSEYSPLEEGESLEI 

>RXN02114 TRANSLATE of: rxn02114.seq check: 7318 from: 1 to: 486 
SIGYAWTTAFHALTPGLGGIAIGIWLLGGVLGGLVIRKPGAAI FVEVVAACVSAALASQF 
GISTI YSGLAQGIGAEI I FALFLYRRYSLPTTMLAGMGAGGGAI FLEMFFYGNLAKTMSF 
NI I YSTTVL I SGAI LAGLLSWYLVRALARTGALDRFAAGREV 

>RXN02121 TRANSLATE of: rxn02121.seq check: 4238 from: 1 to: 705 
MITSPFERELKLLNEGELGI VQQLVESSNIGFIVDLELDGDYGWAVYKPELGEQPLWDFP 
PGLYKRERAAFVISEFLGWNIVPPTVIMHDAPAGVGSVQWFIENNGEHYFPLFDTRADLH 
PQFVRMAVFDLLCNNTDRKAGHVLLDGDHIWGIDHGLCFSVEPKLRTVIWDFAGCTIPDD 
LVTDVEQLLEDVPEELHQLLHPAEIDALQRRASRISRLPFLPQAKSHRQFPWPLV 

>RXN02138 TRANSLATE of: rxn02138.seq check: 8752 from: 1 to: 342 
MTAPSTNTGVILTESAASKAKALI DQEGRDDLSLRIAVQPGGCSGLRYQLYFDDRTLDGD 
KEDIVGGVRLVVDKMSTPYLLGAQIDFADTIEQQGFTIDNPNAGSSCACGDSFN 

>RXN02151 TRANSLATE of: rxn02151.seq check: 8209 from: 1 to: 1188 
MDWPDIAKGISILGVVLLHVSLAI PGGQDTMMSHLNALLDPLRMPLFFMVSGFFAVKVLN 
QSFGELFRGRLWFYLVPYLLWTPVNLYLHRLEGTVFTGRAPGTWEWYSGSMLSATNMYWF 
LYFLVI FNLFLWATRKLPAWAIVALVASLWLLMPAYSEIEILRKSI I YLPTFLIGAYFRP 
LISRFAEAATRPKAI VFAAVLYVSGLALGVISNGLRDSENHGASVLWLMNLRDTFAHALG 
GNLTGFDMDHLPGMI IRI VSLPAGIVLCVWLGRIKPVGEFLKLIGRHTLPI YIGHATGLS 
LIFGFGLRWNFMEIDNFSDSLWHHTNTWMVIAFACAMLGGYLTYLISRVPVLGWTLVPPK 
LPEPDKTPAKAQADSHVKAQSAKPMNASTSSKTYGI 

>RXN02169 TRANSLATE of: rxn02169.seq check: 3541 from: 1 to: 846 
LDMQINRRGFLKATTGLATIGAASMFMPKANALGAIKGTVIDYAAGVPSAASIKNAGHLG 
AVRYVSQRRPGTESWMIGKPVTLAETRAFEQNGLKTASVYQYGKAETADWKNGAAGAATH 
APQAIALHVAAGGPKNRPI YVAI DDNPSWSEYTNQIRPYLQAFNVALSAAGYQLGVYGNY 
NVINWAIADGLGEFFWMHNWGSEGKIHPRTTIHQIRI DKDTLDGVGI DMNNVYADDWGQW 
TPGNAVDDAI PTI PGNSNTGTGTGI DADTINQVIKILGTLSS 
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>RXN02180 TRANSLATE of: rxn02180.seq check: 4458 from: 1 to: 1458 
MTSGKSTSTRGALDRYFKISERGSSIGTEIRAGVVTFFAMAYI I ILNPLILGTTPDVEGN 
TLGIAQVAAATALAAGVMTIAFGLIARYPFGIAAGLGINTMVAVTLVSGEGLTWPEAMGL 
VVLDGVVIVILAVSGFRVAVFRAIPASMKAAISVGIGLFIAMIGLVDAGFVRRI PDAAGT 
TVPVTLGI DGSIASWPTFVFVVGVLLCGILVVRRVRGGLFIGILGTTILAI IAEAIFDSG 
ASFENGEANAEGWSLAVPGLPDSFGGI PDLSI VGAVDLIGAFSRIGVVAATLLI FTLVLA 
NFFDAMGTMTALGKQGNLVDDEGNLPDIKKALVVEGAGAIVGGAFSASSNTVFADSSAGV 

ADGA RTGLAN VVTGS LFLAAMFLT PLYE I VEI EAAAP^LVV-VGAMMMG0VTE"I'BFSK'FY1I — 

"AFPAFLTIVIMPFTYSIANGIGVGFIMYAIMAAAAGKAKQVHWLMWLVAGLFVVFFAIDP 
IMEAVG 

>RXN02185 TRANSLATE of: rxn02185.seq check: 8940 from: 1 to: 579 
MGRHSTKTSSAFTKLAASTI AFGAAATIMAPSASAAPDSDWDRLAQCESGGNWAINTGNG 
YHGGLQFSASTWAAYGGQEFATYAYQATREQQIAVAERTLAGQGWGAWPACSASLGLNSA 
PTQRDLSATTSTPEPAAAAPAVAEYNAPAANIAVGSTDLNTIKSTYGAVTGTLAQYGITV 
PAEVESYYNAFVG 

>RXN02186 TRANSLATE of: rxn02 18 6 . seq check: 5727 from: 1 to: 198 
MYDMANVEKKHFVDPAWPEHNPADGHVVTELI SKVAGASSPWGDDKEFPVSAEETGYVHP 
YTRINR 

>RXN02207 TRANSLATE of: rxn02207.seq check: 6831 from: 1 to: 798 
MRRRSRVSRLLPATALLASTALLLSACTQGVTDSPDMGKAT PAVSPAASNPDGQVIEFGN 
ITDMEVTDGDILGVRTEDALAIGTVSDFEAGSQVELDVDKQCGDLTATGGTFVLPCADGV 
YLIDAKDPDLDELRATDKPVTVAALTSDDQLLVGNGEDEELTIYREGEEPETFTVAGPNT 
QLIAVPVI DRHDAVVRTWNENTTIQDVDYPNDREGATLRVGLGVGQMAGGEDGLLVVSDE 
MGGQIAI YNADDVIRLQNDRPHRRGT 

>RXN02223 TRANSLATE of: rxn02223.seq check: 9117 from: 1 to: 501 
MSTYQDDRFPGPDPYAPLGEKPSFTLTSTDLENGAKLAEAQLGGTDISPQLSWSDLPEGT 
KSLAITCLDPDAPTGAG FWHWAVFNI PTTVTEI PTGAGDETLGGI EGVVSLKGDSGKRGF 
YGAQPPAGHAPHRYLFAVHALDVEKLDIAPDATPTGLGFNLYFHTLG 

>RXN02226 TRANSLATE of: rxn02226.seq check: 1898 from: 1 to: 1056 
MTENQTPSSTSAPKPGPRPGPRPGPRPGAQVAAKKAAVATPAPIAKTSNDPAKFGRVEAD 
GSAYVTTSAGERLIGSWQAGTPEEGLAHYGARFDDLATEVELMEQRLISHPDDATS IRTK 
AEELKATLPTIAAIGDLDGVEARLSKI INNSEEANERAKEQKAKNRERAVARKEELAVEA 
ETLAENSSDWKVAGDRIRAILDEWKS IHGI DRKTDDELWKRYSRARDSFNRRRGAHFAEL 
DRTRASARKLKEELVERANALKESTEWNDTARAFRDLMTEWKAAGRAPREIDDKLWAAFK . _ 
GAQD Y FFDKRNAVAKE RDQE FEANAT AKQQL I DE Y DAQ I N PEQGLDGARS KL 

>RXN02238 TRANSLATE of: rxn02238.seq check: 4471 from: 1 to: 285 
VTNVSNETNATKAVFDPPVGITAPPI DELLDKVTSKYALVI FAAKRARQINSFYHQADEG 
VFEFIGPLVTPQPGEKPLS IALREINAGLLDHEEG 

>RXN02254 TRANSLATE of: rxn02254.seq check: 1030 from: 1 to: 777 
IAVAEEGGLWENLLQHRFGGHGALAGHALGNLVIAALTDILGTSQHALDQIAQLAGAKGR 
I I PVCAEPLDLEAEVSGLDSDARVMRQVRGQVAVAATPGQVRRVRI I PDNPEPNPAAIEA 
ILDADLVTLGPGSWFSSVI PHILVPGIVDALAQTKATKTVVLNLTSEPGETAGFSAERHI 
HVLRQHARNLQVDQVIVDAKTLSSQTERNHVERAARTLGAEVSFHDVQAEDGRGRFTSIH 
DPAKLCAALLAS FAGARKR 

>RXN02271 TRANSLATE of: rxn02271.seq check: 4621 from: 1 to: 558 
MS FLNSAKTKTVALTATFVGAATLATPAIASADIVDNALAALPSGEISCSQAEKYWTTEA 
DYNSKVAQANALAMFDSRGPQIQAALARVDEAANRCGLKGGTVAAQAEATEAAPAAPAPA 
PQDNTGTSQTAPAPAAPAAPAATPVVNLAPAGSPTFTIEVPGVGGVQLPDLYQI VQQFLA 
QFGIKI 

>RXN02279 TRANSLATE of: rxn02279.seq check: 6646 from: 1 to: 1458 
LISLEKKQKDANFFLSELRRQGYRAVDFLESQTVDQLNNPDVQTYLTEAELIRDDLRSWA 
VINQMALDNI DLVPYGEENDEPLAIARKI I EETASHPELRFENLEAQFSEFTILLAQSPE 
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NLDVARYQELRTQGNFVQELALDSI 



FGQHAVVQDTGNGEAILDETIGYMIGAGMRETTAR 



tSSSton^ 

™™ HEQLLEELNHSLPYAQMLDD Q H QAELKLLDSIAIVQADLGSTEALETL 
^TOLGHETDGASLLESAFRVEGIPTEQALYYAMALSSIYEDreD^S?!?^ 



489 



>RXN02296 TRANSLATE of: rxn02296.seq check" 7700 f,™ ^ , 

^iaavaalvlltaatpaiaatpatagnglys^ 

TSwo.r TWKLLDGAHEQAAKLEITQA Q DGEL SVTASK Q p£lS2 

lvvvpgenevrfyatdpdvlpvlitpdsyevltdsaakvkatl 
*vilgmiispfi*ialavtaywcgwvi^^^ 



>RXN02302 TRANSLATE of: rxn02302.seq check- 9010 f™ , - »™ 
VATNRTSSAGVITSVIA^^ 879 



rfffadyitrlqwiavgialiavtlkfvisaqlswvtfaia^ 
lsygepillfvaalllgetlnlsdaivysllacalallgfdgirrsrknletd 

agdpdpadryiahlpdrtthtamimlgsgldhsmpgvafiggvsvddvpev^ 

VPAAAAWPTTFVQIAAQDEIAERPGELGDATVKEYVSRHRISTPCTflREKITDVAEFLKT 



v, ^!^ inpeotlstle " gvlgkrw ™^dp^ 



>RXN02337 TRANSLATE of: rxn02337.seq check- 408 f rnm i 



to: 1323 



RR^np. FA ™ KNYIDSLDRLGEE ^^ 



RAVKGRTHGFGYPAAEFAIGLC 

qrafppsgqes irpapvqlln 



>RXN02339 TRANSLATE of: rxn02339.seq check- 8878 fr i . 

^dnlfsypaqrydlltlafevrzgdmvqindmlaIpp™ 492 
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nrf,T P ^™^ ENLIKSASNDEEKI ^ 

QGVLRAIASLALAAKLIGEDNEYDRCRQMLSDADPESVAVLLDK 



to: 1065 



>RXN02340 TRANSLATE of: rxn02340.seq check: 7304 from- 1 
MKKSIVVFEVEGGSDKHFDGHRKDTMPIVNSINDAGWQAEVVYYRPEWTEGLFEYVSENF 

dgyisrvnpgnipggergyfdlltrlseaglvgmstpeem^ygakdalvklIotdlvps 

DTEAYYDVETFHKVFPTSLSFGERVLKQNRGSTGSGIWRVQLVDKELAASIEPGTALPLD 

ADFMLGDVVDGKDTYVLGEINCSCVGFTSELDMGIQQLVASEAIKRIEEFAQLTV 

>RXN02341 TRANSLATE of: rxn02341.seq check: 4129 from- 1 to- 4fl6 
MGNSLEKHIAEGDRIHVDLTSPLSAMLFPIFELIVITGICWMGIGFLDQLPGIDGTNPAD 

sfpegtrnllvgvwavlaawrfglplirqrrlrvilsdrkllvrraglrtgfdsiplKi 

QRVQRRRNTLVLGVGGHHRPYVINQVPKARKVEALLKDLTFW 

>RXN02360 TRANSLATE of: rxn02360.seq check: 7403 from- 1 to- 24^ 
;™ TmDGKHRTLEIPWQRNYDWTEKCCSRLfMLS ^KENHRQHFFGA G 
KPQGSWTWVVIDGQQRLTTISLFMLALVHSLRASEVEEGEFNAGYNIDLATLIEDDYLRS 

G ^ G pwMvfnfr KNDNEAYQKLFGPESEFIESSNLTANYRYFRNVL ^ 

DLEEFDDPQRIFESLNSTGLELSE ADKVRNLVLMDQELKTQEKLYEQRWNP 
IEVCVKFDTDNFIRWYLTLKTARTPRKQDVYEEFKKFIRNSKLPVEFILDDMYEYAKLYR 
DLLGATTGFIAADRCLKRFVPVMGDVVLPFLLPVLKDAKDGIITESDFLGVLKVLESYLF 
n R 5 AVGVASNALSKIFSTAYSDIKKFWTPGQSYSSLLAY ILKRRDGSGRFPSDSEFRENF 

EYAR " E ™^ RIGNLTITGYNSAY SNSSYERKRTMENGFLVSPYRINNFIKKQKHWSEE 

E™ LTQAALDYWPLp KETFQPPQAVLPTESLDSDLSFRGREIVAFEYEDYKETVT 

SWADMLQSVLKVLNQSFRQELIALTNEEICLATSNNSNSSLREIDHGLFVDTGSSTSVKI 

^ F ^ RRVFTQLGLEQEALVFTLRp LANDVEPRDDELEVEVEKKYSDLTKFIPQLEEAENLE 

GADTEVIPLLSKLKEQLTAFSPENPQAALGGLPVPEFLKQNVIEQLSAEHILAVLTOHFN 
IASMMGDDYLLEELRSGRLRELLQRLEELDS ^AbMiLAVLTQHFN 

>RXN02361 TRANSLATE of: rxn02361.seq check: 1002 from- 1 to- 651 

DLPVSWQAAMIMLGALATSVEVSFDDPEADAIFTSLDRFSHYKGHSDVLIVSEDPFGRGV 
^f^^^k^^^^PTVRFYGDQFFQPTRTLPEI -*-Q^SDVPVGARVLATGWSDIESFNH 
QVLEPLAVGGSAVIVTGLADIERLNQIATNEKTTHRI 

>RXN02367 TRANSLATE of: rxn02367.seq check: 8247 from- 1 to- 609 
--MSNAEINPVEYEINNHAPGTALNPQCEDGANVEIITSREVPLGGPRAMTVHRTLPQRQRS 

" gawcfvdhygpddvsltggm ^ 

^ T TA ^ AGICHTEVSATSTTILHGL Q L WTVLPDKDREGPRRFDHYAPEEITLEGGSARVF 
LGSLFGQTSPVHTFTGSSCFRVH 

^™" 68 TRANSLATE of: rxn02368.seq check: 7600 from: 1 to- 675 

^pY^ AGA ^ ^ YE ^ EP ^^ A ^ P ^ F ^^ A ^ A ^^^^^^PISKTKGLRDIDAWKIHTTQGDKKR^ 

B R ?eU A TALAIDIIGLPTLFNAPPLA SAALFGGVYGASLAWAAYRADQLPRIRTKERL 

AELSQNASLDDVRSDDLDVLEQPESRELVRCLLAHGAMDGTRVMARQVARVLDTEVDEVH 
QVARSLEQHGLVSRST IMPGGDPGKVFI EVSLKGI SAI KALESGR 

>RXN02381 TRANSLATE of: rxn02381.seq check: 8210 from- 1 to- 1023 

^p FRRF ^ AGIAV ^ AAGVAA ^ P ^ A Q A QSSGSSGSSGSSAGSSGLWDLLFPESHESFIE 
RLLDPLDDSHISIHPDLTPDLYEEVFDPPQIGECPAVVAVVARGSEQNLQIRPARYSEES 

L^TSI^SGRnNVTqaT^ 

»Mn»« SSGRDNVISAIDRFESATGCTPKYLLAG YSQGVLIVDGYEEELIARDQYLGTLHI 

3 A ??^ DPTLVGHEVTTGGLASSVEPVEDNPFKVSYCLPGDIVCDR SFEQ^ 

AAAQLSTGNIRPGRVHVQYFVTTQPWDEQIFDEVASWIEAA 

>RXN02383 TRANSLATE of: rxn02383.seq check: 712 from- 1 to- 636 
^ P ^ R ^^^^ AG kPTHVAEDLDITVINLHVMNNGEERSTSGLSSLELAAS YARQLERGGD 
DGVLALHISKELSSTWSAAVTAAAVFDDDSVRVVDTSSLGMAVGAAAMAAARMAKDGASL 
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QECYDIAVDTLKRSETWI YLHRIDEIWKSGRISTATAMVSTALATRPIMRFNGGRMEIAA 
KTRTQSKAFAKLVELAQIRADGEPVFIAIGQN 

>RXN02387 TRANSLATE of: rxn02387.seq check: 2544 from- 1 to- 762 
VWWCLPTWIKAGQDAVDLALSAAVDPSPGTYLIVMHSGGGRSKSMVKKLEKVAVVHDAAK 
LKDRDRPGWVKQEFKNHKVQVTPDVIHALLEGVGSDLRELASAVSQLVEDTQGNVTVEKV 
RAYYVGVAEVSGFDIADSACAGQMSKAVASTRRALQLGTSPVALAAALSMKVGQIARLYS 

TRGRIMGFELAKELGMPPFVVF.KTAKVARNWSGDAVSEAVILMADLDAAVKGOSGDPEFA 

IESAVRRVAELARR 

>RXN02398 TRANSLATE of: rxn02398.seq check: 7197 from: 1 to- 1602 

VVEVKKRNLLVAPLTASLVFCNLAVAANAVEVEAESPVVINEVESNSDPVGDWVELANTD 

NNNSIDISGWSLVDDKEDLENALVLPEGTEIESGGYFVIYTDSADYVPTNNTFGGQEYFG 

LGKDDTVTLRNAEGEVVATYSWKDLGEHAENTYGRIPDMTGDFANTGVPTPGAKNVAAEG 

SGEEEGVVANAQLPFHNVEITPIHLGGDFTGEDMSGVDFDANSTAWIANNDIGKIYSLAH 

DIANNTYKLTGEWETGYPEGGGEPDAEGIVAATNGDIYLSTERNNADKNVSRPSILRFAT 

PTGKTGVQNAVQEWDLSEFVGDIQPNGGLEAIAQLEDNIFVVGVEETGDVIVVDLSADQP 

VLVQRYESSFDGVMSLDYNAATKQLSVVCDEACDGLSEILEWDGEKLYKSDDKI YERPAN 

LGNWANEGFGTYTSELKCENGNTVSVTSYLWADDAATNEGTSLNSAQVINGDCGDVNIPG 

ESSSDNSSSDFATGSIAGAFATAVLAVVGIAGALGGFFQQILAAFPALQQVIRF 

>RXN02406 TRANSLATE of: rxn02406.seq check: 9586 from- 1 to- 549 

METLAAQARTLLEKWGVAPTHASFVESIAKAIPILSILLTLIVTVNGISSGNPVQPPALE 

QVRTDVVNKINYERNLKGLVSISPELELHTAAQTIAQRNADSDSEEKVPDPEGNLVVLQQ 

NLPYANANADTI VDRFLNSPDHVKLLLANDYEAIGVGVAYKGDHAWI VVEFTVAPADSVE 

S TE 

>RXN02407 TRANSLATE of: rxn02407.seq check: 3013 from- 1 to- 372 

MNRQNQLHYPQEVKAVESVESSLNMSSPSAPLATPDVELDVHTLSSENLPWLCIVWDDPV 

^S YVTYVF Q TV LGFSKKRATELMMQVHTEGKAVVSSGEKDKVEGDVKKLHTAGLWATM 

>RXN02408 TRANSLATE of: rxn02408.seq check: 1367 from: 1 to- 912 
MLIDVAGFLLGHVTKGDTGCSVVIAPNGAFAGVDVRGGGPGTRETDLLEPHNSVQQAHAV 
VLCGGSAFGLAAADGVMTALENRGIGFPVRPEGPIVPI VPGAVI FDLLVGDPKNRPTAAD 
GEQAVENAFAGTHNGSGSVGAGTGATAGRLRGGFGQSSRRVGKYTIAAGVVANPVGEVVD 
LTTGALFGRPEVMGVGVDKLKSAAETLNTTIGVVATDAPVTKAQAKRLALVAHDGLARAV 

RPSHSPMDGDTFFAMSSGDGSGVTPVELAELSAHAADCVQDAIIDAILTASPGLGLKSFR 
ELLP 



>RXN02409 TRANSLATE of: rxn02409.seq check: 5850 from- 1 to- 537 
MQQWKKKKGLMRQARYAVVFEPMEREVLGDLSAAVSEALIQRAQSVPKDPLAEMTGMTSG 
HKEAPTDPALARLLPDFQHEGDEEYDGDNSFLRSLHEGDITRAKLENLRVINDALGPDGN 
VAVTASEEEAHAWLAALNDIRLYVASGDVRGGEAAEEDRENLVQWLAYNQESLLEAMMN 

>RXN02428 TRANSLATE of: rxn02428.seq check: 3176 from: 1 to- 1134 

MAATLDLPDTDPIAYAMFAHCFTGSRFTPAAARVSKTLAESGVACLRFDFPGLSQSEGDF 

SKTTFNSNVDDIVAASQWLTEHYSAPQLLIGHSLGGAASLKAATKISCLKAVATIGAPFD 

PAHAVLHFADRICDVDDQGAVTLQLGGRDVTISREFLEDLAEVNPEDHLRRLRKPLLLLH 

SPTDQTVGVDNAQLIFRVTRYPKSLMTLDKADHLLTKDGTAQRAARIIANWVEPYLVPEN 

VCEDLPEFVAEASTIKASKYGAAIRTGGHNFITDRDKSQGGKNLGFTPTSLLVSALAAAN 

SQTIKQAAIDNRIKGLDDVKVTISQEQSADHGQIKLRRKISLIGNLSDADSASLRAASNS 
CSITQLLAQGIVIDDEVN 

>RXN02454 TRANSLATE of: rxn02454.seq check: 5811 from- 1 to- 1242 

MKESMSITSSTYASALLTLPWGTPLEQWPDNLIAALPRGISRHIVRFVGINRGIVAVKEI 

GARTAHHEYKMLRELQRLGAPSVRPVAVITGRHPAEEDYGELTAALVTEHLEFSLPYREI 

FSRHLTVVESEKLIRALSVLLVRMHLLNFYWGDVSLSNTLFRRDAETYSAYLVDAETGEF 

QPNLSESRRLYDVDIARVNI IGELMDLQAGECLDKSIDVIALGGLVESSYLELWTELTAE 

ESVDASEYWRLSERIDRLNQLGFDVGELKVTKDDSRQVVRIRPVVVDPGHYRAELLSLTG 

LSVEEHQAQRLLGSIQAYQAVECGPHVGLTQAAHLWMTNEYEPTIAAVPVEMLDKLEPAQ 
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[FHEIVDHRWFLAQERGGAVTLPEATASYLESVLPARRDEARL 



LSTNPSDEDLS 



>RXN02457 TRANSLATE of: rxn02457.seq check- 8018 from- 1 11 in 

"^tvnnpqd^ 

^ PNFHKLVEKLGHLDMARINAITKAGEKVPS EKRELFDAYLVDYLTPRAEA 

™ 19, assisammrkfiaqhcpddkassat ndgsiryrrnnkggisitvdatasevteik 
aaleqmskdkdctpgtsllhiirglptkvvlntygtkdspeyleggtwlskeqsefwkS 



™rSa^ 

>RXN02460 TRANSLATE of: rxn02460.seq check: 7527 from- 1 to- 504 

lrvyipatfstlrglnesrvitarsgygfavtpalldfytdgdeeeiahaafqdaaeasi 

RLLAIGDEETFPYRRVVVSVDVDDSVVTYQPENGESVVKLSPAHINLDDVAAIHIDVEAS 
EADTKKAIEVIDESDLGEEDAELTVGDAQDNFMAWYDPEELPFLVELL 

>RXN02464 TRANSLATE of: rxn02464.seq check: 6833 from: 1 to- 1200 
MAAKLQPLKRTKKDLIATGVITALAVIGVGTVWATAPIRGSELTPADEPFIGSTTLDAIP 
?T^ E y^ RA ^'^^''^^'^^ P '' J ''"'^ GG ^'^ ^ADGNTIKTYTPDGALLWSYERDKELCSLSVGFD 
fSrvrn,,™ GDVTAINANDG Q Y Q ATRS ^SSDHVAPISSNDRIGVLGTERLELWRSD 
LVRTIEYGDVEAPQESGQQPHPECSITSAMTRKDLLAITEDCPDGSSYLRFMGTTPDDSR 
TPEITQDIEITDGRIVAIGQSVAAVYTNDPSPRIVSYNDDGELVGEQAVDEVEFPDPPFO 
SATADLPHHMSWFNGDSLVLFSPTQLNVRQSFNDALGTGIALNGSLLYPTAEGITVANWD 
TGEVQRTIPVDRAGYDGEVALGVVGQVIVEKRGSEIVALG 

>RXN02465 TRANSLATE of: rxn02465.seq check: 154 from: 1 to- 399 

^ A ^ R ^ GIVALI Q STIGFGYA FFLIYREATGETDPSIVYETDNANTWVGYGTAAFFII 

FNKrISSnN^ 

>RXN02466 TRANSLATE of: rxn02466.seq check: 2914 from- 1 to- 87 
VGEGQEQT FT YVI EI EDGVNTAAYGGDDA 

>RXN02505 TRANSLATE of: rxn02505.seq check: 6513 from- 1 to- 171 
VAGTHAYVNETLSENEFSMCRKNEPGLVIELENISIDRIVISTPDAHRYADELMAAV ' 

>RXN02510 TRANSLATE of: rxn02510.seq check: 1304 from- 1 to- 636 
MDSSDSHVGQDVYVDQGLGEPDRLERLWAPYRMSYINTRSGGKQSTTAKRDPFIEVPKMS 
DEDGLIVARGELVYCVLNLYPYNAGHMMVIPFRKEKNLEDLSLAESAELMLFTQTAIKAL 
" KQVSNPDAVNVGLNLG-KASGGSVGDHLHVHVVPRWSGDAN FMTVI DGVKVLPQTLROTRA " 
MLAQAWGTIDGAPGTVDPTLTSAIRTAAPKEH U W ^ 

>RXN02519 TRANSLATE of: rxn02519. Se q check: 317 from: 1 to- 1629 

VEDEQSPLGATLFDVATGASSINDRDTDASGLEPEKIRRFAWLRLIGTMGALMIAFGALG 

AGALPVVNNPYVDFPGGNFMSRMLQTSSMIVLIGVGFLVLAWVLMAPLVGIPFKRSGNRT 

ASVSLSMLRRTFGAWVAPIMLTAPLFTQDIYSYLAQGSVTAQGMDAYAGGPLELLGPDNH 

LARSVPFIWAQSPSPYGPVALSIAASISVITNDSIVGGVLAHRIASLLGVVAAGWAITML 

ARRCRVSEEASFYLGVLNPLLILHLIGGIHNESILLGFLLVGLELGLRGTDRIQTGLWGP 

AWTYIALSGVLISCAGLVKVTGFIGLGFVGMALARAFHARGHRHVVAIGVAGLVQVAALV 

ITVVVLSVITGISLGWITGQGGAATIRSWMSMTTNIGVISGFIGMNLGLGDHTAAMLVVT 

RAAG I AVAAAFMVRML FAT YRGH I HAVGGLG VAT FVLV I L FP VVH PWYMLWAI VPLAS WA 

NRLFFQLGVIAYSTAFSFFVLPRGLALPVGTVFSIYFGAALGFSILLLVGWWSLRRNPTF 

GLH 

>RXN02520 TRANSLATE of: rxn02520.seq check: 9529 from- 1 to- 684 

r^Z^ NDAHTGDGDTRRKILLILLERAPVIASDIAE Q L( 2 LSTV GVRRHLDNLVEENLA 

EAANPRQNPYEPKMRGRPAKTYRLTDKGRSIFGHEYDSLAAAALATLREVGGDDAVRQFA 

RKRIETIVEGITPADVTDQSIEDTAKSLVEAFSRHGYAATVDATRNGLQLCQHHCPISTV 

ATEFPELCEAEHQAVSELLGQHTQPLATIADGHGICTTNIALTPIKHS 

>RXN02534 TRANSLATE of: rxn02534.seq check: 3127 from: 1 to: 804 
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MNSPNADI ILWNKLSKFIDIENIMLVGARCRDIHQQKYRDQTAGRRTKDVDFALAI F9W 
DDFNLLKQQFSPTGNAWQGITIGNIPVDLVPFGNIENPPGE?LSRKG^ZS^^ 

SSr?^^ 

VNIVEQMHKTASTLFNTADFLRTLEGYVDVLEKQ^ 

REINALCTAITPEPLKHLGDFGTLPPQQSTSFIW V ^RYIASLSSLLDLMCA 
>RXN02538 TRANSLATE of: rxn02538 sea c-h^k- * 

vnappeiralaeahpdmqileagdgslvasfgd^d^tivIg^ 672 
G^ySwg^^ 

GYSYGSTVVGKAASSGELSADALVLVGSPGAGVSHSSQLGAPVYAVTGSADPIPFArTnv 
DGIHGTDPTAALFGATVWDSPSTHSGYWNDQEFLGNVAEVVRGK ° 

>RXN02555 TRANSLATE of: rxn02555 sea r-h^v- ^qqi * 

dlpnqqiavvdrseqtytatevaelhrkgarpragilglttJSS^ 

™AG^ ,002 

vmteialsagidpkqttfipsdgggeaiqallngtakastggSdmJpqveIgri- 



QFDTPAKIQDVTPIARVVEEFDIITVPADSPYNTLEELIEGW^D^ 

lptpvapggsvpaprasapavpnvpaapgaavpapgisipaap^saip??ctaSJ? 

GSATPVPAPGVSAPGASVPSIPVPGSVTPPAPGISAPGGALVTPGSAP^PGGA^ 

^^ PGAPGASGIPSPGLPTPGVPTP ^lpvpgapdapgtS 
AP w PA ? AAAHAKPVFQDAEKRPRTDEAGNAKKELPL RvrlaqpitrkS 
aivvaaiavvlakwafttewlqdfvekypgkydnpegapvgiptwlswqhffnm?^ 
i^gieinrtrrpkgywtpkkggkkisltlwihlvldllwi^ 
vptswdvfpnalsaglqyvsldwptengwanynslqe " " 

DSGDSGDY?KT^ 

1371 

GHLLESAFnK R T ^pL LAAVKKR 

p^hr^s?™™^ 

PDHRYPTSTGIKLTPLEILRLGAAKYDFVTVLDSESGRPLHLARTQRTASLYQRLALFAS 
fREGCDSPFEDNEIHHIRSWLDGGPTDIENITN] 

IDPTTGRVGYQPADRRKPMRFNNTAAAAESGGAQART 
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S?vnn^M^ NDDPINPTANPL SFMLSITQPLQERYSADDVKVWTLPYTAQFRNINSQN 
EMSYDDSRNEGTAKMNEELINTHNECPATEFIIVGFSQGAVIAGDVAAQIGSEOGVIPAD 
SVRGVALIADGRREPGVGQFPGTFVDGIGAEVTLQPLNLLVQPIV 

LNDRVQDICAPNDAICDAPVNVGNALDRALAMVSANGVHALYATt> 



SVRGVALIADGRREPGVGQFPGTFVDGIGAEVTLQPLNLLVQPIVPGATMRGGRAGGFGV 



>RXN02624 TRANSLATE of: rxn02624 .seq check- 3015 from- 1 + n . i,o« 



ITRLLRVMLFHLSALFLGMGPRLWQALARRYGAPEWLIDAITQAFRFLIAFGTVSTV9VT 

TV fv^™ ILAALPSEALSW AVALLVIPAIIATWVCVRNPMRLAVNTTAAVISALCF 
^o^ A r AGGTLGVYNYVGLNLLASVGLVFVYFALV GLLIAGIDKLRNPVEVKSVKAVAVV 

EEtSIeaeS^^ 



>RXN02626 TRANSLATE of: rxn02626 sea rhprW on^ ^ 

GLTLKPVDFALVAKRP^ ^ 



IMFSM 



IPVVGGLWRf G Fp A r L ?r MTSISTLLAPIFTPLLT ^ 
IPVVGGLVVRLIFPTLIGKVLPLLPWISVIAISLIVAIVVAGSRDKILEAGLLVLAAVTT 

SgIllSt^^ 

H NL SGALLAALC RAS DKRAAE KVAS E KAAS E KAAS 

>RXN02656 TRANSLATE of: rxn02656.seq check- 1781 from- 1 p,n 

twlrSL Y slf G L F N PA l F ty P ^ 

luwr^^f, WLIYVIAVNSGQVTEAALGYFINPL LSVVLGIVFFKEQLRKLQIS 

IYLIGLEASGHSTFFNNGSGHMALLICSGLVTAVPLLMFALAAKAIPLSTVGMI OYT TPT 
MQMLWALFVVNESVEPMRWFGFVFIWIAVTIYITDSLLKK 

>RXN02673 TRANSLATE of: rxn02673.seq check- 5852 from- 1 f„. 

^LLVLLVVIALIIWAVVALRGGSSEPEEEQPNNAVVTSSMESsiTLsSSKEsiTEAT 
TEEETSSAEPTATSSVAADAKKTCELSDLVISASTNQPTFSGsSS 

eidleenklrfevynlatnariwsdvdcnpavedgtsvfpagedryfqa™sr??sJpno 

CNNRTDVPAGGYYLHTVVGNNPSPAVTFNLT ^LUKYFQATWSRTTSAPNQ 
>RXN02680 TRANSLATE of: rxn02680.seq check: 5186 from- 1 to- T2R4 



™ ! ?^ TAETISNTAEAA Q A ^STLSTEEQDAVLYDYDAEEKSTGwiNFPW 
VNLTDLTEEQQAAALNVLKNLLNDDAYQMIEDIMASDQYLNDESNTTEDSLGQY 

FA T Inf™ QQAQLYQGEELDSMVCAPGSTCDYPTGTGL ^ 



VGLADEETTETELDAIRETLDDTYINWSGATEYDTSTGDGIYFQISGPKVYIEFANOOGS 
MPSGAPS^ TAGWGHIHTIYRDPTNDYANSVTQEAA 

>RXN02693 TRANSLATE of: rxn02693.seq check- 9728 from- 1 ,™ 

mvslprlasllttrlatlkpalkpathlaslgaqvLeKpgirmspnrrr?^ 1776 

figaeiamwwalspsllpkpwwvtaanlavlqavghaaatgihsilprXrvsrk^yna 

thiatgaitltttvvglirhrtqirligqknfgpketiagisvctlgygalS 

SINEVKLLIERFLPPWISFIAAVSVITLTTLTIJUSRVLLRRIMJsM^S^ro 

teqpwepersgspwsyekwgavgsqgravlsggprkddiitvtrlS^t^S 

Qysylpsa™^ 

f ™ SWYKDNDGPINAARMLIDAVLHEL dQlptgsrpklflageslgayglaevw 

gdvekllgtadgvllsgaprfsdamnalrtrrdassserlpvidsgrhirfagepehi DM 

L^LFTSTS^PGGHCHNYHR 

ldlftstsvpgghghnyheefidywaalldrevtpelrhsiaywiranhikr 



>RXN02696 TRANSLATE of: rxn02696.seq check: 3394 from- 1 
MSMLKKTKE c " r ^ T rrom. 1 



FFGLAPYEAEHEDAYYADEPRYEGTAAYAPEYRERDYGYAPEAPAPVAPS 



to: 456 
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APRSYQSTIVPVELHSFEDAQVIGGAFRDGDAVVFDMSLLSREEARRIVDFAAGLCFALR 
GKMQKIDSVTFAVVPELSNISTSELERAARIR AAGLCFALR 

M^off 97 TRANSLATE °f: rxn02697.seq check: 1664 from- 1 to- 1527 
HLGRRLFKKKVADDTADAADLGLVKRTLY AMVVPLI FAAPMMSRDVYS Y 

G L V S VG L LL AL KKR F VAG VAL I A V A V S L KAT AA I AL P F WW I GMH H FAG FL AT KFf r Ff n 9 P 

tlkqqvpaffatgaagvavtgvvvsaitwasgaswgwiseisgnskvJnS^ 

^FV 

\AGA.9\ZFTilT.M!rTr:c/-?ivTu/-iT vjuTumMTT. 

IAWLATVVIFDDTDPATTATEKPSPHTVS 



itmvaevfvddfdynavvnvvrsismlimlgglvvcwwlfrqnerravtgtaaayava 



T^tll 720 TRANSLATE of: rxn02720.seq check: 5443 from- 1 to- 702 

lerreelqvrlqqvqaridatlnehnrpegsvrllpvtkfhpvedikilqefgvtavgen 

GDRTSDELPCFIQLSLDGDPSRGGTPLSQVTQLADCISDTTHLRFEGLMCVPPLGWCPFK 

afsqardvlsgleehfdrslefsagmsgdlvaaikhgstivrvgtSSpla 

>RXN02744 TRANSLATE of: rxn02744.seq check: 343 from- 1 to- RfU 

mskpfensalrgssrfpagtftpapkratpakmlaJqg^^ 
valialanfdfipgensldktfpfalataamsagftgqaislafdrryga£krtcasgvp 

wS rr\ r^f ^"f^^^WAVFSPSVNAEGVLSIIPSVALSQGMVDAFNGELP 
WLQLG I LVGWLI I TGVAANKL FN FS AS R 



to: 1566 
PGV 



>RXN02770 TRANSLATE of: rxn02770.seq check: 2969 from- 1 
YVQGPSGQMIPNTDLASTQVLPGINRQVIYTINEDATYSDGQPVVCDDFLLSATAGOMPE 

lfqshvpltsqiervdcvsgskvatvvfkedlgerwrylfeqgdllpahavSSgSle 

™^f DPEALTEP ^^ 

o S TMGSDLSA ™ LQIA ™ 

gdlpaqhmavdinaasalagqsirigydgpderkaamveairqscepagitvidasqeav 

PSIPLAAQPRVFVIDRTVGNVVVNTDLAGIGWNMDRWSRSEE 

>RXN02781_ TRANSLATE of: rxn0278.1 ..seq. check-: -974-5 from- 1 to- 1191 

vvaalvfgfllptwerglsdaalkfvfeggpdaarevlgtiaastisvtSi^sitlwl 

AFLLVLGCLrrpf arTpf RIV ^ ATLAMFL 

AF ^ vlgclglflafirlitfsmrvan aiseigeetmalaariypvqsddagpvogpgws 

PT^Snf EIRVGNHGSLVWIDYRKLVSWSTEHQAVITVDRPV GDFLV^ 

elsdrdrrvlhsaievrterelhqdvafglrqlvdiade^lspgindpataaqcvoeihr 
e^lvtaICvdhslpIwfr^ 

eulvtaaadhslpaverargilddetdedrdsdtanv 

>RXN02782 TRANSLATE of: rxn02782.seq check: 837 from- 1 to- 1299 
" P ^" DTHPHLAA Q LLDp GLGELLTAGSNKKVQWQCPKHSNHIWTASVNNRTNAKNPRC 

pycagtrvlagfndlatthphlavqlvdqdiavtisagsgkrqlwqcvvnpkhqwla?pn 

^ eppfiwktspilrvr Q nt QCpvcsertvapalndlatthpklaeqiadpqpsgvsaaa 
iiptisrgshtqltwqcsknhdhqwvatvkdrvrgtdcptcantgtsrkeaelieviral 

h A r2 A lvhall^ EDDWNLRRDIVIRMIAHKLHATHNL ^ 

>RXN02812 TRANSLATE of: rxn02812.seq check: 3189 from- 1 to- 339 

vwavainagngisedqar^sdfssfsfdtgnadnIalesvltqassLaIe?teaopse 
tpvepaaaspsdtiinldtssnmdrwdgsqetyhtvtsrtSS^S?^ ^ SE 
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>RXN02817 TRANSLATE of: rxn02817.seq check: 7091 from- 1 to- 399 

milgvpiqyllyslwnwivdtgfdvaiilvlafliprigrlamriikrrvesaadadSk 

>RXN02818 TRANSLATE of: rxn02818.seq check- 4037 from- 1 r n . ana 

sysrkfltqvwirdnvgdykgltdtafrkklqrdlaylrrJgvpieqft^s^aegq^ 

.JfRLAQD.SJf.KLEEVEFJ-PDEAAVrLGMAGRMGHN 



>RXN02825 TRANSLATE of: rxn02825.seq check: 7394 from- 1 to- 1839 
TGiiKG^T?rn?L^ 

TGVAKGSITLGDGASDNGGNFAFTPRTwr,TTUTQncnrTT;rPK^nw f ^ T 



^^VFNGSSAQLVVDLVAREFKGTTYDDIGEYIISDDIVLADVSLNS^ 
IDLSGTTDLTAAGAQAFGGFYETGEALDPTGGSLTISSTTTAPSTSTTSTSASTSGGTAD 

cssgalgvvttgtndgmlgtiqevnntfaiwnnlivntermfcnidtlkarfdtddssSs 
atsatsgttastgttaattagttgttgtastasgtsgtsgtsgtaatvStt^SSg??? 
asgslgvtqasaqwgvkasfqnyirgsiangswtlngvgfdnqqfqfsgnsg^daenS 

GSINFPGSIHFTGHGGILDMQIANIEISraGNSGELIADVVS^MDGNSTNYGRTWGS 

nfsalnvsateasgsasvslsqsgsqafadfytpgtqldpisfsatlggdascatgstst 

s^x;^^ 

>RXN02838 TRANSLATE of: rxn02838.seq check: 4352 from- 1 to- 528 
NTGKGGGLTVPLGDGQGRYIAKFPSTAFVGVSENE^ 528 

egvppefeamtdglvllvrrfdragdgvrvhmedfaqvfglyparkydgaashdiSg 

SAVSIAAGLEFVRRLALSVVMGNGDMHLKNWSLIYRGRGDVPALAPVYY^STVTY^ 

>RXN02840 TRANSLATE of: rxn02840.seq check: 7123 from- 1 to- 150 
MTVISGALNVLLPDATDWQVYEAGSVFNVPGHSEFHLQVAEPTSYLCRYL 

>RXN02841 TRANSLATE of: rxn02841.seq check: 2452 from- 1 to- 435 
S™Mffo PTTIKKLVSELINGDD ^ LNELERHVTNESV ^ R E L PNVQYKATAGRLA?s 

KLVQNLRRINKAQNNPRGVPTHATVILLKEDGSYDGEEQWRIPEKAITPFDMLRSPDFNH 
NRLKNRPLMVESQYPWGVPGLIKMN UMLKbPDFNH 

>RXN02846 TRANSLATE of: rxn02846.seq check: 4539 from- 1 to- 750 

^S™ LASVLIGAL - LQ ^^^ - 
SVRKRTDWAKFRILAGALVLGSVPAVAVVYFLNGPWLLIFVGAMVLLALGVSLFPTEKFA 

lkqeaklpmv^gmiggfmstvagiagpsltvyarlsrwdyS 

^Fr^MEL^^^^ 

>RXN02847 TRANSLATE of: rxn02847.seq check: 8481 from- 1 to- 1089 

i A ™^ NSERSQTRWKTHFTT ^^ 

^^^ SGYFFLGS Q LRYAD RPDSSINPWWPIWRTLRRLLPALVLVLGVSMVLILAWVP 
Mn? P T IE pf QAVASLFYVQNWELASQG ^ YG ^ SA ^SPFQHLWS^VQGQFYLF^ 
MAIILIRRYRPEYSAVRLATPVLAVLTSVSFFSAILWHFIDQSVNYYSTFTRFWELGLGA 
LLVLHAPRILISAKTKSIIJ^VGLFbWLSTGFraDGAETFPGFPALYPILGA^iLGS 
KlSVFLSRKWMLWLGDlAYPLYLWHWPLLIIFTALFNQEEPSIWLGlIJl^S^ 

>RXN02849 TRANSLATE of: rxn02849.seq check: 4597 from- 1 to- 28? 

SPYPVMISTSADASNVTVRIMGVDTTSVESINNGRWSTTQPNTVRVSGSDcJpSTGAPGF 
TTSDTRIISDLSGNEITRETVTTVYDPSPNVVCS £>L>bU(_.VFbTGAPGF 

>RXN02911 TRANSLATE of: rxn02911.seq check: 602 from- 1 to- 459 

mrtskkemilrtaidyigeysletlsydslaeatgLksgliyhfpsrh^lllgJhella 

ddwdkelrditrdpedplerlravvvtlaenvsrpelvllmdapshpgfSrwnhS 
ipdtddlendahkravysgaarsrwplrarlhs vnhqw 
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>RXN02914 TRANSLATE of: rxn02914.seq check: 6261 from: 1 to: 543 
MVGNSIWI IASLLGLSALISTYPAILNLLQLVGGGYLTWMGIGAVRSWWTKRSTQQAAAD 
SQAVENTLVTATAASVGVWPAIRSGIATNLSNPKAVLFFGSVFAQFVRPDMGIGWSIFIG 
VFLTLTGLLWFVGFAVLVRKLAAGLTRNGAI I DLLTGVI FIGLGMFMI FEGVVGIGGRVV 
G 



>RXN02 92 l_JT.BANSIiAT.E-o.f-:-^ rx-n 0-2-9 2-1— se q-check;— 4-r5'7^f rom : ~1 to: 471 
VSALEESIRIATIAAKAADEKKADDIAVIDVSDMIAITDCFVVASADNERQVGAIVEEIE 
DEMTKAGFEPKRREGNRENRWVLLDYGLVVIHVQRQAEREFYGLDRLYRDCPLIEIEGLE 
TFKRESSWSDEADIRNIDSI DELPPLPAEYEPGYEDD 

>RXN02924 TRANSLATE of: rxn02924.seq check: 3999 from: 1 to: 549 
VPSVASISERATFILTADHFLRSCSKVI YVRGENFTATATTSLSVFGTDLGLIKLDGKAP 
TMPLPLFADKPLRVGMKTTTFGFGGLPSATVAKEIHGRVISAI PHGVSRNRITRVHHGAL 
IFNSPEKAVKGDSGGPVLVNGRVAGIQSMISDPGGFNTGVATAASLIQHMPALAQALELL 
EHS 

>RXN02927 TRANSLATE of: rxn02927.seq check: 3221 from: 1 to: 468 
VADEGSILAWFPCGDEAPVLVVTLCFAI FGEVVVAEVSATGLVAVEGVDTHEFAEVDVVG 
YACCVFENLVHLIGAAG DAHVLPEVIAEGTDLVDAILEVFYVSGNATGEVQDIAKLAVVV 
LRSVNVVTDPLWAVAHEAVNASLCTRNRCLCFWCIL 

>RXN02928 TRANSLATE of: rxn02928.seq check: 382 from: 1 to: 693 
VAGRCNTHWAGVWVLANCLFVHGEEVGVTLADGVLSEALGGVAEVQVCSVVQRSNTETSI 
DLLGDRTGSNVTWDEVTECWVAALQEVVALILRDGVWIAVI VRFLRGPDAAVVTQRLGHQ 
NGLGLPGGVHRQAGWVELDERWGREVCAGFVCTHDGRGVGVLGQGGHVVHVAVATGCQDN 
GMAGVCGELAGDQVAHDQAFAALFTVTFGDNDVNHFVMGEDFYGAEVDLAL 

>RXN02931 TRANSLATE of: rxn02931.seq check: 8393 from: 1 to: 225 
MQPYPRNPIEKRKQEVRKNSRNAVVSVGGGIVGGAALWLVFGSAFFMGLGLI I AVVGGFY 
YYNKVQKI INEKDRY 

>RXN02932 TRANSLATE of: rxn02932.seq check: 938 from: 1 to: 972 

VSKTEEGRSAAI I I YAFPTFILLGAI IAFI FPEPFI PLTNYINI FLT I IMFTMGLTLTVP 

DFQMVLKRPLPILIGVVAQFVIMPFLAIVVAKMFNLNPALAVGLLMLGSVPGGTSSNVIA 

FLARGDVALSVTMTSVSTIVSPIMTPFLMLMLAGTETAVDGGGMAWTLVQTVLLPVIIGL 

VLRVFLNKWI DKILPILPYLSILGIGGVVFGAVAANAERLVSVGLIVFVAVIVHNVLGYV 

VGYLTGRVFKFPEAANRTMAIEIGTQSAGLASGMAGRFFTEEAALPGAVAALVHNITGAV 

YVGLVRNRPLTKASRKKESVAVSS 

>RXN02934 TRANSLATE of: rxn02934.seq check: 3200 from: 1 to: 306 

VGADEFDFIFEIDAPEAGFALVDAGGVSFFVEFPHAGFEGEVVFTVVGEGDLLAECVLSV 

FCGVGLAFAAPDADEREEREESVVEVGAFAEVSGVVRDRKVT 

>RXN02936 TRANSLATE of: rxn02936.seq check: 3720 from: 1 to: 198 

VVAPFQLVGLVSVQLRSSFSEPATEEAEDTEAESPTTPTGLPAAAASIATLDNASARLFF 

SRGIHV 

>RXN02939 TRANSLATE of: rxn02 93 9 . seq check: 7866 from: 1 to: 1602 
MNLHSLEIRQISSGTISERKTWI FPTAARSFNQNLVHPQSIEIDAQTGVILAMENRLQRT 
EVESVEYPTDLPNPAWTGPAISWPLKDPSI DFPDPLPHSISELPPQSDNPRHLRVSI SLD 
AVEGAFPRYRIGDSIRI PLVFARDTPFMSGLETTRRAWIEAATEMDIHNTWPI ILTGDGW 
TALSHSDKPIRHEAELKGWFFHSLFGSEMPLTDLKIERI YGGLGTFDSGATRWQELTDTD 
DAYTENGSWLLEVI VDATLDGAI PPPLQPQQFEASITHI VDEQLWVLGQMLPVLRCWDLE 
TGKYLGQTYVPISVSHSSRLQFSEGLIHDYENAWSLNPGVRMLAEPQPWIEPVIELDVPA 
PWELQESFPDGLYSLTDGEQTALGRSTPAGQLEICVISNDGSRILNAGRVEDLYFVQFWG 
MTVFLNSNFQVQSAEEHQLGAKRERWITQEGVAAKFTEEDEIVFLDQISESEITRWKTPE 
GYFTEVRILSPNHFNILVTPPTGSDYLKPVPSSVSVFRDGQWSNIKFEDVSVEI 

>RXN02950 TRANSLATE of: rxn02950.seq check: 7742 from: 1 to: 324 
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MTVFNVLHDAPAPQPDKNRPGVKRLLQGDGANLIAFTFSPGQSLPDHRAAHPITVTAFqr 
QLTFSYGEETFELSPGVTVHLEAGVTHRVDCPPEAPGDASNAVNYA^ 

>RXN02951 TRANSLATE of: rxn02951.seq check- 852 from- i v„ 
"SSTIJUttASGDGSEKKKPGLFR^^ 

psndhsllhekpeisvmptes^rlifyapdmdgqtdpgevvwiwaSdgpq^ 
=SeSS ™ 



312 



>RXN02957 TRANSLATE of: rxn02957.seq check- 2405 from- 1 fn 9 Qn 

mqtaqggrvytslmdekslspliglpgreniglgrSwhgl^ 291 

LWQGIIPTSWDVFPEAWETLKVYLGFRAPGIEHFTPL JjK v LiNbl vyvvllfatg 

>RXN02967 TRANSLATE of: rxn02967 seo rh^r-v- sam * 

mdllvvavheggqprqsdcnapgcahtwJcainfSgagweggvekLJf^ggtflgp^ 18 

YGGRALRAGGGGVDIGEQDPFDGGCGDVEFGGIDVIEVDEVGATGS 

™°i T 971 TRANSLATE rxn02971.seq check: 4841 from- 1 to- 

LIAIVALIVALVVWLFNRSDDSGSTTTTSQECISGNLSLPVGGDSTAAEELVNKFNDS9P 
VSRDFCVEAEAVDGNVPAATYLFAGSRSDAATALAETGAVASSS 

>RXN02978 TRANSLATE of: rxn02978.seq check- 8219 from- 1 i-„ ,c nQ 

vidrpvwlfelyn T akevvysllidqvtgentilkkddgwr5qfLe S ffa?Sseada? S 
wsgknmnsywfvsdlisnisfaerslesfswalrdled^ ■ 

ewytnlelpfqpsaadvdeveqylqaevtrqrgdyqwspefwipkpdsy^malIvv™ 

v LGAIEQGELREEV E VQQALDEVSENWNPLEDSDY?LQDH™RP?QDLsS^S 

LDQEWWGAEARIRKLVESVEWEDTQAISSLIEHEQYWEDGRFRPPLHKFSFrfn^ 
MT =ATNHPDVLRVNIADm 

WI YRAFDREGQLLYIGETINPLVRLRE HAGLGSINHAHHRLVSPWFSTMATFHLESCFTO 

^rV^ 



DTT 



>RXN02995 TRANSLATE of: rxn02995.seq check- 169 from- 1 to- 
LNHAKVNQHPGQATLPETAEGQVRTYEVKTYGCQMNVHDSERLSGLLEEAGYVA 

SFCIVPSLRGKFOnR^rn?f2 AEVEIVD ^ 

n;S T yffo ° DRRPGDILAEVQALVD< 3 GVTEV TLLGQNVNAYGVNFVDPELERDRS 

SrrsyrSkft^t?^^^ 

nvcfo - - LDEVRAKI?HA - SITTDII - VGFPGETE EDFQATLDVVKKARFTSAYTF - 

qysprpgtpaaeyenqlpkevvqeryerlmvvqeqvceeenqkligttveSJqIgggrk 
ndatkrmsgrardgrlvhfapegdidgeirpgdfvtvtvteakpffliIdsg3hrS 
agdnsavgqvpttapigvglglpqigapkvapatesaccsin liadsgv Q th *ktk 

>RXN02997 TRANSLATE of: rxn02997.seq check- 4243 from- 1 i-n- l?a 
PLPGQPFEGEALTLINALLHHAENVAASNPWKRTT?HTAHMHPPGSNLJD?CLvioRRG 

^kaheeiqqtiplpsgdwsageftvvdvegtafpsalips^^ 

PDFRGRGLGTAVKLAGLSLLSRCHPEIQRVATSNAVDNHAMLAINRSIGATEIARTTLWE 
>RXN03001 TRANSLATE of: 

v^oJ^ PLFLVNEILAVPAFLIG1ITAVGLGAMGR SVGQVIGGAIKATLGFLLIGAGATL 

vtasleplgamimgatgmrgvvptneaiagiaqaeygaqvawlmilgfaislvlarf?nl 

RYVLLNGHHVLLMCTMLTMVLATGRVDAWIF ^w^lLGFAISLVLARFTNL 



Mn^^ T °l, T ^5^ TE ° f: —03001. seq check: 9853 from: 1 



to: 453 



>RXN03005 TRANSLATE of: rxn03005.seq check: 972 from- 1 to- 7*8 

mshkfsrrafavltaaaistsafattapsaiaepvZmshcrrfqrrnfSlprlglogfl 

TDASGTFLETLOPEEL^RYflr^ 

qqJaspllSf?slss qeadalse sitvdkasenpsddvatgssssflstilnfl 
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>RXN03009 TRANSLATE of: rxn03009.seq check: 8107 from: 1 to* 348 

VANIASLYGLWEGSTSTPIEQLVPAKGSSFRLVRSFYRRIDGQAVQARLKEKILNTAENP 

LPRLDIPGKERTAQYPENPDTFAQKAAQEILDEFRTPLIGEEAAAHVEKTKTIFWK 

>RXN03010 TRANSLATE of: rxn03010.seq check: 697 from: 1 to: 237 
VPTDNLFLIVAGIAWVLAGILSVLSIGKYMSAVNERKSTGFYTEVPWKKALFTATAVLLV 

favvwsaltdialwvgkqsw 

>RXN03011 TRANSLATE of: rxn03011.seq check: 6364 from: 1 to* 201 

MAYETDSLNRRTLGPAIASAVVGIAVGAVAVVGVSMISGQDTVPTGNAVTADDALLGGPE 
YGSREAD 

>RXN03012 TRANSLATE of: rxn03012.seq check: 8240 from* 1 to* 570 

TTINI I ITNGAAPHPTNLNRAEIHDHLPLTASDSELTRPSQESVLYDHESETVLRTMVIP 

ADLHVAMKHLAKKHNLTVTEISRILLQRYIDRNINHVEQNQAESDMVEVFASQPTNATAM 

IPVPGTSFRQIFIKHSTGFWKNIDHDLVDLDASKTPRVRDRSVLPQPQLHRALLSDADMA 
RLAAQLTDKH 

>RXN03017 TRANSLATE of: rxn03017.seq check: 6478 from: 1 to* 1539 

MLDSLKNRFTKAKGSHGVGEGAVSGDAAVKPLRKEERLASVIQETEPGAAVEVMRRNDAF 

ALPGETGWVVMLLPTHDSQFGGLNAKEKNREDKGTIINLVVNDDIHSVVTPELLDSDVLG 

VI PDADSFDRMDEFDLLRNKARWHYGVAAIEPDTGELVVFKVPAKNSASARGDI FSEVGD 

VLSGAADLEDVVDFEVIATFLEVLNETSEVDIDDEDGDVPYGLEGVNAAGVITDDLIREK 

LDVDS YPSSAEI IDNIVHVFTKLQGKHHVAPQPVLHSADVVDVDAQESHDTVVIESPDDV 

ALAEQVDVPDFSDGFGI DDAEVTEPEDEEVVEATADADPFGDVAEDDPFGSDDEPDFGAS 

DVVAAPAPVAGMSDEQIQALIRGVSESVQAKTGSELNALREELAQALAYNPVQDSQAALA 

QVHAADARSFDADQVGDAVTKRYVNDDLGLYVDEANFNNALTRAPFQVAMPQFQETTPWL 

GDQLRTLVAVFNGQLLDQHQRDYRRSARDVHCA 

>RXN03018 TRANSLATE of: rxn030 1 8 . seq check: 6149 from: 1 to: 993 
VTTEEVRAMYIALNDRSNLEIARDLGLDNKDSEFYEVYRAIERDRDVMAGDQQRVESERR 
QQLQQE YEANREEYVMAKIAEQRVEYDRRHMPRHTASLEAVGRELTSLRDRT I EDYTARM 
NTLRRARAGERANAAESRI I DELRPI VERQAELQRAAFDGFI VDLDKFIADHREDDLRLA 
SVNEQKLAADNRVAQLTKEAEERIEGIRVETDKMIASQRKALERQEAEFAAELKRRDTIV 

AASEERAEREITTARLDAEAALKRMEEQIRVNNEAHEAEI VIERDRATQAEANSMTFVES 
VKQQDRSNNI ILIAVLI VGLIAGMVAGAAFF 

_>RXN030.24 TRANSLATE of:- -rxn0302 4 . seq check :- 8954 from: 1 to": -1416' - ■ - - 
MLERTQVFVDTSYLLASFYNSWETGARAQLEIDLPEVVGVLGRMIEQQLKQPVQRQMWYD 
GIPDSGPHRYQRALRTCDGVQLRAGQLIEWGERRTQKAVDTRLVADLVLAGVRGQCSDI V 
LVSGDADMI PGVQEAANAGLRVHLYGFGWDSMSSQLRHCCDTTTILDPREDFAECMQLQV 
LEGPLPPVVRVKPINDAEPIEDLDFTPVPGVASPFEEVSAKDEKFSPRPSEPAEALSEQV 
CEAQYEISKHEGQTADSGEITESFEAAEIKVTEFFGEPAAPVAESGVEAPTPEAPTVPEA 
AKPTPAKPKTPKAEPQKQESPKPGTPKPfCAPSPADIPPKAPADTEEHSEVEAEIEDSRPK 
IPSPSMMAPRRKLRSRYVPLPNEVWATAGFQTPYDVGQQYASWWFENAATSTQRDQAHLL 
SGGGLPPEIDRPLLQFACETLHEYTLTEAQRVALRDGFHSGIRGVLLNQRDS 

>RXN03025 TRANSLATE of: rxn03025.seq check: 3655 from: 1 to* 873 

MANPLSKGWKYLMASFDNKIDENADPKIQIQQATEAAQKQHQQIMQHASQI IGQQKQLEM 

KLNRLVTDRDKLQEQARQAIQLADKSANEGDSVKAQEFNNTAEVFASQLVAVEQQLEQTT 

ALHQQAEVAAKDAVAKSKESEMRLKEQMSQIDALRAQADQAKMQESVTKSMDSLNQFGTQ 

DSSVPTLDAVREKIERRYADALGAQELTQNTVSDRMAEIAQSGTDMRASARLAELRAEAL 

GTSATPKGQLEAGVEDAEELIDETSTPSATPETASPEADAPEASADESEKK 

>RXN03027 TRANSLATE of: rxn03027.seq check: 7054 from: 1 to* 135 
MENVYEFLGNLDVLSGSGLIGYVFDFLGASSKWAGAVADLIGLLG 

>RXN03029 TRANSLATE of: rxn03029.seq check: 3295 from: 1 to* 513 
MFGVGYYTTAHRLSTLQRPNLRGI PLTFVSVDRAGNMSKRQSATGFHFTHYGGTCPLWNV 
FETFTNPGQVLRQFAQMPDGRNYLWISRTVRHHEARFGEVDKMFAIGLGCEARHADRTVY 
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SRGFNLQDLSTATPIGSGCRVCTRENCAQRAFPSVHGRINIDAHESTIAPY 

>RXN03031 TRANSLATE of: rxn03031.seq check: 9392 from- 1 to- 789 
NNGLNAMAAMTNLPHLRAIQERYYFLSIRYLASIMIAVAKADPTLWEELDLRITDALTPV 

tagevmiqsstlskriaawikeldpeptpepipkedyvhvhttdeatyvrikisgpnrlI 

LNDIITQLKDTDTEDSLPEALMAFLMEKIQLKITKYLFTPHKHPEQVWSPDYGDIGPEAY 

anatlvcakdldevagateksytpsekmkalirardghcrfpgccvpaskcqvdhiipwa 

-EGGP-T-AAWNLQLBeQRHHNMKTD : V ™ A 



>RXN03032 TRANSLATE of: rxn03032.seq check: 9767 from- 1 to- 285 

MTDGDLDADISPRQIGLMTTRTVVEIVRLRHMIAQQLERATIMENEYLKEIAALKKELAH 
YKQKDHQNQMVIDILGKAIGTRPNPGEGLDEEDAT ^ 

>RXN03034 TRANSLATE of: rxn03034.seq check: 6067 from- 1 to- 660 
FPPDRISANGRRYYEPQTRLEFMRI YTTLPHGYRQPFLKANNIGHCTVRTWLAAISTFSR 
LPHAFDDAHRFGIERTTPVDDVTTLTADDKRDLVIGYLAQPHGQGQQFLTFYQLRKHTIM 
AWCAAMTDGDLDADISPRQIGLMTTRTVVEIVRLRHMIAQQLERATIMENEYLKEIAALK 
KELAHYKQKDHQNQMVIDILGKAIGTRPNPGEGLDEEDAT ^KEIAALK 

>RXN03037 TRANSLATE of: rxn03037.seq check: 5439 from- 1 to- 186 
MSVDDLYAVALDTHTGKPIPCVLCENAPQIVI YDGCCSLAYTQALGDLAEAEYYGADLAA 

>RXN03041 TRANSLATE of: rxn03041.seq check: 9452 from- 1 to- 498 
MEGPEAFTVAAIAAAAGVSPRTFHNYFPSREDALVQFVVIRVQELTDQLYEFPTSVPPRD 
AIEQLVINQLRDGDDAMDSFSAMFRIGEILENLDPIKCVIDKERLIAPLLEFMVERDKDL 
DKFDXGNSDPFACSGNCNLAAYVLPSFRAPGHRRWSRIDPSGMRLD 

>RXN03045 TRANSLATE of: rxn03045.seq check: 9805 from- 1 to- 996 

MSITTHVQALTTALNAIDNHLASMLDHGVTPDQYKAIEPDLIALEHTINHHATIAAQTTA 

LAERTNAAQSIGSTHLIDYLTTTFGLSKARAHHRINLAHSLYPIPKPNSGSGNGGNGGNP 

DGGPDGGDSGDDDSGDDDPDPEPDKPEDGKPDSDKPRRPRISAEKHAIITDELARLNPNT 

TPSAEELRNQALSQAIWRTPEDLRTWLRHQVTTANKNNPNPITAMKRRYLSVGKPDADNM 

VRISGLVPAATAALITANTAPLTKRGNLVDLPAAEDMRTRGQRHADALHHIMEIYNHGIV 
TPARGGTASIIISMTTDDLDEINHANSSGESL 

>RXN03046 TRANSLATE of: rxn03046.seq check: 2540 from: 1 to- 336 

ASIANSTLNIPVGLGGSNLLLKAQTATPSEPANAQDKLYRFCIANGKRAFSDAQRFLLNA 
DELAELSDYERLAYAJTLLDQPGKEAEGRELFPFGASPPGLPRCRFLGIPDC - 

>RXN03047 TRANSLATE of: rxn03047.seq check: 8954 from- 1 to- 1416 

MLERTQVFVDTSYLLASFYNSWETGARAQLEIDLPEVVGVLGRMIEQQLKQPVQRQMWYD 

GIPDSGPHRYQRALRTCDGVQLRAGQLIEWGERRTQKAVDTRLVADLVLAGVRGQCSDIV 

LVSGDADMIPGVQEAANAGLRVHLYGFGWDSMSSQLRHCCDTTTILDPREDFAECMQLOV 

LEGPLPPVVRVKPINDAEPIEDLDFTPVPGVASPFEEVSAKDEKFSPRPSEPAEALSEQV 

CEAQYEISKHEGQTADSGEITESFEAAEIKVTEFFGEPAAPVAESGVEAPTPEAPTVPEA 

AKPTPAKPKTPKAEPQKQESPKPGTPKPKAPSPADIPPKAPADTEEHSEVEAEIEDSRPK 

IPSPSMMAPRRKLRSRYVPLPNEVWATAGFQTPYDVGQQYASWWFENAATSTQRDQAHLL 

SGGGLPPEIDRPLLQFACETLHEYTLTEAQRVALRDGFHSGIRGVLLNQRDS 

>RXN03048 TRANSLATE of: rxn03048.seq check: 3655 from: 1 to- 873 

MANPLSKGWKYLMASFDNKIDENADPKIQIQQATEAAQKQHQQIMQHASQIIGQQKQLEM 

KLNRLVTDRDKLQEQARQAIQLADKSANEGDSVKAQEFNNTAEVFASQLVAVEQQLEQTT 

ALHQQAEVAAKDAVAKSKESEMRLKEQMSQIDALRAQADQAKMQESVTKSMDSLNQFGTQ 

DSSVPTLDAVREKIERRYADALGAQELTQNTVSDRMAEIAQSGTDMRASARLAELRAEAL 

GTSATPKGQLEAGVEDAEELIDETSTPSATPETASPEADAPEASADESEKK 

>RXN03050 TRANSLATE of: rxn03050.seq check: 8926 from: 1 to- 966 
MSITTHVQALTTALNAIDNHLASMLDHGVTPDQYKAIEPDLIALEHTINHHATIAAQTTA 
LAERTNAAHTIGSTHLIDYLTTTFGLSKARAHHRINLAHSLYPIPKPNPGSGNGGNGGNP 
DGGPDGGDSGDDDSGDDDPDPEPDKPEDGKPDGDKPRGPRISAEKHAI ITDELARLNPNT 
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TPSAEELRTQALSQAIWRTPEDLRTWLRHHVTTANKNNPNPITAMKRRYLAVGKPDADNM 
VRISGLVPAATAALITANTAPLTKRGNLVDLPAAEDMRTRGQRHADALHHIMEI YNHGIV 
TPARGGTASI IISMTTDDLDEI 

>RXN03053 TRANSLATE of: rxn03053.seq check: 9689 from: 1 to: 1524 
FHFTSTEFAGSYSLVTNGLNDVAGEYVGVMRGDVNNSAVLFDVDRWSGHVVCADSSINTS 
PLLKRPRVVDMWGSKISQAALLNNRRVVHLVLNGAKLDEMGPKLESMTAHVDMTSGDLNM 
FELFG KQEDE L Si YSTHM DKiV-FMT-EQA-LG DCT 

AGENRDKLRLVGVPHEQI PLLSVFVS YLDQEYERQKYEGTKDPEMFRAISVLRLTYKDLL 
DTHGDLFNQHTADGIDSVNSARRVI YDFSGVLRRGAGVAMAQLVNVIGFAVETLGQGDVV 
IIHGADGIVDVDVQDYLANQFAYMAERGGRVAYLYSSMDAMLGTVG FNQFQRAAYTILGP 
MNVDSVDTYQSLINSQIPMDLARLVTTQNSGAS YLRRGSTNVVFETNLALGVNPYMEQRR 
KIEAQRGQRRSKRDKHYGGGTTMVGTADLDVVAIQAKAEHREERFDEKSARKMKELDDVE 
AKELALKTGPKNLDDALAQVEKKRLAKR 

>RXN03055 TRANSLATE of: rxn03055 . seq check: 6322 from: 1 to: 429 
MYSDKLILLFLSEQDSSYECCVGLLDGSDGRDYIEKLLKGRKLKNHFLEWEDINKADVAR 
EEIYKGQLVHLVFOTALSTPGEISFVFPGQSLMSATLEEDFAALVLEEERTSFRPELSHL 
WSLPVGWVAPGLEGFVERNSEAA 

>RXN03059 TRANSLATE of: rxn03059.seq check: 9601 from: 1 to: 480 
MNSGSTMRRISLRNIGAHKVRLFLTVLAVVLGTSFVSGAMMFTNALSSTFDEAIASSFDG 
VDVVVSPNGASEVQGVPVETVESLREDSRINHLNINGSQTVVLADADSKAIQTTGGSSLS 
I YYSADDAVAQAPELAEGEAPTGTEEVLASKAGAEANGLE 

>RXN03062 TRANSLATE of: rxn03062.seq check: 8000 from: 1 to: 522 
METPTQDMDVRWLYTQSQLKLREILPTNKTFDVIQISELVDPTDFIRPNSVVLSVGIAFA 
ETPDGLRDWAHRLADAGVIAIGFGSGLTFPQVPQALI DASLHLGLGLFEVPREI PFISIT 
SSVRDEQTRRAGRLQQELLLEQERLNSIAISGGIEALCRAAADYLGGAVTIVDS 

>RXN03066 TRANSLATE of: rxn03066.seq check: 1968 from: 1 to: 663 
MTSDKDTEQLEAAGTEILMPRRRPAQQRSRERFNRILTAARSVLVDLGFESFTFDEVAKR 
AEVPIGTLYQFFANKYVLICELDRVDTAEAVAELKKFSDQV PALQWPDILDEFIEHLARL 
WRDDPSRRAVWHAIQSTPATRATAAATEKEMLEI IAEVMRPLARGAGYEERMSLAGLLVH 
TVSSLLNYAVRDVNSSEEDFDSIVEEIKRMLISYLFSVATG 

>RXN03067 TRANSLATE of: rxn03067.seq check: 3872 from: 1 to: 171 
VMTAWGAFGEKKNYGKI VQGVIRSTFLINADGTVGMAKYNVRATGHVERIVREITAA 

>RXN03068 TRANSLATE of: rxn03068.seq check: 9072 from: 1 to: 120 
TKEACDFRDSLSNLNDLDIAVVGISPDPVDKLVSSVRTMS 

>RXN03073 TRANSLATE of: rxn03073.seq check: 8068 from: 1 to: 630 
MDSVNVLLIGI IVAIAALLPRKGKYGPIATLLVAGDWLGVFLLSILVMLVFDGLEDLVQG 
FLDSIWFGVILLVTGIVSFVATLVSKTDSTRKLDGFLAPVKTPSWKTVGAGLILGIVQSA 
TSVPFYAGLGYLSVGNFSPEIRYGGLVVYATLALSLPI I VAILVGMVRKYPESPVGRLFE 
LIGQNKERVTKWSGYLVSLVLCIMGITSIL 

>RXN03085 TRANSLATE of: rxn03085.seq check: 6690 from: 1 to: 351 
MS IHIAKVHDVLKGEKTYGTTILVDRLWPRGVKKDDLEPDLWLKSVAPTTELRKWFGHDP 
AKFSEFSTRYTEELNASNDKDLETLVDATSRHPVTLLYGAADRDHNHAIVLAKWLKK 

>RXN03089 TRANSLATE of: rxn03089.seq check: 2217 from: 1 to: 1158 
HSLYPI PKPNSGSGNGGNGGNPDGGPDGGDSGDDDSGDDDPDPEPDKPEDGKPDSDKPRR 
PRISAEKHAI ITDELARLNPNTTPSAEELRTQALSQAIWRTPEDLRTWLRHQVTTANKNN 
PNPITAMKRRYLSVGKPDADNMVRISGLVPAATAALITANTAPLTKRGNLVDLPAAEDMR 
TRGQRHADALHHIMEI YNHGI VTPARGGTASI I ISMTTDDLDEINHGDHGDGSLLNNLYP 
TNTGYSLNLAEIMNLIAAKYDFAVLLDGETGQPLNVNRMQRSANLTQRIALFASELVCSA 
PNCDRPQLECEVHHLDPWMRGGLTNLVNLTHQCFNHHPRNDDSRSGVNGKGFMDRDPVTG 
RVGHYSASGEGPVFNRSAAADRSGGA 
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>RXN03098 TRANSLATE of: rxn03098.seq check: 3946 from: 1 to: 624 

MPTTDVFNRVRLALEPLADPARATGMASYMRDQFSFLGIPSTPRKEACKPVLSALKELDT 

DFVSDCFGAAEREYQYVACDHINRVGITDLGFAKALVQTKSWWDTVDSLAKPIGAKHDDD 

LMKTWALDEDFWVRRIAIIHQLGRKKNTDAALLAWIIEQNLGSSEFFINKAIGWALRDFA 

RHDPSWVRAFVDATDLSPLSRREALKNI 

>RXN03099 TRANSLATE of: rxn 03099.seq check: 8629 from: 1 to: 675 
VVDAVHDVLQTAXARRGEYNLGNALGLEVLGQAFAVTPAAGVVYHDGVIDAVFGVINGGW 
VIGVDDLDWGAVGPDDVVVIIGGDGAIESTVDRITTQQGCALDQVFFTIFADHDGAQTST 
VIQCLAGNQDAGQQATDAAETVQHDISWVDVGFRTNDRRESVLQEGTQVGAFGFFEAVGQ 
LSQVDRCGTKVHI YQFAQNIQGAFQWKFLGYDVAGVAVRLDDIDV 

>RXN03104 TRANSLATE of: rxn03104.seq check: 6257 from: 1 to: 177 
LELNAWEDILDLLSWSGSGNGAQDQTVIQVLEGFNAIVILANKQSLVGKQVWATEVDGL 

>RXN03106 TRANSLATE of: rxn03106.seq check: 1318 from: 1 to: 192 

MSASFDDPNLISLAGLVPTMHLADAASLSTLAQDRLSITGDKGANAGAKIASLVAGMVAG 
ADS I 

>RXN03107 TRANSLATE of: rxn03107.seq check: 669 from: 1 to: 201 

MSDFSNKAEDLTGPCAKEGFGEATDNESLADEGRADQAKADIKDAVENAGEKVKDAANKVL 
GAFKKDD 

>RXN03113 TRANSLATE of: rxn03113.seq check: 5526 from: 1 to: 1599 
VLDFLAANPLIALVVILAVGLAIGQIRVFGLSLGAAAVLFVALVVSTANTDIVI PMI VYQ 
LGLAMFVYVIGLSAG PAFFSEFAKKGWKLTI FMLLLLATLIGLAWVLIKSLGLDAAIGTG 
MFTGALTSTPGMAAVVELIEGI DPSLASEPVIGYSLAYPGAVLGSI VVAAVGAKLLKVNH 
REDARKEGMITAPLVWKGVQLKPGITGRVGDLPRLAGESI IATRIVDDPHTHRLADPDLP 
ITEGMELLINGTEEAVDRAIKALGEERETKIEDTELI YTRLTVSSPEVAGRTVAELDTVA 
HGFMIARIRQGDSEVVPKPDTVINYSDRIRVVVAPGRVAEVRRFLGDSEKSLADVNLLPL 
AIGLSLGLLLGAI PI PLPGGTTMSLGFGGGPI IAGLILGALKHTGPLTWQMPFHANRTI S 
TLGLALFLAGVGTSAGAGFRAALTDSSSLI YMAGGLVITLASALLCAVIGMWVLRLRWDE 
AMGVAAGTTTNPAI ISYLNGQTGTDLANRGYATVYPTAMIGKILGAQILFLLL 

>RXN03115 TRANSLATE of: rxn03115.seq check: 582 from: 1 to: 399 

VGKQEKLRI PLDVPGVESEEVGVELLAEGYYLVATLPAVAQDCALGDVVRAHHVDEVLEF 

QEVAVAGGNKTLRVLVDAIAADHVRAQLETLGLHVEAPMSEMLTVNIAPDSPSHGLEILL 
DDLHAQGVI FRAL 

>RXN03122 TRANSLATE of: rxn03122.seq check: 3973 from: 1 to: 147 
MTAHHEGAVDMARDEVTDGQNPQAIALAEQVIEDQEAEIAEMEHMLNEL 

>RXN03134 TRANSLATE of: rxn03134.seq check: 1542 from: 1 to: 351 
VAWRVGPGSHEHDIVGSSGFGSEADGGFFPASEGLALDNGAGDAAVDVGVSDI DVVKPGA 
DFVGVEGLESAGESEVVAVLEFDGFIEVGGFHQAEDWSEYFCEVEEGSWFDAFFDAG 

>RXN03135 TRANSLATE of: rxn03135.seq check: 3240 from: 1 to: 729 

LVLDERWVGVGLVDKWDEGGVEKRLFAAVLCVVGAGRGHVDERGEVRYGGAEAALLSLEG 

RVVGVEVEDGGHEVFARGVFLEAAHEVRNGHVEFLWAHGWYVKQQLTDVNADGARLIGRH 

ALQHFELHTVRYPTLHREQMCECYVEKVVAGNAQAQALHVFFAHRPIEDALVIGIGGLFG 

RFCGNWPAGDLRVDVLHRQISTLDQANLNARPACVDALAAELRQVLDCTEGIGKVRLQHN 
SGF 

>RXN03138 TRANSLATE of: rxn03138.seq check: 608 from: 1 to: 471 
LDI VPKDVAESFAVGEVVFLRVLGDGVVDDVPVHSIDGGSDFGGSVWGEGHSERAVVLGT 
ARTGGSCVVKQISYFFYLASYGRRAWQNLVGAGGGEVFGEDCVGAGEVVGVDAGEFVANG 
DQSGEVEVVQLLLQGFEFGQVGERGKRDGYAGDLRFC 

>RXN03140 TRANSLATE of: rxn03140.seq check: 4447 from: 1 to: 249 

VKGIHQEISRIERSHDYLWSVREDLHARFDNQLKAHFVDSVLDS IAEGYEGRINRFRKI F 
IEMKAVEELRTIAATRPSHLLAA 
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>RXN03141 TRANSLATE of: rxn0314 1 . seq check: 2295 from: 1 to- 330 

VVEATGVAGGNHVATVWHAGVLGVEGCFVDEVDFDFVANEVIRHGADVVFDALVIGRVGN 

HEALALVGLLSGKVAGFAAAGLFQGVFGWEGVLDCLLNARDASQSIGVAL 

>RXN03146 TRANSLATE of: rxn03146.seq check: 6973 from: 1 to: 471 
MNPRILMLLRI I FGAAFLALLVLQVLLAIKI VRDGLNSGELSPI PLTILASFVI IGFGLV 
-Q F-FI-VeirFALrtRLrVE DDETFDAH S LAWVDRTAI T I AAGAVLLL PMA Y I VAE VDDAPGAI V 
FGLILAMLITGVSLLVKIMRALLARAIGFSTELESVI 

>RXN03147 TRANSLATE of: rxn03147.seq check: 6179 from: 1 to: 252 

LEILFKSGLGFVVIIGAVGEYFGADFCGAGAGGGGLLKLAEYIAGWIAGESADDVFGFVV 
CVLRFETFLGVGVCQRGIVWEEHG 

>RXN03149 TRANSLATE of: rxn03149.seq check: 777 from: 1 to* 267 

VVIGELLPKSYSIVNTEKVVLFVVKPLHYFYKVMFPFIWVLNHSAAGLGKLLGVRLVSEG 
EETLSQEELTLVALNS YEKGELPKKNI I I 

>RXN03152 TRANSLATE of: rxn03152.seq check: 1285 from: 1 to: 273 

MKLFSRTPLVALGTAAAMAATSISVPAQAEEVAPAQVVYVADTVEEETGSSNGSSDIDSD 
TILDYVVVITGIVGVLSAGLTFATAFQRSLQ 

>RXN03153 TRANSLATE of: rxn03153.seq check: 7794 from: 1 to- 564 

MRRIWLLVCGIALTVAGCTSGSTTPTTVTVTATPTSEEAASTEPTNDILASQFHPCEVLT 

QEQFEEVGLGVLI VEDAYLGSTGLGCSFGKADREDFSGTWLISTDQANRQFVENQDLETL 

DWGSNDNPDLYVHQMSETGRQCEAAVDYDWGRLTVDYLELGEGWEPEILCSDAVEILENL 
IKELRGIP 



>RXN03154 TRANSLATE of: rxn03154.seq check: 5495 from: 1 to- 912 
MLKTTLITDTLGHVTSTEPTTTAHVPLPDGSSTPVQIWASDNKDSQLVMLWPGFGMGGYY 
YRPLAAALNKAGFHVAIGELRGQGQSSAKASRKSQWGYHDLASVDFPLQIAAAKKALDLE 
EGHPMRFLSHSMGGQI SCLFAARPEAEKYNLRAI FGVGAGSPFRPTFSPKMGKRLGLGAV 
LLGGIGGHI VGFWPGKVLGKDLVGYGRQSGTHMREWRRFHKHNSLDDLTAQDINYVEVMK 

KVSI PITFSRCPDDEDCPQASIDGLASFVPAAQIKMIEI PEALGHNRWAREPESTVKLFL 
EQAL 

>RXN03156 TRANSLATE of: rxn03156.seq check: 5548 from: 1 to- 180 
MARTTPPPADVLDI IISTVKQTIGIDLAELIQGRALGQAQGEAQGKASAAALEQAPHNEQ 



>RXN03162 TRANSLATE of: rxn03162.seq check: 7855 from: 1 to: 396 
VHDEHWVWSDEKDADFAFDDAWHETHINEHAVVADDVLVTEIHELAELADFSVVVDCFGA 

LDFSVQWQCGAWLDGCSQFLVYQLDAPNAGAGGATVLLEHALTEGQGGWENLVEGLHVVV 
RLGVGWHQVGLG 



>RXN03167 TRANSLATE of: rxn03167.seq check: 749 from: 1 to- 63 
MNTNLPNLYTAFDLDRSESSEALGVSLSARDLRLEQMGIAQDDPRRAQTVQAFAVLADPA 
KRATYDAQLEAGVPLTWAQIQHLGNFGTLPSTPTAQPFAAPQPEPSPEPQQQWNSGQNYA 
YGNPTMDYQTQQSYNPMQDQTQASMYAQPFANTPAPMYNSNQVFNRPTAGTRLWMAILDS 
IFAGIAGGIVSGI FGFGSEFLTSVIMILVL 

>RXN03170 TRANSLATE of: rxn03170.seq check: 4430 from: 1 to* 2 

LPHAKELAHELCLLPTPAVPALPTDSGAQFDIHQALSASLATYARNLTLLSHTAENLGNR 
ALTGLAEIEDTDDQLAHALERLT 

>RXN03172 TRANSLATE of: rxn03172.seq check: 3870 from: 1 to: 1 
PEWKKFNSGDAARVVPDANAELDI IGAPALLADRPSYANVKTLSRI FAVMRSLGHVTAAS 
PVTVFFSSHSVLSNVDRGSEHYSGPNGLGEWTSVGRAVATNWNGVVDALDEAITVKEVNS 
LFTEDAATRIQEAQAAVQAAREAEEQIAKEEAEKVDPYDNSPWAAAGIDPIKVSIDGRTI 
YTLRTYLGGQPVFLGKFGEISTFNSQKSLLRWLVEHDDHDLARASTWSDLMLGINAGETE 
LLVHSDNVYSFNGLVKDI NTS VDAVDTQQMARAYELMADTADWADDDSMNSY FLAN PRMQ 
DYIS YMLGGSDTSGYVPHAPFNDHSESWRELEEMLIKRFSKF 
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>RXN03173 TRANSLATE of: rxn03173.seq check: 9151 from- 1 to- 1098 
LNRDTHHLWVVLTTDSDDFDADSFTTEVIRITGYSRHEVNNGLNAMAAMTNLPHLRAIQE 

ryyflsirylasimiavakadptlweeldlritdaltpvtagevmiqsstlskSSik 

ELDPEPTPEPTPKEDYVHVHTTDEATYVRIKISGPNRLILNDIITQLKDTDTEDSL^EAL ' 
Z5f^ LIRARDGHCRFPGCCVPASKC Q^^ 



ALNKED - AJiwixxynnr cRIRDR 

>RXN03174 TRANSLATE of: rxn03174.seq check: 9763 from- 1 to- 456 
^ T L J' L ^^" AEGMTGALAAGR QKMDLFGVSVIACVTAIGGGSIRDMLLGHYPLVWVE 

KPLYLLLIIGAAILTVSISFLMEHFRVLFLVLDAVGLSAFAVIGTQIALEMGYGFIIAVV 
ASVLTGVFGGVMRDLLCDRIPLVFQKELYASI V^^IWIIAVV 

>RXN03177 TRANSLATE of: rxn03177.seq check: 4510 from- 1 to- 666 

VKKKLMLPLIVAALGLSACSSEPAAAPLEAEPLHNLLIDGSESGLDNATEGNDTSLSGOP 

INLTVVNGALDIDGSCGKALQAVEDVNLDSVASASRALASGDKQVGIAMYSTAEDNDISP 

NHh™ A ™ DPWDSSDTTYTFGKLDDAPDGAVGFTLDIEV " 
NHHI IVAGLETTPEETATVFEAQRTKLEEGLQLKQNWQLGWV 

>RXN03182 TRANSLATE of: rxn03182.seq check: 2985 from- 1 to- 273 

MTLQLFTDIVSLVFILSGAFLSFSASIGLIRFKDTMSRVHAMTKPQTTGLILTVVGAIIR 
ILGHEHFDQSQRSDLGVLVLLVLFALLTSPV 



498 



>RXN03184 TRANSLATE of: rxn03184.seq check: 3926 from- 1 to- 

^^ G ^ LGGYIPGTILMIAFALMMIATSTAMLRGRK Q KKGASK SSLWRVLVDGLVVG 
A ^ GLVGAGGGFLVVPALALLGGL SMPVAVGTSLVVITMKSFAGLAGYLTSVQLDWGLVL 
MVTAAAIVGSLAGSRLAGRVPETLLRKGFGVFVLVMGVFVLGLELL 

Im™^ TRANSLATE of: rxn03185.seq check: 4886 from: 1 to: 189 
MNDLAAEGENDPYRMVQQLRRKLSRFVEQKWKRQPVIMPTVIPMTAETTHIGDDEVRASR 
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